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210 220 230 240 250 260 270 280 290 300

310 320 330 340 350 360 370 380 390 400

410 420 430 440 450 460 470 480 490 500

510 520 530 540 550 560 570 580 590 600

610 620 630 640 650 660 670 680 690 700

710 720 730 740 750 760 770 780 789
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Additional file 7. Alignment of full-length amino acid sequences of CTNNB1 among tetrapod species. 
Predicted CTNNB1 amino acid sequences of E. quadrivirgata Z and W homologs are aligned with the homologs of 
10 tetrapods species, P. bivittatus, A. carolinensis, G. japonicus, A. mississippiensis, S. camelus, G. gallus, C. picta, 
P. sinensis, H. sapiens, and X. tropicalis.


