
L. semicarinatum Z
E. quadrivirgata Z

R. tigrinus Z
T. sirtalis (XM_014069347)

N. kaouthia Z
O. hannah

P. flavoviridis Z
V.berus

C. mitchellii
E. coloratus

S. miliarius
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R. tigrinus W
N. kaouthia W

P. flavoviridis W
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0.01 substitutions/site
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Additional file 9. Molecular phylogenic trees of CTNNB1 gene. Neighbor-joining (NJ) trees of 
CTNNB1 genes were constructed with the long alignment for 20 tetrapod species (a) and the short 
alignment for 26 squamates species (b). Bootstrap values (>50%) are shown on each node. 
Classification is shown on the right side of species. Blue and pink bars in b show clades of Z and 
W homologs of caenophidian species. 
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