
Supplemental Figure 2 

Supplemental Figure 2.  Eight Sanger sequenced light chains from eight MM patients.  The red font indicates sequences 
corresponding to CDR1,2 and 3 as mapped by DomainGapAlign algorithm at the IMGT web portal.  Tryptic peptides found by 
LC-MS/MS are indicated in bold font. 

>lambda 1 
QSALTQPASMSGSPGQSITISCTGTNNDLGTYNFVSWYQQHPGKAPKLVIYDVSYRPSGISYRFSGSKSAYTASLTISDLQAGDEADYYCTSFTTDSTFVFGG
GTKLTVVGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTV
EKT 
>lambda 2 
SYVLTQAPSVSVAPGQTARITCEGNNIGSKSAHWYQQRPGQAPVLVLYDDSDRPSGIPERFSGSNSGNTATLIISGVEAGDEADFYCQVWDNSNDHPVFG
GGTTLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHKSYSCQVTHEGST
VEKT 
>lambda 3 
YVLTQTPSVSVAPGQTARITCGGHNIGSKSVHWYQQKPGQAPLLVVYYNNDRPSWIPERFFGSNSGNTATLTVSGVEAGDEADYYCQIWDSSGNPRVVF
GGGTKLTVLSQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGS
TVEKT 
>lambda 4 
YVLTQTPSVSVAPGQTARITCGGNNIGYKSVHWHQQKPGQAPVLVVYDDSDRPSGIPERFSGSNSGNTATLTISRVEAGDEADFYCQVWDSSSDQWVFG
GGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHKSYSCQVTHEGST
VEKT 
>kappa 1 
IQMTQSPSSLSASVGDRVTITCRASQSISTSLNWYQQKLGKAPKLLIYAASTLQSGVPSRFSGSASGTDFTLTISSLQPEDFATYFCQQSYSNSMYTFGQGTKV
EIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKS
FNR 
>kappa 2 
DIQMTQSPSSLSASVGDRVTITCQASQGITKYLSWYQQRPGKPPKLLIYDAVNLESGVSSRFSGSGSGTDFTLTISSLQPEDIGTYYCQQYDSLPPDFGGGTK
VDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVT
KSFNR 
>kappa 3 
DIQMTQSPSSLSASVGDRVTITCRASQGISNYLAWFQQKPGKAPKSLVYAASSLQTGVPSKFSGSGSGTDFTLTISSLQPEDFATYYCQQYNSYPYTFGQGTK
LEITRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNR 
>kappa 4 
IQMTQSPSSLSASVGDRVTITCQASEDINNYLNWYQQKPGKPPKVLIYDASNLATGVPLRFSGSGSGTNFNFTISNLQPEDVATYYCQQYNNFPLTFGGGT
RAEVKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPV
TKSFNR 
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