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Supplementary Figure 2. Frequency comparison of cancer-related somatic mutations 

 

  

2	  
4	  

7	  

0.4	   1	  
4	  

11	  
8	  

1	  
4	  

0.4	  

37	  

5	  

18	  

0	  

9	  

0	  

5	  

9	   9	  

14	   14	  

5	   5	  

36	  

32	  

11	  

5	  
2	  

0	  
2	  

11	  

4	  
2	  

20	  

2	   2	  

25	  
23	  

0	  

5	  

10	  

15	  

20	  

25	  

30	  

35	  

40	  

ARID1A BRCA2 CDH1 ESR1 FGFR2 FLG GATA3 MAP3K1 NOTCH2 PTEN RPTOR TP53 USH2A 

%
 o

f c
as

es
 w

ith
 s

om
at

ic
 m

ut
at

io
ns

 TCGA	  invasive	  breast	  cancer	  (n=507)	  

HRM	  group	  (n=22)	  

LRM	  group	  (n=56)	  


