Supplementary Figure 3. The distribution of HRM-specific mutations across HRM
samples

The red block indicates that a mutation has been detected in the corresponding sample.

ADPGK
PKP3
SATL1
GOLGA6L10
SHROOM4
TAS2R30
C11orf40
C3orf14
DLL4
TAF4
PSMD2
FGFRL1
COL5A3
SEPT8
|| MUCé
EMILIN3
CENPL
HBP1
|| RTEL1
SRP14
POTEH
WDR66
CHTOP
SLC18A3

| PKP2
I PRAMEF16

| PRAMEF11
ZNF295
CLSPN
OR13A1
NUP93
PCGF6
SLC22A5
HAX1
LIMK1
CPOX
KLHL6
TAS1R2
1 | | Muc4

2006-235 I
2003-186
2003-256
2006-49
9827
2008-134
D2129
D2332
99143
99150
2008-56
2012
9984
D2370
2003-265
2006-72
2186

[0}
0
N
®
=}
=}
3%

2006-267
2006-223



