
Heatmap for Pancreas (counts on logscale)
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chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACAGAACTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACGGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCCGTGCACTACAGAACTTTGTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGTACTACAGAACTTTGTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACAGAACTTTTTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TGCACTACAGAACTTTGT

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p CAGTGCACTACAGAACTTTGA

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGAGCACTACAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGCGCACTACAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p CAGTGCACTACAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACTGAACTTTGTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TAGTGCACTACAGAACTTTGT

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCAATACAGAACTTTGTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACATAACTTTGTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTAGAGAACTTTGTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACAGAGCTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTGCAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p GTGCACTACAGAACTTTGT

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p ACAGTGCACTACAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p GCAGTGCACTACAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTTCAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCGGTGCACTACAGAACTTTG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACAGAACTCTGTC

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACAGAACTTGG

chr4_14730−3p_seed(miR−152−3p);miR−148a−3p TCAGTGCACTACAGAACTATGTC

chr4_14730−5p AAAGTTCTAAGACACTCTGACT

chr4_14730−5p AAATTTCTGAGACACTCTGACT

chr4_14730−5p AAAGTTCTGAGACACTCTGAAT

chr4_14730−5p GAAGTTCTGAGACACTCTGACT

chr4_14730−5p AAAGTTCTGAGACACACTGACT

chr4_14730−5p AAAGTTCCGAGACACTCTGACT

chr4_14730−5p AAAGCTCTGAGACACTCTGACT

chr4_14730−5p;miR−148a−5p AAAGTTCTGAGACACTCTG

miR−141−3p TAACACTGTCCGGTAAAGATG

miR−141−3p TAACACTGTCGGGTAAAGATG

miR−141−3p TAACACTGTCTAGTAAAGATG

miR−141−3p TAACACTATCTGGTAAAGATG

miR−141−3p TAACACTGTCTGGTAGAGATG

miR−141−3p TAACACTGACTGGTAAAGATG

miR−141−3p TAACGCTGTCTGGTAAAGATG

miR−141−3p AAACACTGTCTGGTAAAGATG

miR−141−3p TAACACAGTCTGGTAAAGATG

miR−141−3p AACACTGTCTGGTAAAGATG

miR−141−3p CAACACTGTCTGGTAAAGATG

miR−141−3p TAACACTGCCTGGTAAAGATG

miR−141−3p TAGCACTGTCTGGTAAAGATG

miR−141−3p TAACACTGTCTGGTGAAGATG

miR−141−3p TAACACCGTCTGGTAAAGATG

miR−141−3p TAACACTGTCTGGTAAAGAAG

miR−141−3p TAACACTGTCTGGTAAAGGTG

miR−141−3p TAACACTGTCAGGTAAAGATG

miR−141−3p TAACACTTTCTGGTAAAGATG

miR−141−3p;miR−200a−3p TAACACTGTCTGGTAATGATG

miR−141−3p;miR−200a−3p TAACACTGTCTGGTAAGGATG

miR−200c−3p TAATACTGCCGGGTAATGATA

miR−200c−3p TAATACTGCCGGGTAATGATT

miR−216a−3p CACAGTGGTCTCTGGGATTA

miR−216a−3p CACAGTGGTCTCTGGGATT

miR−216a−3p TCACAGTGGTCTCTGGGATTAT

miR−216a−3p TCACAGTGGTCTCTGGGATTATT

miR−216a−3p ACAGTGGTCTCTGGGATTAT

miR−216a−3p TCACAGTGGTCTCTGGGATT

miR−216a−5p TAATCTCAGCTGGCAACTGTAA

miR−216a−5p TTAATCTCAGCTGGCAACTGA

miR−216a−5p TAATCTCAGCTGGCAACTGG

miR−216a−5p TTAATCTCAGCTGGCAACTGTGT

miR−216a−5p TAATCTCAGCTGGCAACGG

miR−216b−3p ACACACTTACTTGTAGAGATTCTT

miR−216b−5p AAATCTCTGCAGGCAAATGTGATG

miR−216b−5p AAATCTCTGCAGGCAAATGA

miR−217−3p CATCAGTTCCTAATGCATTG

miR−217−3p ATCAGTTCCTAATGCATTGCC

miR−217−5p ATACTGCATCAGGAACTGACA

miR−217−5p TACTGCATCAGGAACTGACTGTA

miR−217−5p TACTGCATCAGGAACTGACTGGATT

miR−217−5p TACTGCATCAGGAACTGACTGAA

miR−217−5p TACTGCATCAGGAACTGACTGGATAAGACTCAGTCACC

miR−217−5p ATACTGCATCAGGAACTGACTGGAT

miR−217−5p ACTGCATCAGGAACTGACTGGA

miR−217−5p ATACTGCATCAGGAACTGACTGGAA

miR−217−5p ATACTGCATCAGGAACTGACTGGT

miR−217−5p TACTGCATCAGGAACTGACTGGAGA

miR−217−5p TACTGCATCAGGAACTGACTGGAC

miR−375−3p TTTGTTCGTTCGGCTCGCGTCA

miR−375−3p TTTGTTCGTTTGGCTCGCGTG

miR−375−3p TTTGTTCGTTCGGCTCGC

miR−375−3p TTTGTTCGTTCGGCTCGCGTGAAG

miR−375−3p TTTGTTCGTTCGGCTCGCA

miR−375−3p TTGTTCGTTCGGCTCGCGT

miR−375−3p TTTTGTTCGTTCGGCTCGCGTA

miR−375−3p TTTGTTCGTTCGGTTCGCGTGA

miR−375−3p TTTGTTCGTTCGGCTCGCCTGA

miR−375−3p TTTTGTTCGTTCGGCTCGCGA

miR−375−3p TTTGTTCGTTCGGCTCCCGTGA
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