
Heatmap for Testicle (counts on logscale)
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chr11_32765−5p GAATTGAACTCAGGACCTC

chr4_14121−3p TGAAATTTCGTTTCTGTGAGGGGACTTT

chr4_14121−3p TGAAATTTCGTTTCTGTGAGGGGA

chr5_17576−3p GAGGTCAGCACTGGATATG

chrX_47274−5p GGGGATGTAGCTCAATGGTAGAG

chrX_48001−5p_seed(miR−4780) ACCCTTGAGGATGTAGCTCAG

miR−201−3p TGAACAGCGCCTTTCTGTGTA

miR−201−3p TGAACAGCGCCTTTCTGTGTAC

miR−201−3p TGAACAGCGCCTTTCTGTGTAGA

miR−3470b TTACTCTGTAGACCAGGCTGGCCT

miR−3470b TACTCTGTAGACCAGGCTGGCCTTGAACTC

miR−3470b CTCTGTAGACCAGGCTGGC

mir−3473f−pre TAAGAACACTGACTGCTCT

mir−3473f−pre TGACTGCTCTTCCAGAGGT

mir−3473f−pre TTAAGAGCACTGACTGCTC

miR−34c−5p AGGCAGTGTAGTTAGCTCATTGC

miR−34c−5p AGGCAGTGTAGTTATCTGATTGC

miR−34c−5p TAGGCAGTGTAGTTAGCTGATT

miR−34c−5p AGNCAGTGTAGTTAGCTGATTGC

miR−34c−5p AGGCAGTCTAGTTAGCTGATTGC

miR−34c−5p AGGCACTGTAGTTAGCTGATTGC

miR−34c−5p AGGCATTGTAGTTAGCTGATTGC

miR−3585−3p TGAACGGCCCTTGTTGTGAGGAC

miR−449a−5p TGGCAGTGTATTGTTAGCTGGTTT

miR−449a−5p TGGCAGTGTATTGTTAGCTGA

miR−463−3p ATAGACGCCAATTTGGGTAGA

miR−463−3p TGATAGACGCCAATTTGGGTA

miR−463−5p TACCTAATTTGTTGTCCAT

miR−463−5p TACCTAATTTGTTGTCCATCATT

miR−471−3p GAAAGGTGCCATACTATGTAC

miR−471−5p TACGTAGTATAGTGCTTTTC

miR−547−3p ATTGGTACTTCTTTAAG

miR−7214−5p TTCTGGGCTGGAATGAGAATGTGTCT

miR−7214−5p TCTGGGCTGGAATGAGAATGTGTC

miR−7214−5p TTTCTGGGCTGGAATGAGAATGTGTCT

miR−7214−5p TGTTTTCTGGGCTGGAATGAGAATGTGT

miR−741−3p GAAAGATGCCACGCTATGTAGA

miR−741−3p AAGATGCCACGCTATGTAGA

miR−741−3p AAAGATGCCACGCTATG

miR−741−3p AAGATGCCACGCTATGTAGACC

miR−742−3p GAAAGCCACCATGTTGGGTAA

miR−742−5p TACTCACATGGTTGCTAATCA

miR−743a−3p GAAAGACGCCAAACTGGGTA

miR−743a−3p GAAAGACGCCAAACTGGGTAGATT

miR−743b−3p GAAAGACACCATACTGAATAGAT

miR−743b−5p TGTTCAGACTGGTGTCCATCATTT

miR−743b−5p TGTTCAGACTGGTGTCCAT

miR−871−3p TGACTGGCACCATACTGGATAATTT

miR−871−3p TGACTGGCACCATACTGGATAATA

miR−871−5p TATTCAGATTGGTGCCGGTCT

miR−871−5p TATTCAGATTGGTGCCGGTCACAT

miR−878 GCATGACACCATACTGGGTAGA

miR−878 GCATGACACCATACTGGGTAG

miR−880−3p TACTCCATTCATTCTGAG

miR−881−3p TAACTGTGGCATTTCTGAATAGATT

miR−881−5p TATTCAGAGTGGTAGCAGTCACT
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