
Quantification of amiRNA-induced phenotype 
in Arabidopsis T1 transgenic plants 
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Figure S11. Quantification of amiRNA-induced phenotypes in Arabidopsis transgenic plants expressing amiR-
AtFt (left) and amiR-AtCh42 (right) from AtMIR390a or chimeric AtMIR390a-OsL precursors. 


