Supplemental figure 1

A

MKKRKTLSAIMTLFLIINIVMISCGSGGPAPKEGQAAKADGTVVDLVKVSKKIKDAVEFAANVKEVETLVKSINELAKAI
GKKIKSDGQFDTESDKNGSLLAGAQSIMLAVKAKLGQLDNKEGISTELKQKVTDSKTKTETFLTKLKDNHSDLGKNEAT
DAHAKSAIDITDTGTKDKGTSELIALNTSINALLETANDEVEAAIKALINPSKALTAGQSS

B

MKKRKTLSAIIMTLFLGLVSCNSSGTVAEESPQSRFLKSVISLGNDFLNVFTSFGDMVGGVLGFNINTKKSDVGLYFKKVQ
DTVQGTKDKLEKIVADMKTEGNPNASGVETAVKKLVSETLNKIIEGAKTASEAIGTDNNPIGNVAATNAAGAAGTGVD
SLVKGIKGIVEVVLKEGNAEAGNDKKAEDGNTARTAAGGDGEAGKLFTSGAGAAGDANNSKKVAADAAKAVGAVTG

ADILKAIIKDGGDAAKLATSQNAGAAPKDATIAGGIALRVMAKDGKFAGPSAAADDAVTAVKGVAVSAVTKALDTLTI
AIRNTIDLGLKEVKEAMKINNAINASDTP

Supplemental figure 1. Mass-spectrometric peptide hit coverage

Mass spectrometry peptides covering (A) B. miyamotoi LB-2001 Vsp1 and (B) the partial VIpC2 amino acid
sequences. Amino acid sequences that match peptides are bold and underscored.



