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TitzhethalMhSupplementaryhFigurehS%8

Comparison of the transcriptomics and proteomics datasets for parental, resistant, and persistant 
M229 and M238 cells. =AxhFractionhofhgenesqproteinshsharedhbetweenhtwohdatasets-hieMhnumberhofhdetectedh
proteinsqgenesh inhbothhstudieshdividedhbyh thehnumberhofhgenesqproteinsh inh thehstudyhwithh lowerhcoverageMh
mRNAh=hmicroarrayhexpressionhdataseth=NazarianhethalMx;hproteinh=htotalhproteinhprofiling;hpYSTh=hphosphoE
profiling;h ECMh =h extracellularh matrixh profiling;h resMqparMh =h resistantqparentalh cellh lineh pairs;h persistMqparMh =h
persistentqparentalhcellhlinehpairsMhNotehthaththehtotalhproteinhexpressionhandhphosphoEprofilinghdatasetshshowh
onlyhahlimitedhfractionhofhproteinshdetectedh=andhquantifiedxhinhbothhdatasetsh=%3vhandh%9vxMh=BxhClusteredh
spearmanhcorrelationhmatrixhcomparinghthehdifferenthdatasetsMhAllhM339handhM398hreplicateshwerehcombinedh
andhaveragehlog3hfoldEchangeshforhresistantqparentalhandhpersistentqparentalhcellshwerehcalculatedMhPairEwiseh
spearmanhcorrelationhcoefficientsh=numberhinhmatrixxhwerehcalculatedhandhthehcorrelationhmatrixhclusteredhbyh
completehlinkagehclusteringhwithhahEuclideanhdistancehmetricMhNotehtheh=limitedxhsimilarityhbetweenhthehtotalh
proteinhandhpYSTh foldEchangesh forhbothh thehpersistentqparentalhandh theh resistantqparentalhparisMhHowever-h
rememberhtheh limitedhnumberhofhsharedhproteinshbetweenhthesehdatasetsMh=C-DxhScatterhplotshshowinghtheh
comparisonh ofh theh totalh proteinh andh pYSTh foldEchangesh forh theh persistentqparentalh =Cxh andh theh resistantq
parentalhpairsh=DxMhThehlinearhregressionhlinehishshownhinhblackMh


