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Comparison of phenotypes of RTK-resistance mechanism with NRAS-mechanism
melanoma cells. (A) JUN, PDGFRB, EGFR, FN1, ACTA2, and COL1A1 mRNA expression for the
RTK-resistance (M229 and M238) and NRAS-resistance (M249) parental/resistant cell line
pairs. Microarray expression data from Nazarian et al. Expression values are centered and
scaled for each gene. For genes represented by more than one probe set, the probe set with
the largest absolute measured values was selected. (B) Comparison of tubuli-formation assay
for three RTK-resistance (M229, M238, SKMEL28) and the NRAS-resistance (M249) parental/
resistant cell lines. Note that both the M249 parental and resistant cell line shows more
clumping, but no tubuli formation. Compare with Figure 3D.



