
 
 
Figure S2 | AZA and ZEB induce a concentration-dependent decrease in DNA 
methylation in all types of genetic elements 
A-D. DNA methylation maps across four different categories of methylated genetic 
elements: gbM genes (A), CHG-enriched (mCHG) genes (B), CHH-enriched (mCHH) 
genes (C), transposons (D). The colors (top) represent the different treatment 
concentrations. The demethylating agent and sequence context is given above each 
vertical column of graphs. 
 


