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Figure S1.  Identification of two major transcription start sites for ECM3.  (A) Primer extension analysis was performed using 
RNA isolated from a wild-type strain (FY5).  The oligonucleotide used to map these start sites is listed in Table S2.  These 
start sites were identified using two different oligonucleotides and RNA isolated from more than one strain. (B) Diagram of the 
results shown in (A).  ECM3 shows at least two major start sites initiating 80 bases and 190 bases upstream of the +1 ATG of 
the ECM3 ORF.  The isoform initiating at -80 is referred to as the short ORF (SO) isoform and the isoform initiating at -190 is 
referred to as the long ORF (LO) isoform. 


