
Figure S1. Predicted amino acid sequences of the recombinant ISG domains used in 
this study. The amino acids highlighted in italics (GHM) come from the cleaved TEV 
site.  
 

>TvY486_0045500|AA_40-363 
GHMSYENEIARALCKMGSTHRRMSMVFGVLQQRISKTDDTINGLETDLWKLKKAG
LPDEKYQEVNDKVINVTGSVSLVTNAVKVAQKKLEEFIEKVKTEHYNDHYLKLEDRK
FGESVSNCRDWATYNEETPDKLRKKLESGLKTLEAWATEESNEWEKEQKEVESDL
LSKENRNSLQYGTLHTAFKDLVKSMMVELTTVSFYMPKALEGVPGADAAVNEARK
FVVVAMANECQSVASEAAASEEKQAQCEKLNKKLQEIKEKKRQAIGGDSEGPKSS
DAKSTDATPTSSASQKVIVEEVLDSADGDELMELVQTADKPSAANNSKLS  
 
>TvY486_0019690|AA_42-363 
GHMENEIARALCKMGSTHRRMSMVFGVLKQSISKTDDTINGLETDLWKLRKAGLPD
EKYQEVNDKVIDVTGSVSLVTNAVKVAQKKLEEFIKKIESGHYNDHYLQLEDRKFGE
SVSNCKNSATYNEETSEQLRKKLESGIKTLKVWAEEESKEWEKEQQDAESDLLSN
ENRNSLQYGTLHTAFKDLVNSMMVELTTVSFYMPKALEGVPGADAAVNEARKFVV
VAMANECQSVASEAAASEEKQAQCEKLNKKLQEIKEKKRQANNGDSEGPKSSDSK
SADATPTSSASQKVFVEEVLDSADSDELMELVQTADKPSSANNSKLS  
	


