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DHX36 sequence coverage, 1 to 320, melanoma pull-down
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DHX36 sequence coverage, 321 to 1008, melanoma pull-down
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DHX36, MS/MS spectra of top 4 scoring peptides, melanoma
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D ELAV1 sequence coverage, melanoma pull-down
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E ELAV1, MS/MS spectra of top 4 scoring peptides, melanoma pull-down
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Supplementary Figure S1

F  TIA-1 sequence coverage, melanoma pull-down
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TIA-1, MS/MS spectra of top 4 scoring peptides, melanoma pull-down
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Supplementary Figure S1

H YB1 sequence coverage, melanoma pull-down
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I YB1, MS/MS spectra of top 4 scoring peptides, melanoma pull-down
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Supplementary Figure S1. Sequence coverage and top-scoring spectra of identified GADNA-bound
proteins. (A,B) DHX36 sequence coverage. (C) four MS/MS spectra of the top-ranked DHX36
peptides. (D) ELAV1 sequence coverage. (E) four MS/MS spectra of the top-ranked ELAV1 peptides.
(F) TIA-1 sequence coverage. (G) four MS/MS spectra of the top-ranked TIA-1 peptides. (H) YB1
sequence coverage. (I) four MS/MS spectra of the top-ranked YB1 peptides.



