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Correction

After publication of “Evolution in stage-structured populations” (Bar-
field et al. 2011), the authors found an error.

In the paragraph containing equation (A4) on page 406, the normal
random variable covariance matrix should have been half of VLE rather
than VLE, and VLE should have been inverted in the exponentiated term.
It should be noted that this expression is not used in the rest of the
article, and so this correction does not (for instance) alter the authors’
findings regarding the extension of Lande’s and Price’s theorems to
stage-structured populations. With these changes (and the addition of
references), the paragraph should read:

A special case of interest is the infinitesimal model of inheritance
(Fisher 1918; Bulmer 1971). With this model, the (multivariate) breed-
ing value of an offspring is the average of the breeding values of its
two parents plus a zero-mean normal random variable with a covariance
matrix of half of VLE (the additive-genetic covariance matrix among the
m characters at linkage equilibrium). In this case, the offspring genotype
PDF is given by
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where the asterisk indicates convolution (Turelli and Barton 1994; Tufto
2000). The arguments of the parents’ PDFs are halved because parental
genotypes are averaged.
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