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S9 Fig. Expression of genes involved in sulphate uptake, sulphur metabolism and metabolism of

sulphated compounds in the msa1-1 mutant. Total RNA was isolated from the shoot and root of

WT and msa1-1 mutant grown in soil for five weeks and the transcript level was determined by

quantitative RT-PCR. The expression level was normalized to the internal control gene UBQ10, and

presented as 2^(deltaCt) with means ± SD (n = 3). Single and double asterisks indicate values

significantly different between WT and msa1-1 mutant at P ≤ 0.05 and P ≤ 0.01, respectively

(Student’s t test).
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