Table S1. The predominant small-RNA reads

#Pri-miR-136

ucggaggACUCCAUUUGUUUUGAUGAUGGauucuuaagcuccAUCAUCGUCUCAAAUGAGUCUUcagaggguucuaucaugucgucgguugg

ucaacgguguuggaugagccc
CCU(

). 2
5 2
623037 .0
30846 37.6
38690 47.1
9285 11.3
154 91.1
#Pri-miR-140
ggccgcgceccugugugugucucucucuguguccugcCAGUGGUUUUACCCUAUGGUAGguuacgucaugcuguucUACCACAGGGUAGAACCACGGAcaggauaccggggcacccucugegud Reads %
JCUCUCUGUGUCCUGC . 4 e e ettt et et e e e e e oo s oo oo oo oo oo oo oo oo o oo eennennnnnnasasseeseseeeesesnnnnnnnnsseeseess 11705 94 .
128992 97.7
81350 54.3
63609 42.5
#Pri-miR-323
cuacugcugcugcuugguacuuggagagAGGUGGUCCGUGGCGCGUUCGCuucauuuauggcGCACAUUACACGGUCGACCUCUuugcgguaucuaaucccgccuugeyg Reads %
SUUGGUACUUGGAGAG . « v v v v v e v e e e v e v e oo oo oo oo e oo ot o s o oo eenennnnnnaaaseseseseseeeeensnsnnnnnnsssesessess 278 99.9
57 80.3
4856 14.6
26355 79.5
51] 100.0
#Pri-miR-363
augaaaugaacuguuuugcuguuauCAGGUGGAACACGAUGCAAUUUugguugguguaauaggaggaaAAUUGCACGGUAUCCAUCUGUAaaccgcaggaccuauguggacag Reads %
CUGUUUUGCUGT T 582 97.
......................... CAGGUGGAACACGAUGC XXX KKK KKK it e i et et et et et et e e e e e ot e oot et o e o e eeesennnnnneeeeeeeeeseeens 6088 96.5
.................................................................... AAUUGCACGGUAUCCAXXXXXXXX e v v v vt e v e v s eneannnenn 45010 73.7
..................................................................... AUUGCACGGUAUCCAUCKXXXXX . v v v v v v v v v nnn 14127 23.1
............................................................................................... e 2] 100.0

#pri-miR-383

aaacuccacgucaccugcuccucAGAUCAGAAGGUGACUGUGGCUuuggguggauauuaaucagCCACAGCACUGCCUGGUCAGAaagagcaaguguccuagccuuuuac

.......................................................................................... 4 24.8
#Pri-miR-409
ccgagccucuccgugguacucggagagAGGUUACCCGAGCAACUUUGCAUcuggaggacGAAUGUUGCUCGGUGAACCCCUuuucgguaucaaaucccuccagggaggcc Reads %
GUGGUACUCGGAGAG . & & v v ettt ettt e e e e e e e e aae e e e e a e e aee o ae e aae e aae o saeeneenaseensenenseeneenneensenns 90 100.0
......... AGGUUACCCGAGCAACUX XXX X KK K v v ittt ittt it et e e et et e et e et eaee e aaeeneeaneenseeneennes 1387 96.3
.......................................................... CGAAUGUUGCUCGGUGXXXXXXXXXK o v vttt et et i iieieannn 2705 24.5
........................................................... GAAUGUUGCUCGGUGAACKXXXXXX o v vt ettt e it iiiiieeeannn 6134 55.6




13.

100.0

#Pri-miR-411

ggcgucucugugugguacuuggagagaUAGUAGACCGUAUAGCGUACGcuuuaucugugacqgUAUGUAACACGGUCCACUAACCcucaguaucaaauccauccccgaggccce

55922

72577
143197
21
= 9
repliacte 1 repliacte 2 repliacte 3 %
Reads % Reads % Reads % [Averagg  Sd
1263 99. 1525 9.8 1098 99.8 99.8 0.08
1895 95.9 4921 96.7| 2442 95.8 96.1 0.49
645 93.9 765 98.2 672 93.6 95.2 2.57
6198 53.9 6561 49.9 5460 51.0 51.6 2.09
4580 39.8 5984 45.5 4628 43.2 42.8 2.84
20] 100.0 35] 100.0 211 100.0 100.0 0.0
#miR-203 U-A repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUAGACAGUUCAACAGuucuguagcacaauuGUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % |Averagg Sd
) ) GGCGCGCCUGGUCC 1794 99.4 817 99.8 1505 99. 99.6 0.21
......................... 4297 94.4 5386 96.1 2568 92.1 94.2 2.01
......................... 918 94.6 901 96.4 980 96.7 95.9 1.14
5464 50.3 6075 51.5 6605 49.8 50.5 0.87
4772 43.9 5172 43.9 6022 45.4 44 .4 0.90
351 100.0 13] 100.0 18] 100.0 100.0 0.0
repliacte 1 repliacte 2 repliacte 3 %
Reads % Reads % Reads % IAverage  Sd
149 99.5 827 99.5 1426 99 99.6 0.12
3411 92.3 3868 93.7 4668 94.0 93.3 0.91
1335 95.8 1479 95.9 1466 94.8 95.5 0.61
5579 49.6 5645 47.3 5803 49.3 48.8 1.23
4804 42.7 5530 46.4 5146 43.7 44 .3 1.89
321 100.0 2] 100.0 14] 100.0 100.0 0.00
#miR-203 m0 repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUAGACAUUUCAACAGuucuguagcacaauuGUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % [Averagd] Sd
5CGCGCCUGGU 1 99. 1075 99.1 1805 99.4 99.4 0.30
......................... 91.0 3623 92.5 3465 93.5 92.3 1.26
......................... 95.3 1475 95.9 1395 96.9 96.0 0.81
............................................................... 54.3 6442 52.8 5404 55.1 541 1.16
................................................................ 36.2 4751 39.0 3470 35.4 36.8 1.88
..................................................................................... 100.0 1 100.0 4 100.0 100.0 0.00
#miR-203 AA repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUUGACAGUUCACAGUucuguagcacaauuGUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % |Average Sd
GG L 1111] 100.0 841 100.0 549 $ 99.9 0.23




2118 96.0 5349 97.8 316 94.9 96.2 1.46
4133| 100.0 6661 98.6 1226 95.2 97.9 2.47
773 6.8 947 6.4 321 5.6 6.3 0.61
9892 87.3| 13338 90.2 5022 87.9 88.5 1.51
34 94.0 15] 100.0 1 100.0 98.0 3.4
repliacte 1 repliacte 2 repliacte 3 %
Reads % Reads % Reads % IAverage  Sd
993 99 02] 100.0 1304 99.4 99.7 0.3
97.2 2364 97.6 2142 95.4 96.7 1.1
88.4 415 92.4 333 88.8 89.9 2.
83.1 7168 82.6 6824 81.4 82.4 0.86
9.5 876 10.1 914 10.9 10.2 0.72
100.0 10| 100.0 28] 100.0] 100.0 0.00
repliacte 1 repliacte 2 repliacte 3 %
Reads % Reads % Reads [Average Sd
920 99.6 576 99.3 143 9 99.6 0.3C
1355 94.9 2064 97.5 1702 96.1
627 94.7 492 91.1 540 93.7
7282 93.9 5961 92.3 7608 93.5 1.01
16| 100.0 100.0 26 97.6 4.10
#miR-203 A3-C repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUUGACAGUUCAACCGuucuguagcacaauuGUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % |Averagg Sd
XXX GGCGCGCCUGGUCC 1079 99.8 586] 100.0 1040 99.6 99.8 0.20
......................... AGUGGUUCUUGACAGUUCAACCGUUCUGUAGCACAAUUGUGAAAUGUUUAGGACCACUAG . « v v v v vt vttt e e e e nnnnnns 2472 96.0 1732 96.1 1135 95.2 95.8 0.49
......................... AGUGGUUCUUGACAGUXXXXXXXXXXK v v v v v v e e e o e e et oo e e oo oo esennnnnnnsseeeeseeeeeeeeesenennns 621 96.0 480 96.6 328 94.3 95.6 1.19
............................................................... GUGARAAUGUUUAGGACKXXXXXXK e v vttt eeeeeeeeeeeeneenn 4949 84.5 2901 84.0 3947 85.2 84.6 0.60
531 9.1 290 8.4 328 7.1 8.2 1.01
19] 100.0 9] 100.0 28 0] 100.0 0.0
#miR-203 CA-GC repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUUGACAGUUCAAGCGuucuguagcacaauuGUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % |Averagg Sd
X UGGUCC L 4 ettt ettt e e e e e e e e e e e e e e e e e e et e e et e 22 99.4 598 99.3 997 99 99.5 0.21
......................... AGUGGUUCUUGACAGUUCAAGCGUUCUGUAGCACAAUUGUGAAAUGUUUAGGACCACUAG . « v v vt vttt et e v e e s nnnnns 1723 95.8 1682 97.1 1284 95.0 96.0 1.06
......................... AGUGGUUCUUGACAGUUCXXXXXXXXK 4 v v v v v e e e o e oot et oo e oo oo esennnnnnnsneeeeseeeeeeeeeeenennns 360 88.5 355 86.8 302 85.1 86.8 1.70
............................................................... GUGAAAUGUUUAGGACKXXXXXXK v v v vttt ettt et e eeeennn 683 80.4 753 79.3 756 80.3 80.0 0.61
45 5.3 50 5.3 60 6.4 5.7 0.64
3 100.0 , 100.0 6 100.0] 100.0 0.0¢
#miR-203 m AU repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUUGACAGUUCAACAGuucuguagcacaauuGUUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % |Averagg Sd
580 99. 1104] 100.0 15 99.3 99.7 0.35
497 93.6 322 92.5 723 94.0 93.4 0.78
137 93.2 201 94.4 218 96.0 94.5 1.40
4045 91.2 8306 92.0 7983 93.9 92.4 1.39
5] 100.0 10| 100.0 10] 100.0] 100.0 0.00
#miR-203 mm AC repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUUGACAGUUCAACAGuucuguagcacaauuGCUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % Average Sd
XCR CGCCUGGU C C . v v vttt et ettt et et et e e e e e e e et e e e e oo e o oo oo oo oo oo aa o e e o e oeoesesnnnansssseseseeeeenns 978 )9 893 100.0 644 100.0 99.8 0.35
......................... AGUGGUUCUUGACAGUXKXKXEK 4 v v v v vt e a e e v e e aa oo a ot e o oeeaesaneeaaseneseneseneesasenesenesen 372 355 92.2 181 95.3 93.7 1.55




................................................................ CUGAAAUGUUUAGGACXXXXXXX. . 10797 95.1 9094 95.9 4358 97.0 96.0 0.93
R T Y. 12| 100.0 10] 100.0 12| 100.0] 100.0 0.00
#miR-203 Al-C repliacte 1 repliacte 2 repliacte 3 %
uucugugugcaggcgcgccugguccAGUGGUUCUUGACAGUUCCACAGuucuguagcacaauuGUGAAAUGUUUAGGACCACUAGacccggcgcgcacggcggcgacga Reads % Reads % Reads % Average |Sd
. e UGC : 1074 99.5 1453 9.9 142 99.5 99.6 0.23
......................... 2447 95.3 3108 96.4 1140 93.8 95.2 1.31
......................... 274 99.3 601 98.4 504 96.0 97.9 1.71
693 8.8 1048 7.5 1066 7.8 8.0 0.68
6337 80.7| 12132 86.4| 11505 84.5 83.9 2.90
13] 100.0 12| 100.0 31] 100.0] 100.0 0.00
repliacte 1 repliacte 2 repliacte 3 %
Reads % Reads % Reads % Average sd
1089 99.8 1075 99.6 163 99.9 99.8 0.15
4792 98.3 27175 96.6 1619 95.1 96.7 1.60
273 98.2 272 94.4 344 96.6 96.4 1.91
8305 89.3| 10710 90.2| 11180 90.9 90.1 0.80
18] 100.0 9] 100.0 311 10 100.0 0.00
repliacte 1 repliacte 2 repliacte 3 %
Reads % Reads % Reads % Average
29| 100.0 19] 100.0 24 92.3 97.4 4.45
0 0.0 0 2 .7 3.9 5.44
870 86.2 1032 79.0 877 85.4 83.5 3.95
71 7.0 192 14.7 89 8.7 10.1 4.05
153 13.8 153 12.4 105 12.4 12.9 0.81
838 75.4 963 78.0 699 82.3 78.6 3.48
3645 86.6 4784 87.7 3948 86.9 87.1 0.61
339 8.1 402 7.4 327 7.2 7.5 0.45
replia repliacte 2 repliacte 3 %
ucuuccaagacugggcuccccaccACUUARACGUGGAUGUACUUCGCUuugaaacuaaagaagUAAGUGCUUCCAUGUUUUGGUGAUgguaagucuuccuuuuac Reads Reads % Reads % Average Sd
SACUGGGCUCCCCAC 14 56.0 9 4.3 5 31.2 50.5] 17.22
11 44.0 5 35 11 49.5] 17.1
........................ 816 86.9 470 83.5 607 75.6 82.0 5.80
........................... 61 6.5 61 10.8 158 19.7 12.3 6.73
........................ 94 11.4 61 0.1 56 9.6 7.0 6.06
........................... 665 80.6 443 0.8 503 85.8 55.7| 47.64
............................................................... 2902 88.5 1812 87.4 2192 90.4 88.8 1.51
................................................................ 105 3.2 67 3.2 57 2.3 2.9 0.50
#miR-302a+G repliacte 1 repliacte 2 repliacte 3
ucuuccaagacugggcuccccaccACUUAAACGUGGAUGUACUUGGCUuugaaacuaaagaagUAAGUGCUUCCAUGUUUUGGUGAuUgguaagucuuccuuuuac Reads % Reads % Reads %
C( 26 55.3 2 44.2 22 43.
21 44 . 32 52.5 29 56.9
........................ ACUUAAACGUGGAUGUACUUGGCUUUGAAACUAAAGAAGUAAGUGCUUCCAUGUUUUGGUGA . + v v v v v v v e v e v v e nnn 969 79.0 967 85.0 829 74.
........................... UAAACGUGGAUGUACUUGGCUUUGAAACUAAAGAAGUAAGUGCUUCCAUGUUUUGG . « v v v v v v v v v v e e eeeeenen 176 14.3 114 10.0 229 20.
........................ ACUUAAACGUGGAUGUACUUGXXXXX ¢ v v v v v v v v v e oo oo oo teto oo eeeenennnnnnssseeeeeeseeeenns 97 8.6 52 8.3 84 9.
........................... UAAACGUGGAUGUACUX XXX KK KKK o et et ettt et et e e e o et ee e e oeeesennnnnnnnneeeeses 989 87.3 496 79.4 680 78.
.............................................................. GUAAGUGCUUCCAUGUXXXXXXXXX o vt vt v et v vieeee e 1081 30.3 655 26.1 978 29.
............................................................... UAAGUGCUUCCAUGUUUUXXXXXX e v v vt vttt v veeeeenn 2098 58.9 1552 61.9 1900 56.
................................................................ AAGUGCUUCCAUGUUUUGGUXXX . v v v v v v v e v v v eennn 185 5.2 145 5.8 232 6




#miR-506 repliacte 1 repliacte 2 repliacte 3 %
ucagccauacuauguguagugccuUAUUCAGGAAGGUGUUACUUAAuagauuaauauuugUAAGGCACCCUUCUGAGUAGAguaaugugcaacauggacaacau Reads % Reads % Reads % Average Sd
CUAUGUGUAGUGCCU .t v v v v v e et e et e e e e e et e e e e e e s e e e e e e e e e e s e aa e e as e aeaaeseaseeeseeeseeesenseeesenens 10 58.8 8 80.0 100.0 79.6] 20.60
................ UAUUCAGGAAGGUGUUACUUAAUAGAUUAAUAUUUGUAAGGCACCCUUCUGAGUAGA . v v v v v v v v v v e e eeeeeeeenn 191 99.0 193 98.0 1201 100.0 99.0 1.00
........................ UAUUCAGGAAGGUGUXXXX XXX XXX KX K v v v e v e et e it et e et ettt ettt oo oo eennensnnnnsneeeeeeeeens 324 89.0 369 92.7 237 92.9 91.5 2.20
.......................................................... UGUAAGGCACCCUUCUXXXXXXXK v v v v ettt et tee oo eennnnn 306 29.1 264 28.1 231 26.1 27.8 1.52
........................................................... GUAAGGCACCCUUCUGXXXXXXXXXXX e v v v v v v v e v eennn 693 65.9 622 66.2 604 68.2 66.8 1.29
#miR-506 A-C repliacte 1 repliacte 2 repliacte 3 %
ucagccauacuauguguagugccuUAUUCAGGAAGGUGUUACUUCAuagauuaauauuugUAAGGCACCCUUCUGAGUAGAguaaugugcaacauggacaacau Reads % Reads % Reads % Average Sd
JACUAUGUGUAGUGC CU . v v ittt ettt e et e e e o o e oo oo e oo oo s oo o aa oo o aa oo o aae oo aneeeaneeennseenneesnneesnneesans 4 100.0 4 100.0 3 100.0 100.0 0.00
........................ UAUUCAGGAAGGUGUUACUUCAUAGAUUAAUAUUUGUAAGGCACCCUUCUGAGUAGA . v v v v v v v v v et e eeeeeeeenn 66| 100.0 1281 100.0 103] 100.0| 100.0 0.00
........................ UAUUCAGGAAGGUGUUACUXXEK + v v v v v e e e e et e e et e e e e aee e aeseas o aeeseasenesensesnesensens 148 89.2 187 88.2 152 98.1 91.8 5.45
............................................................ UAAGGCACCCUUCUGAGXXXXXK e v v et e et et eeteaenenns 797 95.0 1292 96.0 1584 96.3 95.8 0.68
#miR-506 AU-UC repliacte 1 repliacte 2 repliacte 3 %
ucagccauacuauguguagug Reads % Reads % Reads % Average Sd
X JACUAUGUGUAGUG 41 93.2 55 88. 28] 100.0 94.0 5.69
........................ 1156 98.5 1421 98.3 694 98.2 98.3 0.15
........................ 858 93.3 912 91.7 722 92.0 92.3 0.85
........................................................... 3356 85.0 3950 86.6 3657 87.6 86.4 1.31
............................................................ 434 11.0 470 10.3 375 9.0 10.1 1.02

The predominant small-RNA reads. Representative reads of cloned small RNAs are shown. Reads with the same ends were merged.
“X” indicates the positions at which these reads might end. The raw small-RNA data for lengths of ~22 nt are found in Datasets S1
and S2 and small-RNA data for lengths in the pre-miRNA range are found in Dataset S3. moR reads are highlighted in blue. Pre-
miRNA reads are highlighted in Red.




