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Supplemental figure and table legends
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Supplementary Figure S1 Domain analysis of SOD genes in cotton

Supplementary Table S1. The duplicated genes of SOD gene family and their date of duplication
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Gene pairs ka ks Kasks T=Ks/2A
GaCsD2 GaCsD6 0.039 0.5586 0.07 18.62Mya
GaCsD3 GaCsD5 0.0975 0.3729 0.26 12.43Mya
GaFsD1 GaFsD2 0.4156 0.9221 0.45 30.73Mya
GaMSD1 | GaMSD2 0.0429 0.4071 0.11 13.57Mya
GrCSD2 GrCSD6 0.0328 0.4939 0.07 16.46Mya
GrCsSD3 GrCsD4 0.6042 0.5853 1.03 19.51Mya
GrCsSD3 GrCSD5 0.0662 0.3630 0.18 12.1Mya
GrCsSD1 GrCSD6 0.4787 0.2739 1.75 9.13Mya
GrFSD1 GrFSD2 0.4136 0.9845 0.42 32.827Mya
GrMSD1 GrMSD2 0.0529 0.4198 0.13 13.99Mya




Supplementary Table S2. The sequences of the 14 motifs by motif analysis of GaSOD genes.

. No. of SOD | SOD proteins in
Motif | Length . proteins in . e
E-value Multilevel Consensus Sequence . .. | which motif is
No. (aq) which motif
is present present
[PAJHFNP[ANL][GKNR][KM][ETDJHGAP
ESID[EGV]INVEIRHAGDLGN[IV][ITV][AV
. JIGN][ADP]DG[VCS]A[ES][AFV][STI[VKT g:gggégggggg
Motit | o1 54E-514 | JPDIKNWIQIPL[STIG[PQ]INHI[SA][IVI[ILV] 10 GaCSD6,GrCSD1
1 : GRA[VFIVVHIAE][DL][PE]DDLGKGGHEL o CoDr oreaDs,
f/[]lél_L][[('?r_IS_}TGNAG[GA]R[VL][AG]CG[IV][I GICaD5 OreSDs
. [AQITYIIFYI[SEG]L[KP][DATI[LPIPY[DN GaFSD1,GaFsD2,
Motif 2 1 00E-156 | PILYIIGDNI[ADILEPIAHY][IMISIGKRI[E o GaMSD1,GaMSD2
p QU= RIIATIILMI[QEI[LVYIH[HW][GQI[KVIHH GIFSD1,GIFSD2,
[QRI[TD][YF][IV][TDEIN[LYINK[AQ] GrMSD1,GrMSD2
GaCSD2,GaCSD3,
Motif [LFITQEGDGPTTV[NT][GV]INRJI[STIGL[ g:gggg*gfgggf
41 1.40E-213 | KTS]PGLHGFH[LVIJH[EA][LY]GDTTNGC 11 e '
3 MSTG r ,GrCSD3
GrCSD4,GrCSDS,
GrCsSD6
GG[EDG][PKM]P[HKNS][GAL][SDGIL[GL]
Motif [WDEJ[ALQI[DE][TR][DHN]FGS[FLI[ET][ Aol S
47 2.20E-131 | SNR][FLI[IR][EQI[KEI[FM]NKVI[AE][AE] 8 kil
4 [AG][ALI[AST][LQ][FQIGSGW[VA]WL[GA ety
V][LVY][KDN][KAR][ENQ] :
Motif [PTIIKLN][GV][PW][DHN][LDY][VFIJP[L! AP
31 6.00E-123 | JLIGNTI[IL]D[VMIWEHAYYL[DQI[YF][K ,
5 QIN[VD][RK][PAJIDR]Y[LI] GrSDLGrESD2,
GrMSD1,GrMSD2
Motif a1 Lo0E.72 | QUHIDEIAIQKGDSSTVVKLQSAIKFNGGG A GaMSD1,GaMSD2.
6 Q0= HIIVINHSIFWKNLAPI GrMSD1,GrMSD2
Motif 29 5 20E.51 | TYNIKNIGIDNI[IPILPIAEIFNNAA[EQIIAV . GaFSD1,GaFSD2,
7 205 IWNHDFFWESM[KQIP GIFSD1,GIFSD2
L[PS][RN][QP][SV][LV][SR][IL][AL][AG][T
Motif NI[IS]P[KVIK[QT][FM][SN][VE][AFL][AL] GaCSD3,GaCSD4,
41 1.30E-46 | [VEIQST]IKT][KGI[AR][VKIA[VRILIKI]G[ GaCSD5,GrCSD3
8 DNQJ[SG][EKV][VPIE[GD][VF][VL][TV] GrcsD4,GrCSD5
i GaFSDL,GrFSDL,
Motit 21 2.80E-40 | [KVIINFIIMVIIWEIK[VLIIIVIINSIWIKEI] 6 CaMSD1,GaMSD2
9 : YTI{AVI[SNI[ET][VRI[YLIEK{EA][CKS]A CMSDLOMSD?
_ TLDVDKNGE[AS]FYTGV[EK]QQLRVADL
Motif IGRSIAVYETEDRSDPGLTAAVIARSAGVG
0 & 1.40E-27 | ENYKKICACDGTTIWEASDKDFVTISTIK 2 GaCSD4,GrCSD4
RNSSHFPNAKSLPFLSSPPNRLGL[ITIRNF
Motif ATSP[ITJALNMDSPS[ST][HN]JHNPSQENG
3.10E-27 | SLPDLLTEYMVDMKCEGCVTAVKNKLQT 2 GaCSD4,GrCSD4
11 v
Motif ) [MAJALLTI[RTIS[LMS][VAIT[RS]KLR]T[L GaFsSD1,GrSDL,
21 4.80E-23 | by ITAGPILLSIINLI[SGITRL 6 GaMSD1,GaMSD2
12 GrMSD1,GrMSD2
Motif RAAEREMEEERRRKEEEEGKPTNEE[DE]
R 5.20E-16 | S50l EMYVONDNDD 2 GaFSD1,GrFSDL
GaCSD2,GaCSD3,
. GaCSD5,GaCSD6
Motif 15 9 50E-15 | KIAKPIILVIIVAIVL][LE][STI[STIF[EN][G " GrCcSD2,GrCSD3,
14 : QIIVDI[SPI[LGI[TV] GrCSD6,GaMSD1

GaMSD2,GrMSD1,
GrMsSD2




Supplementary Table S3. List of primers used in quantitative real time-PCR expression analysis.

Name Forward primers (5'- 3') Reverse primers (5'- 3')
GaCSD1 | CCCTGATGGAGTTGCTGAGG CCTGCATTCCCTGTCGTCTT
GaCSD2 | CTACCGTGACTGGGAACCTTT CACAGCCATCATCACCAACAG
GaCSD3 | ACCCACCGGTTCTTTTCTCC GTCAACGTGACAACGCCTTC
GaCSD4 | ACCTGGAAAACACGGTTGGT AAACAGCTATTGACCGCCCA
GaCSD5 | CAGCCACTTCTCACATTATCTCC AGAACTTGTGGGTCTGAAGGGTT
GaCSD6 | TCAACAGGACCTCACTTCAA ACGACCGCTCTTCCAATA
GaFSD1 | CCCCTTGTTTGGGACTACTT TCGGTTTGCCCTCTTCTT
GaFsSD2 | ATTGGGGTGTGCATCATCGT TCATGGTTCCACACCTCTGC
GaMSD1 | TGAGCCTCCACATGGTTCTTTG ATCCTGATTTGCAGTGGTTTCG
GaMSD2 | CACGATGCTGCTGCCTCTGTC ACCTCCGCCGTTGAACTTGAT




