
Table S2. Initial conditional probability in the TA model

Amino acid
Output probability

Tail region TMD region Cap region Globular region

A 0.0273 0.1333 0.01 0.05

C 0.0778 0.0143 0.01 0.05

D 0.0778 0.0143 0.01 0.05

E 0.0778 0.0143 0.01 0.05

F 0.0273 0.1333 0.01 0.05

G 0.0273 0.1333 0.01 0.05

H 0.0778 0.0143 0.01 0.05

I 0.0273 0.1333 0.01 0.05

K 0.0778 0.0143 0.41 0.05

L 0.0273 0.1333 0.01 0.05

M 0.0273 0.0143 0.01 0.05

N 0.0778 0.0143 0.01 0.05

P 0.0273 0.0143 0.01 0.05

Q 0.0778 0.0143 0.01 0.05

R 0.0778 0.0143 0.41 0.05

S 0.0778 0.0143 0.01 0.05

T 0.0778 0.0143 0.01 0.05

V 0.0273 0.1333 0.01 0.05

W 0.0273 0.0143 0.01 0.05

Y 0.0778 0.0143 0.01 0.05

Output probabilities were set such that hydrophilic, hydrophobic, and basic residues
were more likely to occur in the tail region, TMD region, and cap region, respectively.
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