A GSEA for predicted genes in hESCs

Gene Set FDR FWER
g-value g-value

MYC_TARGETS_V1 0.032 0.032
MTORC1_SIGNALING 0.027 0.052
E2F_TARGETS 0.024 0.072
MITOTIC_SPINDLE 0.033 0.127
MYC_TARGETS_V2 0.027 0.13

WNT_BETA_CATENIN_SIGNALING 0.022 0.132
G2M_CHECKPOINT 0.019 0.132
NOTCH_SIGNALING 0.018 0.135
UNFOLDED_PROTEIN_RESPONSE 0.030 0.236
PROTEIN_SECRETION 0.029 0.258
TGF_BETA_SIGNALING 0.033 0.316
TNFA_SIGNALING_VIA_NFKB 0.042 0.404

B GSEA results for MYC target gene list

Enrichment score (ES)

Ranked list metric (PreRanked)

Enrichment plot: HALLMARK_MYC_TARGETS_V1
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