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SUPPLEMENTARY TABLE

Aedes aegypti microbiota composition (number of reads) per sample
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SFY: sugar-fed young; BFY: blood-fed young; SFO: sugar-fed old; DAR: days after release in the mark-release-recapture experiment; WD: wild; Taxa with < 2% relative abundance were pooled as “Other”; *: not discriminated at genus level.
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