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SUPPLEMENTARY FIG. S1. Highlighter plot of se-
lected RRE sequences. The sequences of 234-nt RREs from
12 selected viruses were aligned to the RRE from NLA4-3.
Colored bars denote the position of nucleotide differences
from the reference. The color key is shown on the y-axis. The
gray bars correspond to those regions that would fold to form
a five stem-loop structure. (MOdlﬁCd from Highlighter for
Nucleotide Sequences v2.2.3.°°) RRE, Rev response element.



