9 PossiblePCR contaminants

€ OTU5838
PossiblePCR contaminants
7% urkholderiavietnamiensis(EF158393.1)
€ OTU2519
PossiblePCR contaminants
Uncultured marinebacteriumcloneETSP(KF151439.1)
99! @ OTU2134
'— PossiblePCR contaminants
> & oTusoss
Uncultured bacterium (AB198391.1)
Uncultured bacterium (AB198390.1) PossiblePCR contaminants
%l ¢ otu4014
@ OTU3059
PossiblePCR contaminants
U %gul tured marinebacteriumcloneA9-0M-49, SCS(HQ455873.1)
VibriodiazotrophicuscloneCC1104A1(AY 221828.1)
Vibriomangrovi (EU155079.2)
€ OTU5178
€ OTU6011
53 @ OTU4919
— Uncultured marinebacterium cloneW-A9-0M-30, SCS(HQ456093.1) N
97 @ OTU3693
Uncultured marinebacteriumcloneA5-50M-05, SCS(HQ456031.1)
@ OTU3175
@ OTU6863
Uncultured marinebacteriumclone24780A04, SCS(EU052318.1)
- @ 0OTU4713
—— @ OTU2710
@ OTU5915
oTu454
Uncultured marinebacteriumclone TAM 230501, AtlanticOcean (AY 896369.1)
Uncultured marinebacteriumcloneHT3308A 17 SP6rc, NPSG (DQ118236.2)
Uncultured bacterium clone33169CA 05 (K F619452.1)
Uncultured bacterium clone33233A03 (KF619536.1)
— @ OTU2585

:| PossiblePCR contaminants
70

84

o 24774A11

98

@ OTU6988

€ OTU5011

@ OTU4TT2

TrichodesmiumerythraeumnifH gene(L00689.1)

& OTU291

@ OTU6956
98! Uncultured Trichodesmium sp. clone9260A CGO3NPSG (K C013149.1)
69, Uncultured marinebacterium cloneA5-0M-18, SCS(HQ455894.1)
@ OTU7453
55 Uncultured cyanobacteriumcloneBO564JHET1B07, NPSG (EU159557.1)
— g9 MastigocladuslaminosusstrainB12A (DQ385929.1)
Uncultured Richeliasp. clone5242060sp6 (DQ225760.1)
€ OTU6090
99, 4 OTU2377
Uncultured bacterium clone9260AdnaA 10, NPSG (KC013170.1)
56| — @ OTU7802
Cyanothecesp. WH 8902 (AY 620240.1)
CyanotheceATCC51142 (AF003336.1)
| ® OTU7434
99! Uncultured marinebacteriumclone A0-0M-09, SCS(HQ455926.1)
@ OTUB911
Uncultured bacteriumclone9260ACGO01, StationALOHA,NPSG (KC013147.1)
Uncultured bacterium clone9260A CF01, Station ALOHA, NPSG (KC013143.1)
85 | Uncultured marinemicroorganismclone1605A-2, SP(EU187567.1)
L Unculturedmarinebacteriumclone 142 30tropical eastern Atlantic Ocean,(HQ634492.1)
@ 0OTU6352
Uncultured marinebacteriumclone TAM012313, AtlanticOcean (AY 896468) B
Uncultured bacterium cloneHH1863, SPG (HM 210387.1) N
@ 0TU2020
Uncultured marinemicroorganismcloneBOUM A 12, Mediterranean Sea(HQ630789.1)
o5T Uncultured marinebacterium cloneFEEPO007, North Atlantic (KF546331.1)

61

Uncultured bacterium cloneHH1879, SPG (HM210392.1)
Uncultured marinebacteriumclone207 11 (HQ634495.1)
Uncultured marinebacterium clone FEEPO068 (K F546390.1)
L Uncultured bacteriumcloneL C 13.5m 02, L ake Cadagno (FJ502306.1) |
T— @ OTU4581 7
55|t Uncultured marinebacteriumclone4001, Red Sea(HQ634504.1)
& OTUs3
Uncultured cyanobacteriumclone, Western Channel Observatory, English Channel (EF470542.1)
Unculturedbacterium, northern SCS(AB679013.1)
CandidatusAtel ocyanobacteriumthal assaisolate SIO0111C12A T7, ScrippsPier (KF806612.1)

%2 CandidatusAtel ocyanobacteriumthal assaisolate SIO0111C09A T7, ScrippsPier (KF806610.1)

Unculturedbacterium, upstream K uroshio Current (AB679049.1)
Uncultured marinebacterium cloneL E09-0M-02, SCS(HQ455985.1)
Uncultured microorganismcloneJUL HOLRNA 1, Mediterranean Sea(EF568475.1)
Uncultured microorganismcloneJUL HO1RNA 8, M editerranean Sea(EF568485.1)
@ 0OTU3643
& OTUB42
€ OTU13R2
€ 0TU333
@ OTU1246
€ OTU40
@ OTU5495
6 @ OTU7782
@ OTU1652
& oTus1l
55| @ OTU7075
o, @ OTU359
@ OTU2494
@ 0OTU974
— Uncultured bacteriumclone600-8cmH10P1, Catalinal sland California, USA (HM219671.1)
97 - Uncultured marinebacteriumclone24752A 04, SCS(EU052323.1)
9 possblePCRoontaminants
68— @ OTU1924
@ OTU6840

9 @ OTU7728
¢ OTU798
@ OTUB460

€ OTU6133
% PossiblePCR contaminats
@ OTU5424
—— @ OTU5792
@ OTU7698
_|——’ OTU710
Uncultured nitrogen-fixing bacteriumcloneB 73, ChesapeakeBay (DQ098196.1)
Uncultured bacteriumclone11PJan1SB685, Narragansett Bay Rhodelsland, USA (KF285385)
Uncultured nitrogen-fixing bacterium cloneB207, ChesapeakeBay (DQ098221.1)
Unculturedbacteriumclone31279A12, westernmid-Atlantic Ocean (FJ756621.1)
@ OTU417
@ OTU6205
55 @ OTU5521
€ OTU5530
Desulfovibriosaexigens(AF227926)
88— @ OTU3256
€ 0OTU3022
€ 0TU3118
@ OTU4513
@ OTU5621
Uncultured bacteriumclone 10PJ4SB 706, Narragansett Bay Rhodelsland, USA (KF285306)
Desulfobulbusalkaliphilusstrain (K F800047.1)
€ 0OTU8110
50 — Desulfovibriovulgaris(AY 040514.1)
Desulfomicrobiumbaculatum (AY 040513)
DesulfovibriomagneticusRS-1(NC012796.1)
€ OTU3001
@ OTU6936
@ OTU6635

51

UCYN-A1

[| Uncultured bacteriumclone: 1284T1, upstream K uroshio Current (AB678838.1) UCYNA-3

Cluster 1 Proteobacteria

Unculturedmarinemicroorganismclone4041A-30, Station ALOHA, NPSG (EU187539.1)

1 Uncultured microorganismcloneJUL HO1RNA 7, Mediterranean Sea(EF568484.1) UCYN-A2
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