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Figure S1. Distribution of pair-wise amino acid sequence identities of known RT domains. When two 
sequences have the same taxonomic annotation at the second level of the hierarchy of the NCBI taxonomic 
classification, their comparison was classified as an “inside taxon” comparison. Other comparisons were 
classified as “outside taxon”. (A) Taxonomically characterized Copia RTs. (B) Taxonomically characterized 
Gypsy RTs.
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