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Kong et al., http​://www​.jem​.org​/cgi​/content​/full​/jem​.20160459​/DC1

Figure S1.  Generation and characterization of myeloid cell–specific DP1-deficient mice. (A) Schematic of the intact DP1WT, DP1flox-neo allele, DP-
1flox allele, and DP1 KO allele. Fixed boxes indicate coding exons; dashed lines represent regions for homologous recombination; gray triangles indicate 
primers for genotyping. neo, neomycin cassette. (B) PCR analysis on genomic DNA derived from various organs of DP1flox/floxLysCre mice (Mac-DP1 KO). 
P.mac, peritoneal macrophage; SK Musc, skeletal muscle. (C) DP1 mRNA levels in macrophages from DP1flox/floxLysCre (Mac-DP1 KO) and DP1flox/flox (WT) mice. 
**, P < 0.01 versus WT. n = 6. Data are presented as mean ± SEM. Statistical analysis was performed using unpaired Student’s t tests. The PCR analysis 
was repeated three times.

Figure S2.  Generation of Mac-DP1-Tg mice. (A) Mac-DP1-Tg construct. SP146: Synthetic promoter elements of clone 146;p47​:138 bp of the p47phox 
promoter was used as the minipromoter for promoter synthesis and as a comparator for promoter selection. eGFP, enhanced GFP; IRES, internal ribosomal 
entry site. (B) Genotyping of Mac-DP1-Tg mice. M, marker; NTG, nontransgenic mice. (C) DP1 expression levels in macrophages from Mac-DP1-Tg mice. 
**, P < 0.01 versus WT. n = 4–6. Data are presented as mean ± SEM. Statistical analysis was performed using unpaired Student’s t tests. The PCR analysis 
was repeated three times.
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Table S1.  Primers for RT-PCR analysis in mice

Gene Sense (5′-3′) Anti-sense (5′-3′)

COX-1             GAT​TGT​ACT​CGC​ACG​GGC​TAC              GGA​TAA​GGT​TGG​ACC​GCA​CT
COX-2             TGT​GAC​TGT​ACC​CGG​ACT​GG              TGC​ACA​TTG​TAA​GTA​GGT​GGAC
H-PGDS             GGA​AGA​GCC​GAA​ATT​ATT​CGCT              ACC​ACT​GCA​TCA​GCT​TGA​CAT
L-PGDS             TGC​AGC​CCA​ACT​TTC​AAC​AAG              TGG​TCT​CAC​ACT​GGT​TTT​TCCT
DP1             AAC​CTC​TAT​GAC​ATG​CAC​AGG​CG              AAG​GCT​TGG​AGG​TCT​TCT​GAG​TC
DP2             TCT​CAA​CCA​ATC​AGC​ACA​CCC​GA              GAT​GTA​GCG​GAG​GCT​AGA​GTT​GC
IL-1β             AGC​TCT​CCA​CCT​CAA​TGG​AC              GAC​AGG​CTT​GTG​CTC​TGC​TT
IL-12β             TGG​TTT​GCC​ATC​GTT​TTG​CTG              ACA​GGT​GAG​GTT​CAC​TGT​TTCT
TNFα             ACG​GCA​TGG​ATC​TCA​AAG​AC              CGG​ACT​CCG​CAA​AGT​CTA​AG
MCP1             TTA​AAA​ACC​TGG​ATC​GGA​ACC​AA              GCA​TTA​GCT​TCA​GAT​TTA​CGG​GT
NOS2             ACA​TCG​ACC​CGT​CCA​CAG​TAT              CAG​AGG​GGT​AGG​CTT​GTC​TC
YM1             CAG​GTC​TGG​CAA​TTC​TTC​TGAA              GTC​TTG​CTC​ATG​TGT​GTA​AGT​GA
Arg1             CTC​CAA​GCC​AAA​GTC​CTT​AGAG              AGG​AGC​TGT​CAT​TAG​GGA​CATC
MRC1             CTC​TGT​TCA​GCT​ATT​GGA​CGC              CGG​AAT​TTC​TGG​GAT​TCA​GCT​TC
Dectin             GAC​TTC​AGC​ACT​CAA​GAC​ATCC              TTG​TGT​CGC​CAA​AAT​GCT​AGG
Prkar1a             ATG​GCG​TCT​GGC​AGT​ATGG              GCT​GCA​CGA​TGG​AGT​CCT​TC
Prkar1b             TCT​GAA​AGG​ATG​CGA​GAT​GTA​CG              CTG​GGA​GTT​TGA​CTT​CTG​CCG
Prkar2a             GAG​GAG​GAT​AAC​GAT​CCA​AGGG              TGC​TCG​TCA​GTT​TTG​ACA​ATC​TT
Prkar2b             CCA​GTA​AGG​GTG​TCA​ACT​TCG              GGA​CTC​TGC​ATC​GTC​TTC​CTC
L32             TTA​AGC​GAA​ACT​GGC​GGA​AAC              TTG​TTG​CTC​CCA​TAA​CCG​ATG
GAP​DH             CCC​TTA​TTG​ACC​TCA​ACT​ACA​TGGT              GAG​GGG​CCA​TCC​ACA​GTC​TTC​TG

L-PGDS, lipocalin PGDS.


