Prot Peptide sequence Mascot Score m/z Charge Delta AMU Delta PPM Start Residue End Residue
KMS11

Insulin receptor precursor 1PI00025803 DIVELDYYR 148 659.2607 2 0.01055 8.005 1203 1211
Insulin receptor precursor 1PI00025803 DIVETDYYRK 235 723.3039 2 0.001947 1.347 1203 1212
Isoform 1 of Abl interactor 1 1PI00431025 NTPYKELEPVKPPTVPNDYMTSPAR 20 744.8478 4 0.007663 2575 195 219
Isoform 1 of Abl interactor 1 1PI00431025 TLEPVKPPTVPNDYMTSPAR 57.2 1,147.05 2 0.007047 3.073 200 219
Pituitary tumor-transforming gene 1 protein-interacting protein 1P100023974 YGLFKEENPYAR 25.7 783.854 2 0.001847 1179 165 176
Tubulin-folding cofactor B 1PI00293126 LGEYEDVSR 36.8 574.2385 2 0.002947 2568 95 103
Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 ARRPPGLDYSFDTCKPPEEQLTFK 144 733.8505 4 0.009829 3.352 569 592
Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 DVHNLDyYK 28.7 623.7621 2 0.002847 2.284 641 649
Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 DVHNLDyYKK 17.1 458.8755 3 0.002871 2.088 641 650
Isoform 1 of Fibroblast growth factor receptor 3 1P100027174 DVHNLDyyKK 16.4 485.5308 3 0.002439 1677 641 650
Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 MDKPANCTHDLYMIMR 285 692.6254 3 0.004305 2.074 713 728
Tsoform 1 of Fibroblast growth factor receptor 3 1PI00027174 RPPGLDYSFDTCKPPEEQLTFK 17.7 902.4203 3 0.01421 5.251 571 592
ATP-dependent RNA helicase A 1PI00844578 GANLKDyYSR 28 633.7822 2 0.005647 4.458 142 151
Tsoform 1 of Glycogen synthase kinase-3 beta 1PI00028570 GEPNVSYICSR 37.1 681.2831 2 0.003381 2.483 210 220
Isoform 2 of Tyrosine-protein kinase JAK3 1P100002773 LLPLDKDyyVVR 28.1 827.3905 2 0.004615 2791 973 984
Isoform 2 of Tyrosine-protein kinase JAK3 1P100002773 LLPLDKDYYWVR a4 787.4051 2 0.0001466 0.09314 973 984
Transferrin receptor protein 1 1P100022462 SAFSNLFGGEPLSYTR 58.5 913.4146 2 0.006247 3421 7 2
Tsoform 1 of Protein CDV3 homolog 1PI00014197 KTPQGPPEIYSDTQFPSLQSTAK 229 867.416 3 0.005071 1.95 181 203
Isoform 1 of Protein CDV3 homolog 1PI00014197 LQLDNQYAVLENQK 448 878.4215 2 0.004247 2419 238 251
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1PI00985068 TEKIGEGtyGWWYK 185 572.5965 3 0.005439 3.17 0 0
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1P100985068 IEKIGEGEYGVVYK 227 818.4075 2 0.004547 2779 0 0
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1P100985068 IGEGTYGWWYK 215 633.2045 2 0.0002466 0.1948 0 0
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1P100985068 IGEGtyGVWYK 246 673.2787 2 0.002315 1721 0 0
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1PI00985068 IGEGtyGVVYKGR 189 520.2294 3 0.003239 2,078 0 0
RhoA activator C110r59 1PI00016670 ALNGAEPNYHSLPSAR 17 592.9412 3 0.002571 1.447 32 47
Isoform 1 of Lek-interacting transmembrane adapter 1 1PI00646802 SPQEPQQGKTEVTPAAQVDVLYSR 46.7 903.4384 3 0.007671 2832 179 202
Isoform 1 of Lck-interacting transmembrane adapter 1 1PI00646802 TEVTPAAQUDVLYsR 34.8 864.9154 2 0.003047 1.762 188 202
Isoform 1 of Dual specificity phosp! i 1YQyIQSR 29.1 575.7697 2 0.002847 2.474 270 277
signal transducer and activator of transcription 3 isoform 3 1P100412752 LLGPGVNYSGCQITWAK 50 972.4628 2 0.009581 4.929 532 548
signal transducer and activator of transcription 3 isoform 3 1PI00412752 YCRPESQEHPEADPGSAAPYLK 30.9 861.3749 3 0.008205 3.178 686 707
Isoform 1 of Tensin-3 1PI00658152 KLSLGQyDNDAGGQLPFSK 33.6 706.6696 3 0.003571 1.686 774 792
Tsoform 1 of Tensin-3 1PI00658152 KLsLGQyDNDAGGQLPFSK 38.2 733.3264 3 0.007639 3.476 774 792
Isoform 1 of Tensin-3 1PI00658152 LSLGQYDNDAGGQLPFSK 443 995.4556 2 0.008247 4.144 775 792
Isoform 1 of Tensin-3 1PI00658152 QQQMVVAHQySFAPDGEAR 226 747.9973 3 0.002571 1.147 592 610
Isoform 1 of T-cell-specific surface glycoprotein CD28. 1P100022339 LLHSDYMNmTPR 16.4 787.3341 2 0.006932 4.405 186 197
Isoform 1 of T-cell-specific surface glycoprotein CD28 1PI00022339 LLHSDYMNMTPR 18 519.8923 3 0.003271 2.1 186 197
Non-receptor tyrosine-protein kinase TYK2 1PI00022353 AVPEGHEYYR 16.4 650.7743 2 0.005547 4.265 1047 1056
Isoform 2 of Plakophilin-2 1PI00005264 AHYTHSDYQYSQR 31 579.2346 3 0.003271 1.884 159 171
<DNA FLI61629, highly similar to Clathrin interactor 1 1P100291930 TIDLGAAAHYTGDK 418 756.841 2 0.001447 0.9563 284 297
cDNA FL161629, highly similar to Clathrin interactor 1 1P100291930 tIDLGAAAHYTGDKASPDQNASTHTPQSSVK 204 812.8785 4 0.006295 1.938 284 314
CDNA FLI61629, highly similar to Clathrin interactor 1 1P100291930 TIDLGAAAHYTGDKASPDQNASTHTPQSSVK 48.9 1,110.16 3 0.007239 2.175 284 314
CDNA FLI61629, highly similar to Clathrin interactor 1 1PI00291930 YSERYDPEPK 17.1 682.2834 2 0.002847 2.088 172 181
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1PI00409640 AATSGVPSIYAPSTYAHLSPAK 163 757.0345 3 -0.001129 -0.4977 314 335
Tsoform 1 of Lipolysis-stimulated lipoprotein receptor 1PI00409640 SROPHYDDFR 30.5 694.2776 2 0.005147 3.709 546 555
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1P100409640 SSSAGGQGSYVPLLR 49 779.868 2 0.002547 1634 363 377
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1P100409640 VLyYMEK 27.5 513.2252 2 0.001747 1.703 404 410
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1P100409640 VLyYMEKELANFDPSRPGPPSGR 352 676.5743 4 0.01149 4.252 404 426
Serine/threonine-protein kinase PRP4 homolog 1PI00013721 LCDFGSASHVADNDITPYLVSR 16.4 839.7088 3 0.0001053 0.04182 832 853
Isoform Delta of Poliovirus receptor-related protein 1 1PI00003648 YDEDAKRPYFTVDEAEAR 322 752.3282 3 0.004671 2,071 460 477
U1 small nuclear ribonucleoprotein C 1PI00013396 FYCDYCDTYLTHDSPSVR 23.4 793.6423 3 0.00284 1.194 4 21
U1 small nuclear ribonucleoprotein C 1PI00013396 PKFYCDYCDTYLTHDSPSVR 26.4 868.6901 3 -0.00156 -0.5991 2 21
Isoform 1 of Putative adenosylhomocysteinase 2 1P100182938 EIEDAEKYSFMATVTK 2.5 971.4327 2 0.002847 1.466 21 36
Tax_1d=9606 Gene_Symbol=DERA Uncharacterized protein 1P100982485 TKPKTNNPQADLSWISK 20.7 669.9949 3 -0.02003 -9.975 0 0
Isoform 1 of SH2 domain-containing protein 3C 1PI00171093 ASPSPSLSSYSDPDSGHycQLQPPVR 36.6 971.426 3 0.007605 2611 478 503
Uncharacterized protein 1PI00926916 ECPLSQSMISSIVNSTy 16.1 519.7111 4 0.0123 5.924 208 224
Isoform 1 of PDZ domain-containing protein 11 1PI00550841 IPYDDYPVVFLPAYENPPAWIPPHER 52.6 1,059.17 3 0.001671 0.5261 5 30
Isoform 1 of 4, 2 EGVPHQLLPPEPPSPAR 37.5 1,061.85 3 0.002371 0.7446 979 1006
Isoform 1 of 3,4, 2 TLSEVDYAPAGPAR 65.4 763.8495 2 0.002947 193 1129 1142
Talin-1 1P100298994 ALDYYMLR 311 562.7474 2 0.002847 25531 67 74
Isoform 1 of Sodium-coupled neutral amino acid transporter 5 1PI00102509 MNGALPSDAVGYRQER 19.9 615.2781 3 0.003971 2.153 8 23
Isoform 1 of Coiled-coil domain-containing protein 50 1PI00383423 AYADSYyYEDGGMKPR 229 655.9306 3 0.004671 2.376 139 154
Isoform 1 of PDZ and LIM domain protein 5 1PI00007935 YTEFYHVPTHSDASK 23.6 621.2653 3 0.002071 1112 247 261
Isoform 1 of GRB2-associated-binding protein 1 1PI00031068 DASSQDCYDIPR 33.9 753.7845 2 0.004881 3.24 399 410
Isoform 2 of Homeodomain-interacting protein kinase 2 1P100215949 AVCSTYLQSR 34.6 632.774 2 0.001581 125 356 365
Isoform 1 of Disintegrin and protein 9 FAVPTYAAK 462 524.2508 2 0.003247 3.009 773 781
Isoform pS9-HCK of Tyrosine-protein kinase HCK 1PI00029769 VIEDNEYTAR 30 645.2745 2 0.0007466 05789 384 393
Isoform 3 of Drebrin-like protein 1PI00101968 FQDVGPQAPVGSVYQK 439 900.4243 2 0.004747 2637 149 164
Mitogen-activated protein kinase 3 1PI00018195 IADPEHDHTGFLTEYVATR 453 751.3408 3 0.005671 2518 190 208
Gap junction alpha-1 protein 1P100218487 QASEQNWANYSAEQNR 63.7 988.4034 2 0.006647 3.364 304 319
Gap junction alpha-1 protein 1P100218487 SDPYHATSGALSPAK 34.5 791.3525 2 0.003147 1.989 244 258
Isoform 5 of Fibroblast growth factor receptor 2 1P100216602 DINNIDYYKK 21 683.3097 2 0.003347 2451 648 657
Isoform 1 of PDZ and LIM domain protein 3 1PI00004471 TKPPEGYDTVTLYPKA 242 620.6348 3 0.006871 3.694 349 364
Discoidin, CUB and LCCL domain-containing protein 1 1PI00337612 AGRHEYALPLAPPEPEYATPIVER 30.5 946.1107 3 0.006639 2341 584 607
Discoidin, CUB and LCCL domain-containing protein 1 1PI00337612 AVSALATESGHPDSQKPPTHPGTSDSYSAPR 29.9 807.8714 4 0.004195 1.299 670 700
Isoform APP770 of Amyloid beta A4 protein (Fragment) 1PI00006608 MQQNGYENPTYK 325 776.8118 2 0.002447 1.576 752 763
Low-density lipoprotein receptor 1P100000070 TTEDEVHICHNQDGYSYPSR 26.2 830.0023 3 0.005105 2.052 831 850
Tyrosine-protein kinase Sgk223 1P100739386 EATQPEPIYAESTK 245 822.3661 2 0.004747 2.888 405 a18
Cell division protein kinase 3 1PI00023503 VEKIGEGtyGVVYK 17 567.9233 3 0.001539 0.9044 35 48
Cell division protein Kinase 3 1PI00023503 VEKIGEGEYGVVYK 17.2 541.2684 3 0.003171 1.955 35 48
Tsoform 1 of Hepatocyte growth factor-regulated tyrosine Kinase substrate 1PI00006176 NyWEK 17.5 410.1581 2 0.001647 2.01 333 337
Isoform 1 of Hepatocyte growth factor-regulated tyrosine kinase substrate 1PI00006176 YLNRNyWEK 20.4 455.8718 3 0.002171 1.589 329 337
Isoform 1 of Protein phosphatase 1 regulatory subunit 12A 1P100183002 SGSYSYLEER 28.9 635.7546 2 0.003247 2555 908 917
Isoform 1 of , gamma-1  IPI00016736 ACYRDMSSFPETK 20 557.8909 3 0.003805 2.276 975 987
tyrosine-protein phosphatase non-receptor type 18 isoform 2 1PI00152019 SAEEAPLYSK 25.9 587.7565 2 0.002947 2,509 275 284
SHC-transforming protein 1 isoform 3 1PI00021326 ELFDDPSYVNVQNLDK 59.8 988.442 2 0.008047 4.072 421 436
SHC-transforming protein 1 isoform 3 1PI00021326 ELFDDPSYVNVQNLDKAR 199 735.0097 3 0.007671 3.482 421 438
Putative uncharacterized protein DKFZp686K14185 1P100470878 EPGRPTPtYHLVPNTSQSQVEEDVSSPPQR 36.5 1,138.20 3 0.01367 4.006 5 34
Isoform 2 of Catenin delta-2 1P100220032 LVGISKsK 17.4 456.2517 2 -0.0001534 -0.1683 932 939
SH2 domain-containing protein 4A 1P100100731 SQYHDLQAPDNQQTK 27.5 618.2687 3 0.005171 2791 129 143
SH2 domain-containing protein 4A 1PI00100731 TKsQYHDLQAPDNQQTK 26.4 694.6505 3 0.007871 378 127 143
Sodium/hydrogen exchanger 9 1PI00216972 ASPQTPGKENIYEGDLGLGGYELK 222 872.7479 3 0.005771 2.206 611 634
Ribosomal protein S6 kinase alpha-3 1PI00020898 GAMAATYSALNR 46.4 653.2875 2 0.002047 1.568 701 712
Calmodulin 1P100075248 VFDKDGNGYISAAELR 27.3 612.2848 3 0.002571 1.401 92 107
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1PI00026156 GFGGQYGIQK
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1PI00014263 AYSSFGGGR
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1PI00552750 KPTYDPVSEDQDPLSSDFKR
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1P100719173 SGPLEACYGELGQSR
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1P100013981 LIEDNEYTAR
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1PI00021076 NNyALNTTAtYAEPYRPIQYR
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1P100021076 SAVSPDLHITPIYEGR
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-3.94

-2.923
-3.738
-3.131
-2.219
-3.731
-2.507
-3.619
-3.573
-2.402
-2.824
-3.556
-5.708
-3.994
-1.922
-6.67

-2.315
-2.639
-3.307
-3.207
-5.822
-3.721
-3.315
-3.984
2175
-3.816
-2.244
-4.02

-2.923
-2.724
-3.09

-2.887
-3.853
-3.045
-3.462
-5.239
-2.503
-4.567
-3.602
-2.443
-2.557
-2.629
-1.329
-2.704
1115

-1.199
-3.391
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Insulin receptor substrate 2 insertion mutant (Fragment) 1PI00464978 VAYHPYPEDYGDIEIGSHR
Isoform 1 of Pleckstrin homology domain-containing family A member 7 1P100419933 QGPGQSLSFPENYQILPK
Neutral amino acid transporter A 1PI00015476 SNETNGyLDSAQAGPAAGPGAPGTAAGR
Isoform 1 of Scavenger receptor class B member 1 1PI00177968 DKEATQAYSESLMTSAPK
Heterogeneous nuclear ribonucleoprotein H 1PI00013881 DLNycFSGMSDHR
dynactin subunit 2 1PI00220503 TGYESGEYEMLGEGLGVK
Isoform CSBP2 of Mitogen-activated protein kinase 14 1P100002857 HTDDEMGYVATR
Tyrosine-protein kinase Fer 1P100029263 QEDGGVYSSSGLK
Isoform 1 of , gamma-1  IPI00016736 IGTAEPDYGALYEGR
Isoform 2 of Rho GTPase-activating protein 30 1PI00376321 TQTCTEGGDYCLIPR
Transmembrane protein 1068 1PI00395903 NGDVSQFPYVEFTGR
Tsoform 1 of Amyloid-like protein 2 1PI00031030 MQNHGYENPTYK
Isoform 1 of Roundabout homolog 1 1P100219798 NGLTSTYAGIR
Isoform 1 of Roundabout homolog 1 1P100219798 QEVAPVQyNIVEQNK
Isoform 2 of Phosphatidylinositol-4-phosphate 5-kinase type-1 alpha 1P100022149 EPLSSETQySVDTR
Tsoform 2 of Phosphatidylinositol-4-phosphate 5-kinase type-1 alpha 1PI00022149 RPMASEVPYASGMPIKK
Src substrate cortactin 1PI00029601 GPVSGTEPEPVYSMEAADYR
Src substrate cortactin TQ
Src substrate cortactin 1PI00029601 TQTPPVSPAPQPTEERLPSSPVYEDAASFK
Cytokine receptor common subunit gamma 1P100012899 GGALGEGPGASPCNQHSPYWAPPCYTLKPET
Carboxypeptidase D 1P100027078 SLLSHEFQDETDTEEETLYSSKH
Low-density lipoprotein receptor-related protein 6 1PI00000203 HFAPPTTPCSTDVCDSDYAPSRR
Isoform 1 of Transmembrane protein 192 1PI00855873 AKPEPDILEEEKIYAYPSNITSETGFR
Isoform 1 of Ephrin type-B receptor 2 1PI00021275 ADSEYTDKLQHYTSGHMPGMK
Isoform 1 of Ephrin type-B receptor 2 1PI00021275 ADSEYtDKLQHYTSGHMTPGMK
Isoform 1 of Ephrin type-B receptor 2 1PI00021275 FLEDDTSDPEYTSALGGK
Isoform 1 of Ephrin type-B receptor 2 1P100021275 FLEDDTSDPTYtSALGGKIPIR
Isoform 1 of Ephrin type-B receptor 2 1PI00021275 IYIDPFTYEDPNEAVR
Isoform 1 of Abl interactor 1 1PI00431025 NTPYKTLEPVKPPTVPNDYmTSPAR
Isoform 1 of GRB2-associated-binding protein 1 1PI00031068 APSASVDSSLYNLPR
Isoform 1 of GRB2-associated-binding protein 1 1PI00031068 KDASSQDcyDIPR
Neural Wiskott-Aldrich syndrome protein 1PI00011676 VIyDFIEK
Peroxiredoxin-1 1PI00000874 SKEYFSK
49 kDa protein 1PI00893111 QAEEDRQMDTEAAASEAPQDVTYAR
49 kDa protein 1PI00893111 QMDTEAAASEAPQDVTYAR
Tubulin-folding cofactor B 1PI00293126 LGEYEDVSRVEK
Isoform A of Endothelin B receptor 1P100029123 ANDHGYDNFR
Isoform A of Endothelin B receptor 1P100029123 FKANDHGYDNFR
Docking protein 2 1P100022602 QSRPCMEENELYSSAVTVGPHK
Isoform 1 of T-cell-specific surface glycoprotein CD28 1PI00022339 DFAAYR
Isoform 1 of T-cell-specific surface glycoprotein CD28 1PI00022339 DFAAYRS
Tsoform 1 of T-cell-specific surface glycoprotein CD28. 1PI00022339 HYQPYAPPR
Isoform 1 of T-cell-specific surface glycoprotein CD28 1P100022339 HyQPYAPPR
Isoform 1 of T-cell-specific surface glycoprotein CD28 1P100022339 KHYQPYAPPR
Isoform 1 of T-cell-specific surface glycoprotein CD28. 1P100022339 KHyQPYAPPR
Isoform 1 of T-cell-specific surface glycoprotein CD28 1PI00022339 LLHSDYMNMEPR
Dihydropyrimidinase-related protein 1 1PI00414123 GMYDGPVYEVPATPK
Isoform 1 of Coiled-coil domain-containing protein 50 1PI00383423 NERPARPPPPIMTDGEDADYTHFTNQQSSTR
Isoform A1-B of Heterogeneous nuclear ribonucleoprotein Al 1PI00215965 SSGPYGGGGQYFAKPR
Isoform 1 of Protein CDV3 homolog 1PI00014197 EVDYSGLR
Isoform 1 of Protein CDV3 homolog 1PI00014197 TAPVQAPPAPVIVTETPEPAMTSGVYRPPGAR
Tsoform 1 of Protein CDV3 homolog 1PI00014197 TPQGPPEIYSDTQFPSLQSTAK
Isoform 1 of Pleckstrin homology domain-containing family A member 5 1PI00029515 ERPISMINEASNYNVTSDyAVHPMSPVGR
Isoform 1 of Pleckstrin homology domain-containing family A member 5 1PI00029515 GGNRPNKGPLYTEADR
Isoform 1 of Tensin-3 1PI00658152 AGVDYAPNLPPFPSPADVK
Isoform 1 of Voltage-gated potassium channel subunit beta-2 1P100021088 QTGSPGMIYStR
Syndecan-1 1P100002441 KDEGSYSLEEPK
Syndecan-1 1PI00002441 QANGGAYQKPTKQEEFYA
Actin-related protein 10 1PI00302690 PLYEGLGSGGEK
Isoform 1 of SLAM family member 7 1PI00099863 ETPNICPHSGENTEYDTIPHTNR
Isoform 1 of SLAM family member 7 1PI00099863 TILKEDPANTVYSTVEIPK
Discoidin, CUB and LCCL domain-containing prot 1P100337612 AGRHEYALPLAPPEPEYATPIVER
Isoform 1 of Girdin 1PI00171134 KTEDtYFISSAGKPTPGTQGK
Isoform 1 of Docking protein 1 1PI00015287 1APCPSQDSLYSDPLDSTSAQAGEGVQR
Isoform 1 of Docking protein 1 1PI00015287 KKPLyWDLYEHAQQQLLK
Isoform 1 of Docking protein 1 1PI00015287 SHNSALYSQVQK
Isoform 1 of Docking protein 1 1PI00015287 VKEEGYELPYNPAtDDYAVPPPR
Isoform 1 of Docking protein 1 1P100015287 VKEEGYELPYNPATDDYAVPPPR
Isoform 2 of Dual adapter for and and 3-phospl
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1PI00409640 AATSGVPSIyAPSTYAHLSPAK
Isoform 1 of Intersectin-2 1PI00892957 REEPEALYAAVNK
Isoform Alpha of Paxillin 1PI00220030 VGEEEHVYSFPNK
Isoform Alpha of Paxillin 1P100220030 VGEEEHVYSFPNKQK
Isoform 3 of Tyrosine-protein phosphatase non-receptor type 6 1P100183046 GQESEYGNITYPPAMK
Isoform 3 of Tyrosine-protein phosphatase non-receptor type & 1P100183046 HKEDVYENLHTK
Tsoform 3 of Drebrin-like protein 1PI00101968 ASGANYSFHK
Tax_1d=9606 Gene_Symbol=ARHGAP27 Uncharacterized protein 1PI00983933 ALPAQUDDPPEPVYANIER
Isoform 7 of Partitioning defective 3 homolog 1PI00045423 ISHSLYSGIEGLDESPSR
Isoform 1 of Disintegrin and g protein 9
Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 RPPGLDYSFDTCKPPEEQLTFKDLVSCAYQUAR
Isoform 1 of , gamma-1  IPI00016736 KLAEGSAYEEVPTSMMySENDISNSIK
Isoform 1 of Breakpoint cluster region protein 1PI00004497 KGHGQPGADAEKPFYVNVEFHHER
T-cell receptor-associated transmembrane adapter 1 1PI00008993 MQEATPSAQATNETQMCYASLDHSVK
Isoform 1 of Mucin-1 1PI00013955 DTYHPMSEYPtYHTHGR
: gamma-2 1P100329185 RQEELNNQLFLYDTHQNLR
breast cancer anti-estrogen resistance protein 1 isoform 5 1PI00641339 GLPPSNHHAVYDVPPSVSK
breast cancer anti-estrogen resistance protein 1 isoform 5 1PI00641339 RPGPGTLYDVPRER
Wiskott-Aldrich syndrome protein 1PI00001545 AGISEAQLTDAETSKLIyDFIEDQGGLEAVR
Wiskott-Aldrich syndrome protein 1PI00001545 LIyDFIEDQGGLEAVR
early estrogen-induced gene 1 protein isoform b 1PI00401759 VSSGVYEPWIESH
Uncharacterized protein 1PI00251161 GIHPYHSLSYTSGDTATDSPVHVGR
Isoform 1 of T-lymphocyte surface antigen Ly-9 1P100183782 TPVSQKEESSAIYCSIR
Cytokine receptor common subunit gamma 1P100012899 GGALGEGPGASPCNQHSPYWAPPCYELKPET
Tyrosine-protein kinase Mer 1PI00029756 KIySGDYYR
Uncharacterized protein FLI45252 1PI00397883 TQNNLESDYLAR
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766.6637
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1,319.57
683.6456
841.3076
999.9192
788.3083
703.7927
846.3663
925.875
898.3868
781.3086
616.7848
919.934
846.3575
647.9796
1,117.97
1,102.86
1,129.51
1,127.15
935.7292
906.3727
1,059.84
913.0053
886.3513
998.9218
826.0585
1,011.45
998.1214
828.8834
817.8273
553.7589
484.708
954.733
1,067.44
752.3375
644.7374
521.8815
650.5366
4116615
455.1769
604.7638
644.7471
668.8109
708.7946
819.3124
852371
902.8972
854.8755
509.7138
1,113.22
1,236.57
1,132.16
899.3978
1,017.98
689.2052
731.3085
1,095.45
643.7839
921.3853
1,099.55
919.4515
765.027
1,010.44
821.0605
481.2183
927.3992
900.7428
758.3553
1,175.03
523.9135
538.8978
624.2819
932.8017
531.5723
581.2371
1,087.51
676.3066
697.995
992.7212
1,051.78
566.6677
993.4247
724.632
837.738
694.3361
564.9498
1,140.56
959.4619
791.3705
684.3187
1,068.49
1,153.82
662.7578
752.3334
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-0.009929
-0.006753
-0.01645
-0.002529
-0.005619
-0.009353
-0.005353
-0.005553
-0.006153
-0.002484
-0.002453
-0.004253
-0.004853
-0.007753
-0.008353
-0.008529
-0.004553
-0.006429
-0.007761
-0.00776
-0.004629
-0.00866
-0.01263
-0.01019
-0.005861
-0.006353
-0.003829
-0.002653
-0.006976
-0.003353
-0.004519
-0.006553
-0.003753
-0.004129
-0.008853
-0.005053
-0.006753
-0.007729
-0.007171
-0.002453
-0.003653
-0.004553
-0.004285
-0.005353
-0.004285
-0.007885
-0.004153
-0.01941
-0.004353
-0.003853
-0.007929
-0.0006534
-0.003861
-0.003453
-0.004753
-0.003853
-0.004953
-0.005485
-0.006153
-0.01009
-0.004753
-0.004629
-0.008729
-0.01129
-0.005061
-0.006729
-0.006461
-0.009329
-0.005753
-0.007685
-0.004929
-0.004729
-0.006029
-0.006353
-0.008229
-0.005453
-0.004053
-0.006629
-0.007261
0.02306
0.01724
0.01992
0.02281
0.01727
0.02167
0.008471
0.01287
0.03057
0.01685
0.01415
0.02709
0.004781
0.01791
0.007215
0.01195

-4.321
-3.261
-6.237
-1.235
-3.341
-4.679
-3.398
-3.948
-3.637
-1.342
-1.366
-2.724
-3.938
-4.216
-4.938
-4.392
-2.037
-1.944
-2.292
-2.296
-1.65
-3.187
-3.975
-3.724
-2.206
-3.182
-1.547
-1.312
-2.331
-2.024
-2.764
-5.923
-3.876
-1.443
-4.149
-3.361
-5.241
-4.943
-2.759
-2.984
-4.018
-3.768
-3.326
-4.005
-3.025
-4.815
-2.438
-5.378
-2.548
-3.784
-2.376
-0.2643
-1.137
-1.921
-2.336
-2.797
-3.389
-2.505
-4.783
-3.655
-2.163
-1.68
-3.807
-3.728
-2.056
-4.668
-2.324
-3.455
-3.796
-3.271
-3.14
-2.929
-3.223
-3.407
-5.167
-4.695
-1.864
-3.271
3.471
5.813
5.467
7.04
7.657
7.952
8.63
4.07
7.603
8.94
8.784
8.944
9.909
2.238
5.177
5.447
7.945



Neural Wiskott-Aldrich syndrome protein 1PI00011676 ETSKVIyDFIEK 23.1 776.3746 2 0.007547 4.863 250 261
Isoform 2 of Fermitin family homolog 3 1P100216699 TASGDYIDSSWELR 453 840.3576 2 0.01295 7.708 6 19
Leucine-rich repeat and fibronectin type-1i1 domain-containing protein 6 1P100289849 VATKGNYIEVR 313 665.3356 2 0.007647 5.751 496 506
Isoform RMO1abc of Ras-associated and pleckstrin homology ProTPI 234 TESAYDWTSLSSSSIK 26.2 921.4041 2 0.01685 9.147 572 587
Isoform Long of Tight junction protein ZO-1 1PI00216219 LRPEAQPHPSAGPKPAESKQYFEQYSR 33.6 636.5128 B 0.02412 7.588 171 1197
Flotillin-2 1PI00789008 TAEAQLAYELQGAR 59.4 800.8777 2 0.01135 7.088 234 247
Dna) homolog subfamily A member 1 1PI00012535 HYNGEAYEDDEHHPR 36.7 650.2512 3 0.01437 7.374 375 389
Isoform 1 of Poliovirus receptor-related protein 3 1P100022959 TFRGDYFAK 2 592.7653 2 0.009647 8.144 433 441
Isoform 5 of Protein transport protein Sec16A 1PI00031242 SSLSSHSHQSQIYR 28.4 566.2562 3 0.01027 6.053 1190 1203
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1PI00409640 SGDLPYDGRLLEEAVR 48.9 935.4485 2 0.01525 8.154 581 596
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1PI00409640 VLyYmEKELANFDPSRPGPPSGR 37 907.0985 3 0.02216 8.148 404 426
Tsoform 1 of Lipolysis-stimulated lipoprotein receptor 1PI00409640 VLyyMEKELANFDPSRPGPPSGR 48.7 928.4221 3 0.02154 7.739 404 426
Isoform 1 of Histone-lysine N-methyltransferase MLL3 1PI00168806 KLGTSLKPDPVPK 20.4 730.3943 2 -0.01105 -7.572 4385 4397
Mitogen-activated protein kinase 3 1PI00018195 IADPEHDHTGFLEEYVATR 2 777.9993 3 0.01484 6.363 190 208
Protein 1PI00946804 XSLSMLStRLTLLLMVATPALMGVGTLMGSGLR 24.9 748.7432 5 -13.98 16.68 1 33
Vimentin 1PI00418471 SLYASSPGGVYATR 358 754.8501 2 0.01485 9.841 51 64
Inner nuclear membrane protein Man1 1PI00032491 LLLLELGVWWMVEWLRYMK 113 594.5707 4 0.01205 5.073 635 653
Heat shock protein HSP 90-beta 1PI00414676 LVSSPCCIVTSTYGWTANMER 17.5 838.0362 3 0.02334 9.291 584 604
Isoform 2 of RalBP1-associated Eps domain-containing protein 2 1P100332687 DVLySQPPSKPIR 26.3 790.403 2 0.01055 6.676 416 428
Isoform 2 of RalBP1-associated Eps domain-containing protein 2 1P100332687 DVLySQPPSKPIRR 17.5 579.3053 3 0.01207 6.953 416 429
Isoform 3 of Protein scribble homolog 1PI00410666 MVEPENAVTITPLRPEDDYSPRER 21.4 724.3455 4 0.02089 7.219 816 839
T-cell antigen CD7 1PI00015199 DKNSAACVVYEDMSHSR 326 683.6163 3 0.01421 6.933 213 229
T-cell antigen CD7 1PI000151 DI 352 688.9493 3 0.01829 8.858 213 229
T-cell antigen CD7 1PI00015199 NSAACVVYEDMSHSR 216 602.5757 3 0.01441 7.978 215 229
Transmembrane protein 1068 1P100395903 SLSHLPLHSSKEDAYDGVTSENMR 15.1 689.0679 4 0.02599 9.441 4 27
Dihydropyrimidinase-related protein 1 1PI00414123 GmYDGPVYEVPATPK 26.1 860.3744 2 0.007732 4.496 497 511
Activated CDC42 kinase 1 1P100552750 KVSSTHyYLLPERPSYLER 15.8 605.3055 4 0.01479 6.118 907 925
Tsoform 2 of Receptor-type tyrosine-protein phosphatase alpha 1PI00221067 VVQEYIDAFSDYANFK 86.2 994.9436 2 0.01215 6.107 778 793
Isoform 3 of Putative GTP-binding protein Parf 1PI00514853 TAADELEAFLGGGAPGGRHPGGGDYEEL 26.6 9417531 3 0.01847 6.542 0 0
mRNA-decapping enzyme 18 1PI00328309 KITSSSATyDNPNLIKPIPVKPSENQQQR 19.5 837.1922 4 0.02639 7.889 183 211
Protein $100-A11 1PI00013895 YAGKDGYNYTLSK 257 780.347 2 0.008847 5.672 24 36
Putative annexin A2-like protein 1P100334627 LSLEGDHSTPPSAYGSVK 185 642.3004 3 0.01767 9.18 1 28
Isoform 1 of Actin-binding LIM protein 1 TIyAK 27 913.7487 3 0.02514 9.177 351 375
Isoform 1 of Actin-binding LIM protein 1 TYAK 332 887.0933 3 0.02527 9.503 351 375
Hepatocellular carcinoma-associated antigen 59 1PI00433576 NAEDCLYELPENIR 49.8 908.392 2 0.01468 8.085 63 76
Prostate androgen-regulated mucin-like protein 1 1P100294910 LLDDHDYGSWGNYNNPLYDDS 37.8 1,277.00 2 0.01265 4.954 290 310
Ankyrin repeat and SAM domain-containing protein 1A 1PI00395663 TIASLADRPYEEPPQKPPR 35.6 753.0563 3 0.01637 7.253 825 843
Uncharacterized protein 1P100895781 SLAAGVWGLHAQTHEYPTK 219 706.6741 3 -0.009229 -4.358 153 171
Tyrosine-protein phosphatase non-receptor type 3 1P100289649 NVLSQyWTMGSR 27.6 761.3381 2 0.01335 8.771 319 330
Insulin receptor substrate 2 insertion mutant (Fragment) 1PI00464978 SYKAPYTCGGDSDQYVLMSSPVGR 186 906.7314 3 0.02191 8.059 811 834
CDNA FLI35042 fis, clone OCBBF2017489, highly similar to Homo sapiens ankyrin 3, TPI00333558 THGSGHVEEPASPLAAYQK 29 690.9992 3 0.01847 8.919 310 328
zinc finger protein 721 IPI00556434 StNLTAHKR 212 594.2497 2 -0.004885 -4.114 177 185
Polymerase (RNA) 1 polypeptide C, 30kDa 1PI00552334 FAASQAVEEMR 24 440.1893 3 0.003671 2784 0 0
Isoform 2 of SH2 domain-containing protein 2A 1P100099806 SQDPNPQySPIIK 219 783.8633 2 -0.0008534 -0.5447 209 21
Isoform Long of Vesicle transport through interaction with t-SNARES homolog 18 1PI00063784 YGIYAVENEHMNR 29.6 559.236 3 0.00007058 0.04212 12 124
Isoform 2 of Alpha-endosulfine 1PI00220797 GQKYFDSGDYNMAK 53.6 852.3427 2 0.0008466 0.4969 61 74
Isoform 1 of Probable phospholipid-transporting ATPase IIB 1PI00396022 AAYYSAAGPRPGADR 26.5 534.9061 3 -0.002329 -1.453 23 37
Isoform 1 of Stromal membrane-associated protein 2 1PI00102856 LYEAYLPETFR 433 7413394 2 0.0002466 0.1664 92 102
Isoform 1 of Protein phosphatase 1 regulatory subunit 12A 1P100183002 LAYVAPTIPR 406 590.8098 2 -0.0003534 -0.2994 494 503
Isoform 1 of AP-1 complex-associated regulatory protein 1PI00000795 IVQQYHPSNNGEYQSSGPEDDFESCLR 48.8 1,079.45 3 0.000005275 0.00163 133 159
Isoform 1 of PHD and RING finger domain-containing protein 1 1P100001813 SSAtRSK 193 408.6866 2 0.004847 5.937 363 369
Tsoform 1 of E3 ubiquitin-protein ligase rififylin MQ v EPSCK 35.2 862.3632 3 0.002505 0.9691 26 48
Tax_1d=9606 Gene_Symbol=PPFIAL Protein 1PI00977583 HPStsGKR 159 515.1947 2 -0.009385 -9.117 0 0
Tyrosine-protein kinase Mer 1PI00029756 IYSGDYYR 229 558.7247 2 0.002347 2.102 748 755
Tyrosine-protein kinase Mer 1PI00029756 KIYSGDYYR 254 622.7707 2 -0.0006534 -0.525 747 755
Isoform 3 of TOM1-like protein 2 1P100328178 KTVTyEDPQAVGGLASALDNR a8 762.3659 3 0.001971 0.8624 355 375
Isoform 1 of Beta-adducin 1P100019904 WLNTPNTYLR 2 679.3167 2 -0.003953 -2.912 433 442
Ribosomal protein S6 kinase alpha-3 1PI00020898 GAMAATYSALNR 712 661.2851 2 0.002332 1.764 701 712
Tsoform 1 of Hepatocyte growth factor-regulated tyrosine kinase substrate 1PI00006176 WQDTYQIMK 402 652.8021 2 0.001147 0.8789 127 136
Isoform 1 of Hepatocyte growth factor-regulated tyrosine kinase substrate 1PI00006176 YLNRNyWEK 16.7 723.2862 2 0.0001151 0.07962 329 337
Isoform 1 of Homeodomain-interacting protein kinase 3 1P100099522 TVCSTYLQSR 425 647.7783 2 -0.0004187 -0.3235 354 363
E3 ubiquitin-protein ligase CBL 1P100027269 IKPSSSANAIYSLAARPLPVPK 20.5 814.086 3 0.003239 1327 664 685
Isoform 4 of Death-inducer obliterator 1 1PI00619921 ALGSAQYEDPR 255 643.7751 2 0.001547 1.202 1694 1704
Tsoform 3 of Protein scribble homolog 1PI00410666 GLQPLKLDYR 189 641.8321 2 0.001147 0.8939 1260 1269
Probable ATP-dependent RNA helicase DDX6 1PI00030320 SLYVAEYHSEPVEDEKP 37.7 1,036.45 2 0.005047 2.436 467 483
tyrosine-protein phosphatase non-receptor type 18 isoform 2 1PI00152019 SAEEAPLYSKVTPR 36.8 814.39 2 -0.00005342 -0.03282 275 288
Isoform 3 of TBC domain-containing protein kinase-like protein 1P100062810 SSAPYFSAECPDPPKTDLSR 224 769.0004 3 0.002205 0.9567 665 684
Isoform 1 of Tensin-3 1PI00658152 QQQMVVAHQYSFAPDGEAR 188 753.329 3 0.002756 122 592 610
Isoform 1 of Signal transducing adapter molecule 1 1P100020178 LMNEDPMySMYAK 335 836.8277 2 0.002347 1.403 374 386
Isoform 1 of Lipolysis-stimulated lipoprotein receptor 1PI00409640 VLyYmEK 133 521.2219 2 0.0002316 0.2224 404 410
Isoform 7 of Partitioning defective 3 homolog 1PI00045423 FSPDSQYIDNR 342 711.2908 2 0.0009466 0.6659 382 392
! gamma-2 1PI00329185 MyVDPSEINPSMPQR 409 922.3939 2 0.004947 2.683 758 772
Signal transducer and activator of transcription 5A 1PI00030783 AVDGYVKPQIK 321 649.3307 2 -0.001253 -0.9659 690 700
Cytokine receptor common subunit gamma 1P100012899 NLEDLVTEYHGNFSAWSGVSK 24.7 811.6964 3 -0.001229 -0.5053 295 315
Isoform 1 of Lymphocyte transmembrane adapter 1 1P100301971 HREEMSNEDSSDYENVLTAK 20.5 812.0009 3 0.001671 0.6864 361 380
LMBR1 domain-containing protein 2 1PI00017940 NMDDYEDFDEKHSIYPSEK 30.9 814.6537 3 -0.001629 -0.6673 286 304
Isoform 1 of Protein CDV3 homolog 1PI00014197 TPQGPPEIYSDTQFPSLQSTAKHVESR 343 770.8624 4 -0.008605 -2.794 182 208
Uncharacterized protein 1PI00847241 SSFELGLSSFPPLPGAAGNLK 7.51 434.6217 5 0.01642 7.569 0 0
Dual specificity protein phosphatase 9 1P100294486 ALLPGPPLQPPPPAPVLLYDQGGGRR 3.12 552.1017 5 0.01402 5.086 63 88
HLA class I histocompatibility antigen, B-78 alpha chain 1PI00746605 GyyNQSEAGSHEWQtMyGCDVGPDGR 1.05 683.9996 5 -0.0292 -8.549 107 132
Tax_1d=9606 Gene_Symbol=C120rf56 21 kDa protein 1PI01015553 IPSMLVSSVLLLEVKSHIGLR 1.48 478.2674 5 -0.005496 -2.302 0 0
Testis specific basic protein 1PI00009536 MEVLEITLAVILTLLGLAILAILLTR 0.89 572.3552 5 0.02482 8.685 1 26
Coiled-coil domain-containing protein 106 1PI00107188 MEGDSRGGAGGEASDPESAASSLSGASEEGSASER  6.54 538.7409 7 -0.02349 -6.239 17 151
Tsoform 4 of E3 ubiquitin-protein ligase UBR4 1PI00640981 LVItARSIATMRPNNLVHFTESK 09 538.8948 5 0.02362 8.779 2573 2595
Isoform A of Probable tubulin polyglutamylase TTLLL 1P100302599 LKPWLIEVNASPSLESSTANDRILK 3.09 567.5053 5 0.01122 3.959 320 344
Conserved hypothetical protein 1P100929327 VEEEVGEASSDmMPEPststsQENPSMK 4.21 705.9965 5 0.008668 2.458 58 84
WD repeat and FYVE domain-containing protein 1 1P100024283 DSGQYWPSIYHTMASPCSAMAYHHDSR 9.11 522.4494 7 -0.01007 -2.758 55 81
Protein kinase C, theta 1PI00552075 XLSLLPCLLFLPLIIPK 1.38 4118389 5 26.08 2583 1 17
Isoform 1 of Abl interactor 1 1PI00431025 NTPYKTLEPVKPPTVPNDYMTSPAR 409 966.1337 3 -0.008829 -3.048 195 219
CDNA FLJ46292 fis, clone TESTI4033177, highly similar to Dual specificity protein phoIPI00807332 EATEPQDMVVYDQStRDASVLAADR 9.14 570.2548 5 -0.005581 -1.96 2 26
Glucose phosphate isomerase variant (Fragment) 1PI00556013 tGAQAESALRPWSLLGVRSWGLAASPGVSAPGLLR  6.42 755.1761 5 0.03386 8.976 85 119
Cystatin-SN 1PI00305477 AQYLSHLLLLLATLAVALAWSPK 131 508.0919 5 0.01112 4.384 2 24
KMS18
Putative G-protein coupled receptor 44 1PI00001921 YIDHAAVLLHGLASLLGLVENGVILFVWGCR 6.26 567.3026 6 -0.02692 -7.921 30 60
Isoform 2 of U1 small nuclear ribonucleoprotein 70 kDa 1PI00219483 EFEVYGPIKR 213 659.3152 2 -0.0008534 -0.6477 122 131



Activated CDC42 kinase 1 1PI00442025 KVSSTHyYLLPERPSYLER 237 605.302 4 0.0007946 0.3286 907 925
Isoform 1 of T-cell-specific surface glycoprotein CD28 1P100022339 LLHSDYMNMTPR 2.5 779.3333 2 0.0002466 0.1583 186 197
Isoform 1 of Glycogen synthase kinase-3 beta 1P100028570 GEPNVSYICSR 25.1 681.2799 2 -0.003019 -2.217 210 220
Elongation factor 1-alpha 1 1PI00396485 EHALLAYELGVK 23.4 697.8568 2 -0.001753 -1.257 135 146
Discoidin domain-containing receptor 2 1PI00004409 IFPLRPDYQEPSR 223 849.4072 2 0.002247 1.323 474 486
Isoform 1 of Dual specificity -phosphory Kinase 18 IYQYIQSR 149 575.7672 2 -0.002153 -1.872 270 277
DNA topoisomerase 1 1PI00413611 LNyLDPR 23.1 485.7233 2 -0.0001534 -0.1581 721 727
Tyrosine-protein kinase Fgr 1PI00016871 KLDMGGYyITTR 303 749.3447 2 0.001147 0.7656 202 213
Cell division protein kinase 3 1P100023503 IGEGTYGWWYK 156 633.2039 2 -0.0009534 -0.7533 38 a8
Cell division protein kinase 3 1PI00023503 IGEGtyGVVYK 156 673.2766 2 -0.001885 -1.401 38 48
Cell division protein kinase 3 1PI00023503 VEKIGEGtyGVVYK 166 567.9221 3 -0.002061 -1.211 35 48
Cell division protein Kinase 3 1PI00023503 VEKIGEGTYGVVYK 18 811.3963 2 -0.002153 -1.328 35 48
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1PI00985068 IEKIGEGtyGVVYK 193 572.5942 3 -0.001461 -0.8515 0 0
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1P100985068 IEKIGEGTYGVVYK 318 818.4055 2 0.0005466 0.3341 0 0
Calsequestrin-1 1P100843888 LIGYFKsK 193 518.2664 2 -0.002053 -1.983 176 183
CDNA FLI60299, highly similar to Rab GDP dissociation inhibitor beta 1PI00031461 TDDYLDQPCYETINR 338 991.8968 2 0.002281 1.151 198 212
Serine/threonine-protein kinase PRP4 homolog 1PI00013721 LCDFGSASHVADNDITPYLVSR 153 839.7081 3 -0.001995 -0.7925 832 853
Insulin receptor substrate 2 insertion mutant (Fragment) 1PI00464978 SDDYMPMSPASVSAPK 329 8818564 2 -0.0009534 -0.5409 674 689
Insulin receptor substrate 2 insertion mutant (Fragment) 1PI00464978 SYKAPYTCGGDSDQyVLMSSPVGR 30.5 906.7234 3 -0.002095 -0.7706 811 834
Isoform SEF2-1B of Transcription factor 4 1PI00013492 5SSGSWGNGGHPSPSRNYGDGEPYDHMESR 7.19 622.0172 6 -0.02326 -6.241 54 83
Mitogen-activated protein kinase 3 1PI00018195 IADPEHDHTGFLTEYVATR 21.9 751.338 3 -0.002729 1212 190 208
Non-receptor tyrosine-protein kinase TYK2 1PI00022353 LLAQAEGEPCYIR 19.4 800.3664 2 0.001681 1.051 282 294
Ribosomal protein 527 1PI00397358 LVQSPNSYFMDVK 29.9 804.3624 2 -0.00005342 -0.03323 88 100
Pyruvate dehydrogenase E1 component subunit alpha, pecific form, 37.8 558.223 3 -0.002929 -1.751 287 300
Insulin receptor precursor 1PI00025803 DIVETDYYRK 195 723.3033 2 0.0007466 0.5164 1203 1212
Isoform 1 of Fibroblast growth factor receptor 3 1P100027174 DVHNLDyYK 188 623.7592 2 -0.002953 -2.369 641 649
Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 DVHNLDyYKK 26.2 458.8737 3 -0.002529 -1.84 641 650
Isoform 1 of Lek-interacting transmembrane adapter 1 1PI00646802 SPQEPQQGKTEVTPAAQUDVLYSR 287 903.437 3 0.003471 1.281 179 202
Cell division protein kinase 5 1PI00023530 IGEGTYGTVFK 311 626.2853 2 -0.002553 -2.04 10 20
Isoform 2 of Homeodomain-interacting protein kinase 2 1PI00215949 AVCSTYLQSR 314 632.7725 2 -0.001419 -1.122 356 365
Isoform 1 of SLAM family member 7 1PI00099863 TILKEDPANTVYStVEIPK 441 1099.553 2 -0.0007534 -0.3428 293 311
Isoform 1 of Disks large homolog 3 1P100023343 RDNEVDGQDYHFVVSR 38.5 672.625 3 -0.0003294 -0.1634 664 679
SHC-transforming protein 1 isoform 3 1P100021326 ELFDDPSYVNVQNLDK 406 988.4395 2 0.003047 1.542 421 436
Pituitary gene 1p g protein 1PI00023974 YGLFKEENPYAR 20.8 783.8531 2 0.00004658 0.02973 165 176
Isoform 1 of Homeodomain-interacting protein kinase 3 1PI00099522 TVESTYLQSR 327 647.7783 2 -0.0004187 -0.3235 354 363
Tyrosine-protein kinase JAK2 1PI00031016 REVGDYGQLHETEVLLK 28.2 689.3361 3 -0.001929 -0.9339 565 581
B- and T-lymphocyte attenuator 1PI00376243 NVKEAPTEYASICVR 28.1 908.9183 2 -0.0006187 -0.3406 274 288
Histone-lysine N-methyltransferase SETD1A 1P100179016 EVEFAR 182 401.6807 2 0.004647 5.791 95 100
Isoform 1 of Glycogen synthase kinase-3 beta 1P100028570 QLVRGEPNVSYICSR 188 619.9611 3 0.001005 0.5411 206 220
Uncharacterized protein 1P100743873 VDLTLLSPK 187 533.281 2 -0.004653 -4.367 263 271
Isoform SNAP-23a of Synaptosomal-associated protein 23 1PI00010438 NFESGKAYK 146 602.2239 2 -0.007785 -6.469 92 100
Isoform 2 of Mediator of RNA polymerase I transcription subunit 8 1PI00300278 MPSGIKTNIK 21 584.7941 2 0.001147 0.9812 250 259
Isoform 2 of Zin finger protein 419 1P100291674 SREAFHAGK 20 541.7479 2 0.01065 9.835 160 168
Mitochondrial fission regulator 1 1PI00016699 KPYGSSR 163 437.6946 2 0.00004658 0.05327 28 34
Tax_1d=9606 Gene_Symbol=CDK1 Uncharacterized protein 1P100985068 IGEGHYGVVYKGR 229 739.8552 2 -0.0009534 -0.6448 0 0
E3 ubiquitin-protein ligase MARCH2 1PI00296880 DGRLLSTVIR 16.9 403.8805 3 -0.008329 -6.886 a4 53
Isoform 4 of Heterochromatin protein 1-binding protein 3 1PI00448752 VEDStMPIR 158 403.156 3 0.006739 5.581 34 2
64 kDa protein 1PI00065388 VAEMEAQSsR 182 558.7285 2 0.01063 9.523 17 125
Fas apoptotic inhibitory molecule 3 1PI00023119 SQNNIYSACPR 38.5 695.2845 2 0.00008127 0.05849 310 320
Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 DVHNLDyyKK 242 727.7901 2 -0.002485 -1.708 641 650
Elongation factor 1-alpha 1 1P100396485 STTTGHLIYK 143 600.7855 2 -0.002453 -2.044 21 30
Tsoform 1 of Leucine-rich repeat-containing protein 16A 1PI00014843 SSGFLNLIK 186 569.751 2 0.0001151 0.1011 1067 1075
Isoform 2 of Receptor-type tyrosine-protein phosphatase alpha 1PI00221067 VVQEYIDAFSDYANFK 49.6 9949364 2 -0.002253 -1.133 778 793
Mitogen-activated protein kinase 1 1PI00003479 VADPDHDHTGFLTEYVATR 314 741.9929 3 -0.006729 -3.026 173 191
Tolloid-like protein 2 1PI00465231 LKAEVQIK 196 498.7614 2 0.002847 2.857 893 900
Protein transport protein Sec61 subunit beta 1P100220835 PGPTPSGTNVGSSGRSPSK 17.7 617.2849 3 -0.004029 2178 2 20
Isoform A of Probable tubulin polyglutamylase TTLL1 1P100302599 LKPWLIEVNASPSLTSSTANDRILK 139 567.5043 5 0.006219 2.195 320 344
Uncharacterized protein 1PI00967678 IVLIGGPWNPLGLTLIKT 15.1 494.0284 4 0.004195 2.126 88 105
Isoform APP770 of Amyloid beta A4 protein (Fragment) 1PI00006608 MQQNGYENPTYK 29.4 776.809 2 -0.003153 -2.031 752 763
Proto-oncogene tyrosine-protein Kinase Yes 1PI00013981 LIEDNEYTAR 418 652.2806 2 -0.002753 2112 420 429
Isoform 1 of SLAM family member 7 1PI00099863 ETPNICPHSGENTEYDTIPHTNR 167 921.384 3 -0.01399 -5.067 270 292
Isoform 1 of Protein BANP 1P100167773 QNEIWWK 195 441.229 2 0.001447 1.641 159 165
Isoform p59-HCK of Tyrosine-protein kinase HCK 1P100029769 VIEDNEYTAR 211 645.2717 2 -0.004853 -3.764 384 393
Isoform IA of Tyrosine-protein Kinase ABL1 1PI00216969 LMTGDTYtAHAGAK 40.5 758.8271 2 -0.003453 -2.277 387 400
LP1

Microtubule-associated protein 18 1PI00008868 ESSPLySPTFSDSTSAVK 27.9 991.9377 2 0.005047 2545 1791 1808
Microtubule-associated protein 18 1P100008868 TPDTSTYCyETAEK 36.7 873.335 2 0.001381 0.7913 2034 2047
RhoA activator C110rf59 1PI00016670 ALNGAEPNYHSLPSAR 414 888.9068 2 -0.0001534 -0.08635 32 47
Tyrosine-protein kinase Mer 1P100029756 IYSGDyYR 38 558.7233 2 -0.0004534 -0.4061 748 755
Tyrosine-protein kinase Mer 1PI00029756 KIySGDYYR 232 662.7531 2 -0.002185 -1.65 747 755
Tyrosine-protein kinase Mer 1PI00029756 KIYSGDYYR 333 622.7708 2 -0.0004534 -0.3643 747 755
Insulin receptor precursor 1PI00025803 DIVETDYYRK 36.3 723.303 2 0.0001466 0.1014 1203 1212
Isoform 1 of Glycogen synthase Kinase-3 beta 1P100028570 GEPNVSYICSR 458 681.2814 2 -0.00001873 -0.01375 210 220
Isoform 1 of Glycogen synthase kinase-3 beta 1P100028570 QLVRGEPNVSYICSR 428 619.9606 3 -0.0004947 -0.2663 206 220
SHC-transforming protein 1 isoform 3 1P100021326 ELFDDPSYVNVQNLDK 63.2 988.4379 2 -0.0001534 -0.07765 421 436
Isoform 1 of Docking protein 1 1PI00015287 SHNSALYSQVQK 35 481.2203 3 -0.0007294 -0.506 443 454
Isoform 1 of Docking protein 1 1PI00015287 VKEEGYELPYNPATDDYAVPPPR 434 900.743 3 -0.008729 -3.233 393 415
Mitogen-activated protein kinase 3 1PI00018195 IADPEHDHTGFLTEYVATR 50.3 751.3388 3 -0.0003294 -0.1463 190 208
breast cancer anti-estrogen resistance protein 1 isoform 4 1PI00011998 AQQGLYQVPGPSPQFQSPPAK 30.8 769.0368 3 -0.005729 -2.486 123 143
Isoform 1 of Disintegrin and metalloproteinase domain-containing protein 9 1P100440932 FAVPLYAAK 27.4 524.2503 2 0.002247 2.145 773 781
Proto-oncogene tyrosine-protein kinase Yes 1P100013981 LIEDNEYTAR 2.5 652.2819 2 -0.0001534 0.1177 420 429
Isoform 1 of Glucocorticoid receptor DNA-binding factor 1 1PI00334715 NEEENIySVPHDSTQGK 158 676.2847 3 0.0004706 0.2322 1099 1115
Isoform 1 of Girdin 1PI00171134 KTEDEYFISSAGKPTPGTQGK 27.5 765.0302 3 0.0008706 0.3797 1760 1780
Tsoform 3 of CD99 antigen-like protein 2 1PI00152488 YStLHTQSAEPPPPPEPART 28.6 756.6947 3 -0.0003294 -0.1452 171 190
Isoform 2 of Semaphorin-6D 1PI00170551 EASLySPPSTLPR 39.6 749.3533 2 0.0007466 0.4985 851 863
Isoform 1 of Dual specificity phosp! IYQyIQSR 42 575.7684 2 0.0002466 0.2143 270 277
Isoform 1 of Lek-interacting transmembrane adapter 1 1PI00646802 SPQEPQQGKTEVTPAAQUDVLYSR 57.7 903.4359 3 0.0001706 0.06298 179 202
Isoform 1 of Lek-interacting transmembrane adapter 1 1PI00646802 TEVIPAAQVDVLYSR 793 864.9144 2 0.001047 0.6054 188 202
Tubulin-folding cofactor B 1PI00293126 LGEYEDVSR 322 574.2372 2 0.0003466 0.302 95 103
Tubulin-folding cofactor B 1PI00293126 LGEYEDVSRVEK 24.1 752.3403 2 0.0005466 0.3635 95 106
Syndecan-1 1PI00002441 QANGGAYQKPTKQEEFYA 324 1055.468 2 0.0008466 0.4012 293 310
Isoform Alpha of Paxillin 1P100220030 FIHQQPQSSSPVYGSSAK 185 676.6462 3 0.001771 0.8731 76 93
Isoform Alpha of Paxillin 1P100220030 VGEEEHVYSFPNK 36.4 807.8468 2 0.002747 1.701 11 123
Tsoform Alpha of Paxillin 1P100220030 VGEEEHVYSFPNKQK 188 624.2845 3 0.001771 0.9464 111 125
Isoform 7 of Partitioning defective 3 homolog 1PI00045423 FSPDSQYIDNR 37.2 711.2908 2 0.0009466 0.6659 382 392
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Isoform 1 of Fibroblast growth factor receptor 3 1PI00027174 DVHNLDyYKK
CDV3 homolog 1PI00014197 KTPQGPPEIYSDTQFPSLQSTAK
Isoform 1 of Protein CDV3 homolog 1PI00014197 LQLDNQYAVLENQK
1PI00023503 IGEGTYGWVYK
1PI00023503 IGEGtyGWVYK
1PI00023503 VEKIGEGTYGVVYK
Isoform p59-HCK of Tyrosine-protein kinase HCK 1P100029769 VIEDNEYTAREGAK
1P100103810 AGHASRLSPR
Putative uncharacterized protein DKFZp686120222 1P100026689 IEKIGEGtyGVVYK
Putative uncharacterized protein DKFZp686120222 1PI00026689 IEKIGEGTYGVVYK
Putative uncharacterized protein DKFZp686120222 1PI00026689 IGEGTYGWVYKGR
Putative uncharacterized protein DKFZp686120222 1PI00026689 IGEGtyGVVYKGR
1PI00005264 SPVPKTYDMLK
Isoform 1 of T-cell-specific surface glycoprotein CD28 1P100022339 LLHSDYMNMTPR
Pituitary tumor-transforming gene 1 protein-interacting protein 1P100023974 YGLFKEENPYAR
1PI00431025 NTPYKTLEPVKPPTVPNDYMTSPAR
1PI00431025 TLEPVKPPTVPNDYMTSPAR
2 TLSEVDYAPAGPAR
Isoform 1 of Homeodomain-interacting protein kinase 3 1P100099522 TVESTYLQSR
1P100027269 IKPSSSANAIYSLAARPLPVPK
1P100021076 LQHQQLYYSQDDSNRK
Isoform 1 of Protein phosphatase 1 regulatory subunit 12A 1PI00183002 SGSYSYLEER
1PI00029263 QEDGGVYSSSGLK
Isoform 1 of GRB2-associated-binding protein 1 1PI00031068 APSASVDSSLYNLPR
Isoform 1 of GRB2-associated-binding protein 1 1PI00031068 DASSQDCYDIPR
Isoform 1 of GRB2-associated-binding protein 1 1P100031068 KDASSQDCyDIPR
Isoform 1 of GRB2-associated-binding protein 1 TASDTD:
Serine/threonine-protein kinase PRP4 homolog 1PI00013721 LcDFGSASHVADNDITPYLVSR
1PI00892957 REEPEALYAAVNK
Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 1PI00216592 DYYDRMySYPAR
Isoform 1 of Kin of IRRE-like protein 1 1PI00470360 TPYEAYDPIGK
tyrosine-protein phosphatase non-receptor type 18 isoform 2 1P100152019 SAEEAPLYSK
tyrosine-protein phosphatase non-receptor type 18 isoform 2 1PI00152019 SAEEAPLYSKVTPR
Isoform 1 of Melanoma-associated antigen D1 1PI00328354 GPNGVYDFSQAHNAK
Isoform 1 of Coiled-coil domain-containing protein 50 1PI00383423 AYADSYYYEDGGMKPR
1PI00032187 LYSLVNLDLR
1PI00029601 GPVSGTEPEPVYSMEAADYR
1P100029601 TQTPPVSPAPQPTEERLPSSPVYEDAASFK
Isoform Beta-1A of Integrin beta-1 1P100217563 WDTGENPIYK
Isoform 1 of Protein-tyrosine kinase 2-beta 1PI00029702 YIEDEDYYKASVTR
1PI00291278 SLLSALR
1PI00334657 QYAGYDYSQQGR
SH2 domain-containing adapter protein B 1PI00017578 LDycGGSGEPGGVQR
Isoform 1 of Signal transducing adapter molecule 2 1P100290542 LVNEAPVYSVYSK
Isoform 1 of Roundabout homolog 1 1P100219798 NGLTSTYAGIR
Tsoform IA of Tyrosine-protein kinase ABL1 1PI00216969 LMTGDTYTAHAGAK
1PI00024320 YYDSRPGGYGYGYGR
Isoform 2 of Homeodomain-interacting protein kinase 1 1PI00302302 AVCSTYLQSR
Isoform 1 of Protein CDV3 homolog 1PI00014197 EVDYSGLR
CDV3 homolog 1PI00014197 TPQGPPEIYSDTQFPSLQSTAK
1P100000878 YVLDDQyTSSSGAK
1PI00000878 YVLDDQYTSSSGAKFPVK
Isoform 1 of Melanoma-associated antigen D1 1PI00328354 VQNATTKGPNGVYDFSQAHNAK
Microtubule-associated protein 18 1PI00008868 TPDTSTYCYETAEKITR
Microtubule-associated protein 16 1P100008868 TSDVGGYyyEKIER
Microtubule-associated protein 16 1P100008868 TTKSPSDSGYSYETIGK
Microtubule-associated protein 18 1P100008868 TTSPPEVSGYSYEKTER
breast cancer anti-estrogen resistance protein 1 isoform 4 1PI00011998 RPGPGELYDVPR
Ankyrin repeat and SAM domain-containing protein 1A 1PI00395663 TIASLADRPYEEPPQKPPR
Tsoform 1 of Ephrin type-B receptor 2 1PI00021275 ADSEYTDKLQHYTSGHMTPGMK
Isoform 1 of Dynein heavy chain 8, axonemal 1PI00014845 AVLLTGEQGTAKtVMVK
Isoform 1 of Rho guanine nucleotide exchange factor 6 1PI00014256 LIEER
1P100295851 LPGLLMEIIR
1PI00168609 VLSSKLGK
1PI00396485 EHALLAYELGVK
Heterogeneous nuclear ribonucleoprotein H 1PI00013881 DLNycFSGMSDHR
NADH i 1beta subunit 9 1PI00255052 AMYPDYFAKR
Isoform 3 of Putative RNA-binding protein 15 1P100102752 ERDYPFYER
Integral membrane protein DGCR2/IDD 1P100024272 MVPKADSGAFLLLFLLVLEVEEPLRPELR
Tsoform 2 of Receptor-type tyrosine-protein phosphatase alpha 1PI00221067 VVQEYIDAFSDYANFK
Tsoform 1 of Heterogeneous nuclear ribonucleoprotein K 1PI00216049 GGDLMAYDRR
1PI00550363 GASQAGMTGYGMPR
Isoform CSBP2 of Mitogen-activated protein kinase 14 1P100002857 HTDDEMTGYVATR
Heterogeneous nuclear ribonucleoprotein F 1P100003881 FMSVQRPGPYDRPGTAR
Isoform Long of Vacuolar protein sorting-associated protein 41 homolog 1P100028051 KILVADSLSLLK
Isoform 1 of Disks large homolog 3 1PI00023343 RDNEVDGQDYHFVVSR
Tax_1d=9606 Gene_Symbol=DEAF1 Protein 1PI00978688 YPVLSR
Isoform 1 of DNA replication licensing factor MCM7 1PI00299904 EAWASKDATYESAR
Isoform p59-HCK of Tyrosine-protein kinase HCK 1P100029769 VIEDNEYTAR
Transient receptor potential cation channel subfamily A member 1 1PI00015963 EVVLTIIRSK
Isoform 3 of Drebrin-like protein 1P100101968 FQDVGPQAPVGSVYQK
1PI00930688 THFPLATYAPVISAEK
1PI00930688 VGINYQPPTVVPGGDLAK
Isoform 1 of Heterogeneous nuclear ribonucleoprotein R 1PI00012074 STAYEDYyYHPPPR
Isoform 1 of Heterogeneous nuclear ribonucleoprotein R 1PI00012074 STAYEDYyYHPPPR
Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 1P100396378 NMGGPYGGGNyGPGGSGGSGGYGGR
1P100418169 LSLEGDHSTPPSAYGSVK
1PI00025803 DIVETDYYR
Isoform Short of Heterogeneous nuclear ribonucleoprotein U 1PI00479217 GYFEYIEENKYSR
Isoform Alpha-2 of Mitogen-activated protein kinase 9 1PI00024673 TACTNFMMTPYWVTR
Pyruvate dehydrogenase E1 component subunit alpha, testis-specific form, mitochoncIPI00024087 YHGHSMSDPGVSYR
Pyruvate dehydrogenase E1 component subunit alpha, pecific form,
1P100302690 PLYEGLGSGGEK
Isoform 1 of SLAM family member 7 1PI00099863 ETPNICPHSGENEYDTIPHTNR
1PI00099863 TILKEDPANEVYSTVEIPK

Tsoform 1 of SLAM family member 7
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458.8745
1300.619
878.4201
633.2941
673.278
541.2677
837.8739
588.2495
858.3878
545.9396
739.8553
779.8397
679.8245
779.3323
522.904
992.7911
765.0352
763.8487
647.7805
787.4294
701.6496
635.7534
703.796
828.8843
753.7828
545.555
1092.436
839.7101
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667.2894
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814.3903
562.2437
655.9297
429.2252
1117.968
1102.855
651.7734
611.2649
420.2246
758.2987
816.3292
774.8707
616.7874
758.829
604.246
632.7734
509.7162
824.7181
807.3412
695.6598
809.707
705.9713
613.9122
990.8998
670.9617
704.3431
753.0519
891.6846
457.2392
477.239
402.8964
456.2509
697.8587
841.3104
671.288
677.777
680.56
994.9366
617.2579
732.2944
788.3108
672.3151
730.3895
672.6256
407.6969
818.8542
645.2729
619.3487
900.4246
918.9696
952.978
919.8741
959.8571
1135.44
962.9396
659.2549
889.3765
936.395
876.8143
836.8315
643.785
921.3895
1099.554
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-0.0001294
0.002347
0.001447
-0.0005534
0.0009151
0.001071
0.003347
-0.005285
-0.001185
0.001071
-0.0007534
0.001715
-0.001053
-0.001753
-0.001429
-0.002961
-0.002629
0.001347
0.003981
-0.0002294
0.004971
0.0008466
0.001047
-0.001553
0.001481
-0.001395
0.002481
0.004005
0.001247
-0.0004294
0.0001466
0.0001466
0.0005466
0.004971
0.001971
0.005771
-0.002553
-0.006429
-0.0008534
0.001471
0.003247
0.00004658
-0.001119
-0.0003534
0.0003466
0.0003466
0.001271
0.0003813
0.0009466
0.006371
0.001947
0.007071
-0.002529
0.005105
-0.001861
0.004615
0.001271
0.0006466
0.003171
-0.0008759
-0.01461
0.0002466
0.006371
-0.001753
0.002047
-0.00001873
-0.001053
0.0003466
-0.02581
-0.001853
0.0001466
0.0006466
-0.0003534
-0.001129
0.01422
0.001471
0.0006466
0.0008466
-0.002453
-0.001553
0.005347
0.002247
-0.003353
-0.001253
-0.001585
0.0006466
0.002947
-0.001053
-0.001153
-0.006319
-0.002385
-0.001653
-0.003953
0.002505
0.001247

-0.09415
0.9024
0.8239
-0.4373
0.6801
0.6601
1.998
-4.496
-0.6906
0.6545
-0.5095
11
-0.7754
1126
-0.9124
-0.9948
-1.147
0.882
3.075
-0.0972
2.364
0.6663
0.7441
-0.9376
0.9832
-0.8532
1136
1.591
0.7941
-0.2557
0.1099
0.1248
0.3358
2.95
1.002
4.488
-1.143
-1.944
-0.6552
0.8028
3.868
0.03073
-0.6856
-0.2282
0.2812
0.2285
0.7017
0.3015
0.9295
2.577
1.206
3.391
-1.042
2.413
-1.012
2.33
0.6319
0.4593
1.405
-0.3277
-7.999
0.2586
5.279
-1.924
1.467
-0.01114
-0.7852
0.2559
-7.595
-0.9319
0.1188
0.4418
-0.2243
-0.5605
9.738
0.7295
0.7939
0.5172
-1.903
-1.255
2,971
1223
-1.76
-0.6817
-0.826
0.2849
1531
-0.7996
-0.6488
-3.376
-1.361
-0.9885
-3.073
0.907
0.5671
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Isoform A1-B of Heterogeneous nuclear ribonucleoprotein Al 1PI00215965 SSGPYGGGGQYFAKPR 214 854.8771 2 -0.001153 -0.675 337 352
Calmodulin 1P100075248 VFDKDGNGYISAAELR 54.6 917.9216 2 -0.001353 -0.7376 92 107
Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 1P100216592 MySYPAR 259 484.1904 2 -0.0007534 -0.7788 123 129
Hypothetical gene supported by AB033109 1PI00375208 ARYTFGKPVAGALUINMTVNGVGYYSHEVGRPVLR  7.12 646.5016 6 0.01084 2799 240 274
Elongation factor 1-alpha 1 1PI00396485 STTTGHLIYK 19.9 600.7841 2 -0.005253 -4.376 21 30
Isoform 1 of ATP-binding cassette sub-family A member 6 1PI00295640 LTAGItR 25.4 406.2093 2 0.003847 4.741 1413 1419
Isoform 1 of Abl interactor 1 1PI00431025 NTPYKTLEPVKPPTVPNDYmTSPAR 17 998.1237 3 -0.00007591 -0.02537 195 219
Isoform Long of Transcription intermediary factor 1-alpha 1PI00005184 KEEGLVK 217 427.7217 2 -0.002353 -2.754 893 899
RING finger protein 169 1PI00456899 AMKITTVNSVLPQNSVLGGVLK 14 612.0598 4 -0.005252 -2.148 567 588
Isoform 1 of Docking protein 1 1PI00015287 IAPCPSQDSLYSDPLDSTSAQAGEGVQR 224 1010.443 3 -0.005295 -1.748 305 332
Transferrin receptor protein 1 1PI00022462 SAFSNLFGGEPLSYTR 71.9 913.4088 2 -0.005353 -2.932 7 22
Tsoform 1 of 2 EGVPHQLLPPEPPSPAR 28.8 1061.845 3 -0.009629 -3.025 979 1006
Isoform Long of Plakophilin-4 1PI00021 NNYALNT QYR 245 867.0656 3 -0.01543 -5.936 468 488
CDNA FL157345, highly similar to Serine/threonine-protein kinase 32A 1PI00746239 ETQITtmAGTKPYMAPEMFSSR 182 648.0367 4 0.01766 6.823 174 195
Isoform 1 of Anoctamin-2 1P100033553 FPGYLMNFASILFMIALLFSIVFGVIVYR 11 587.7957 6 0.02828 8.03 532 560
Heparin cofactor 2 1PI00879573 VLKDQUNTFDNIFIAPVGIStAMGMISLGLK 102 565.6306 6 0.01713 5.054 140 170
Cell division protein kinase 5 1PI00023530 IGEGTYGTVFK 28.1 626.2847 2 -0.003753 -2.999 10 20
Putative uncharacterized protein DKFZp686K14185 1PI00470878 EPGRPTPTYHLVPNTSQSQVEEDVSSPPQR 258 1138.196 3 -0.007329 -2.148 5 34
Isoform 1 of Disintegrin and g protein 9 VSSQGNLIPARPAPAPPLYSSLT 232 1208.615 2 -0.004653 -1.926 797 819
Isoform 2 of Zinc finger CCCH domain-containing protein 18 1P100293312 GGQYENFR 34.8 525.7031 2 -0.005153 -4.906 406 413
Isoform 1 of Serine/threonine-protein kinase 33 1P100302351 TRVPPVLVVEMSQTSSIGSAESLISLER 137 767.1379 4 -0.02921 -9.527 32 59
Interleukin-2 receptor subunit alpha 1PI00003101 SGSLYmLCtGNssHSSWDNQCQCTSSAR 831 772.4161 5 -0.03818 -9.897 60 88
Isoform 1 of ARF GTPase-activating protein GITL 1PI00384861 LQPFHSTELEDDAIYSVHVPAGLYR 229 979.7999 3 0.003071 1.045 531 555
Hepatocellular carcinoma-associated antigen 59 1PI00433576 NAEDCLYELPENIR 445 908.3807 2 -0.007919 -4.361 63 76
Isoform 3 of Coiled-coil domain-containing protein 40 1P100288939 TTKYFNQLILR 19.4 492.9245 3 -0.002229 -1.51 428 438
Isoform 1 of Ephrin type-B receptor 2 1PI00021275 IYIDPFTYEDPNEAVR 78.4 1011.445 2 -0.006653 -3.201 595 610
Isoform 1 of Ephrin type-B receptor 2 1PI00021275 IYIDPFTYEDPNEAVREFAK 34.3 833.0469 3 -0.006329 -2.535 595 614
oPM2

Isoform Alpha of Caveolin-1 1PI00009236 YVDSEGHLYTVPIR 57.4 864.9036 2 0.0005466 03162 3 19
Isoform Alpha of Caveolin-1 1PI00009236 YVDSEGHLYtVPIREQGNIYKPNNK 18.4 1005.486 3 0.002471 0.8196 6 30
Isoform 1 of T-cell-specific surface glycoprotein CD28 1P100022339 LLHSDYMNMTPR 437 779.3328 2 -0.0007534 -0.4837 186 197
SHC-transforming protein 1 isoform 3 1P100021326 ELFDDPSYVNVQNLDK 64.7 988.4397 2 0.003447 1.744 421 436
Isoform 1 of Girdin 1PI00171134 DSNPYATLPR 17.7 607.2642 2 -0.003853 -3.175 1795 1804
Tsoform 1 of Girdin 1PI00171134 KTEDTYFISSAGKPTPGTQGK 38.5 765.0294 3 -0.001529 -0.667 1760 1780
Isoform 1 of 4, 2 TLSEVDYAPAGPAR 522 763.85 2 0.003947 2585 1129 1142
Syndecan-1 1PI00002441 QANGGAYQKPTKQEEFYA 258 1055.468 2 0.0008466 0.4012 293 310
Isoform 2 of Probable palmitoyltransferase ZDHHCS 1PI00216546 GVGSPEPGPTAPYLGR 313 817.8836 2 0.002247 1374 565 580
Isoform 1 of Disintegrin and metalloproteinase domain-containing protein 9 1P100440932 HVSPVEPPREVPIYANR 222 697.9997 3 0.006839 3.269 756 772
Ribosomal protein S27 1P100397358 LVQSPNSYFMDVK 30.6 804.3641 2 0.003347 2.082 88 100
Transferrin receptor protein 1 1PI00022462 SAFSNLFGGEPLSYTR 61.3 913.4163 2 0.009647 5.283 7 22
Putative uncharacterized protein DKFZp686K14185 1PI00470878 EPGRPLPTYHLVPNTSQSQVEEDVSSPPQR 26 1138.198 3 -0.001329 -0.3896 5 34
Isoform APP770 of Amyloid beta A4 protein (Fragment) 1PI00006608 MQQNGYENPTYK 443 776.8109 2 0.0006466 0.4164 752 763
Structural maintenance of chromosomes protein 3 1P100219420 GALTGGYyDTR 26.6 627.263 2 -0.001253 -0.9999 662 672
Isoform 3 of NTF2-related export protein 2 1PI00641916 SNyYEGPHTSHSSPADR 29.7 662.2648 3 -0.002229 1123 20 36
G antigen 7 1P100008809 STYYWPRPR 30 653.2015 2 -0.001853 142 7 15
Docking protein 2 1PI00022602 GQEGEYAVPFDAVAR 59.4 844.8688 2 -0.001353 -0.8014 294 308
Isoform 1 of Lek-interacting transmembrane adapter 1 1PI00646802 SPQEPQQGKTEVTPAAQVDVLYSR 46 903.4355 3 -0.001029 -0.3801 179 202
Isoform 1 of Lek-interacting transmembrane adapter 1 1PI00646802 TEVTPAAQUDVLYSR 71.9 864.9146 2 0.001447 0.8367 188 202
Tax_1d=9606 Gene_Symbol=POLQ Isoform 2 of DNA polymerase theta 1PI01012356 NSFLSFPISLCSARK 187 452.4735 4 0.01133 6.27 0 0
Serine/threonine-protein kinase PRP4 homolog 1P100013721 LCDFGSASHVADNDITPYLVSR 35.9 839.7092 3 0.001305 0.5186 832 853
Isoform 1 of Homeodomain-interacting protein kinase 3 1P100099522 TVESTYLQSR 39.1 647.7783 2 -0.0004187 -0.3235 354 363
Tsoform 1 of Protein CDV3 homolog 1PI00014197 KTPQGPPEIySDTQFPSLQSTAK 44.6 867.4147 3 0.001171 0.4502 181 203
Isoform 1 of Protein CDV3 homolog 1PI00014197 LQLDNQYAVLENQK 44 878.4204 2 0.002047 1.166 238 251
Ribosomal protein S6 kinase alpha-3 1PI00020898 GAMAATYSALNR 47.7 653.2867 2 0.0004466 0.3421 701 712
Cell division protein kinase 3 1P100023503 IGEGTYGWWYK 29.1 633.2044 2 0.00004658 0.0368 38 48
Cell division protein kinase 3 1P100023503 VEKIGEGTYGVWYK 34.1 541.2674 3 0.0001706 0.1052 35 a8
54 kDa protein 1P100375601 QAEEDRQMDTEAAASEAPQDVTYAQLHSFTLR 35.1 922.9099 4 -0.004605 -1.249 431 462
54 kDa protein 1PI00375601 QSPHDEDPQAVTYAK 21 883.3755 2 0.0006466 0.3662 389 403
Isoform 1 of SLAM family member 7 1PI00099863 ETPNICPHSGENTEYDTIPHTNR 37.6 921.3881 3 -0.001695 -0.6136 270 292
Isoform 1 of SLAM family member 7 1PI00099863 TILKEDPANTVYSTVEIPK 73.4 1099.552 2 -0.002753 -1.253 293 311
Isoform Alpha of Paxillin 1P100220030 VGEEEHVYSFPNK 19.4 538.8992 3 -0.0005294 -0.3279 1t 123
Isoform Alpha of Paxillin 1P100220030 VGEEEHVYSFPNKQK 189 624.2831 3 -0.002429 -1.299 11 125
Insulin receptor precursor 1P100025803 DIVETDYYRK 29.1 723.3036 2 0.001347 0.9315 1203 1212
Isoform 2 of Homeodomain-interacting protein kinase 1 1PI00302302 AVCSTYLQSR 29.3 632.7736 2 0.0007813 06178 347 356
Proto-oncogene tyrosine-protein Kinase Yes 1PI00013981 LIEDNEYTAR 26.6 652.2818 2 -0.0003534 -0.2711 420 429
Tsoform 1 of Disks large homolog 3 1PI00023343 RONEVDGQDYHFVVSR 416 672.6249 3 -0.0006294 -0.3122 664 679
Isoform 1 of Glycogen synthase Kinase-3 beta 1P100028570 GEPNVSYICSR 458 681.2816 2 0.0003813 0.28 210 220
Isoform 1 of Glycogen synthase kinase-3 beta 1P100028570 QLVRGEPNVSYICSR 39.1 619.9617 3 0.002805 151 206 220
Isoform 7 of Partitioning defective 3 homolog 1PI00045423 FSPDSQYIDNR 356 711.2001 2 -0.0004534 -0.319 382 392
Isoform 1 of Docking protein 1 1PI00015287 SHNSALYSQVQK 48.9 7213262 2 -0.001953 -1.355 443 454
Isoform 1 of Glucocorticoid receptor DNA-binding factor 1 1PI00334715 NEEENIySVPHDSTQGK 344 676.2848 3 0.0007706 0.3802 1099 1115
Tax_1d=9606 Gene_Symbol=FGFR3-K650E FGFR3 Mutant 1PI00000000 DVHNLDyYK 229 623.7611 2 0.0008466 0.6792 0 0
Tax_1d=9606 Gene_Symbol=FGFR3-K650E FGFR3 Mutant 1P100000000 DVHNLDyYKETTNGR 315 635.6108 3 0.0002706 0.142 0 0
Isoform 2 of Plakophilin-2 1PI00005264 AGTTATYEGRWGR 25.1 753.3324 2 0.004147 2.754 13 125
Isoform 2 of Plakophilin-2 1PI00005264 SPVPKTYDMLK 30.6 679.8257 2 0.001347 0.9911 102 112
Putative uncharacterized protein DKFZp686120222 1PI00026689 IEKIGEGTYGVVYK 38.4 545.9388 3 -0.001329 -0.8127 7 20
Putative uncharacterized protein DKFZp686120222 1PI00026689 IGEGTYGWVYKGR 348 739.8564 2 0.001447 0.9783 10 22
Isoform 1 of Dual specificity -phosphory kinase 18 IYQYIQSR 37.5 575.7679 2 -0.0007534 -0.6549 270 277
Isoform 2 of Leukocyte immunoglobulin-like receptor subfamily B member 4 1PI00830045 SPHDEDPQAVTYAK 227 546.5668 3 0.001371 0.8369 348 361
Talin-1 1P100298994 ALDYYMLR 2 562.7452 2 -0.001553 -1.381 67 74
RhoA activator C110rf59 1PI00016670 ALNGAEPNYHSLPSAR 189 592.9401 3 -0.0007294 -0.4105 32 a7
Isoform 7 of Serine/threonine-protein kinase MARK2 1PI00290158 DQQNLPYGVTPASPSGHSQGR 36 759.342 3 0.002071 0.9097 520 540
Isoform pS9-HCK of Tyrosine-protein kinase HCK 1PI00029769 VIEDNEYTAREGAK 252 837.874 2 0.003547 2.118 384 397
CDNA FLI61629, highly similar to Clathrin interactor 1 1PI00291930 tIDLGAAAHYTGDKASPDQNASTHTPQSSVK 26.9 812.8786 4 0.006695 2.061 284 314
Ephrin type-B receptor 1 1PI00008315 EAVYSDKLQHYSTGR 218 957.3962 2 0.002015 1.053 572 586
Isoform 2 of Rho guanine nucleotide exchange factor 10-like protein 1P100478817 NLLYEDAHR 34.6 605.7664 2 0.0002466 0.2037 149 157
Isoform 2 of Latrophilin-2 1PI00017562 SENEDIYYK 50.4 620.7437 2 0.003147 2537 1344 1352
tyrosine-protein phosphatase non-receptor type 18 isoform 2 1PI00152019 SAEEAPLYSK 229 587.7565 2 0.002947 2,509 275 284
tyrosine-protein phosphatase non-receptor type 18 isoform 2 1PI00152019 SAEEAPLYSKVTPR 17.1 543.2629 3 0.001371 0.842 275 288
Tsoform 1 of Tight junction-associated protein 1 1PI00010544 NSPLPNCTYATR 255 737.3154 2 0.004281 2.905 344 355
Tubulin-folding cofactor B 1P100293126 LGEYEDVSR 33.1 574.2379 2 0.001747 1.522 95 103
Tubulin-folding cofactor B 1P100293126 LGEYEDVSRVEK 34.1 752.3398 2 -0.0004534 -0.3015 95 106
Isoform 1 of GRB2-associated-binding protein 1 1P100031068 DASSQDCYDIPR 34.1 753.7836 2 0.003081 2.045 399 410
Vimentin 1PI00418471 SLYASSPGGVYATR 363 754.8438 2 0.002247 1.489 51 64
breast cancer anti-estrogen resistance protein 1 isoform 4 1PI00011998 RPGPGLLYDVPR 217 704.3433 2 0.001047 07435 398 409



Isoform 1 of T-cell-specific surface glycoprotein CD28 1P100022339 HYQPYAPPR
Isoform 1 of Hepatocyte growth factor-regulated tyrosine kinase substrate 1PI00006176 YLNRNYWEK

Isoform C1 of Heterogeneous nuclear ribonucleoproteins C1/C2 1P100216592 DYYDRMySYPAR

Isoform A1-B of Heterogeneous nuclear ribonucleoprotein AL 1PI00215965 SSGPYGGGGQYFAKPR
Low-density lipoprotein receptor 1PI00000070 TTEDEVHICHNQDGYSYPSR
Calmodulin 1PI00075248 VFDKDGNGYISAAELR

Putative uncharacterized protein DKFZp686120222 1PI00026689 IEKIGEGtyGVVYK

Putative uncharacterized protein DKFZp686120222 1P100026689 IGEGtyGVWYK

Putative uncharacterized protein DKFZp686120222 1P100026689 IGEGtyGVVYKGR

54 kDa protein 1PI00375601 QSPHDEDPQAVTYAKVK
Tax_1d=9606 Gene_Symbol=FGFR3-K650E FGFR3 Mutant 1PI00000000 DVHNLDyYKETTNGR

Tsoform 2 of Leukocyte immunoglobulin-like receptor subfamily B member 4 1PI00830045 SPHDEDPQAVTYAKVK

Isoform Long of Plakophilin-4 1PI00021076 AASPYSQRPASPTAIRR

Isoform Long of Plakophilin-4 1P100021076 LQHQQLYYSQDDSNRK

Isoform Long of Plakophilin-4 1P100021076 TYYSPVYR

Insulin receptor precursor 1PI00025803 DIVETDYYR

Insulin receptor precursor 1PI00025803 SYEEHIPYTHMNGGK

Insulin receptor precursor 1PI00025803 SYEEHIPYTHMNGGKK

Isoform 1 of Protein-tyrosine kinase 2-beta 1P100029702 YIEDEDYYKASVTR

Isoform 1 of Protein-tyrosine kinase 2-beta 1P100029702 YIEDEDyYKASVTR

Hypothetical gene supported by AB033109 1P100375208 ARYTFGKPVAGALTINMTVNGVGYYSHEVGRPVLR
Sodium-dependent phosphate transporter 2 1PI00009504 SDGHVYHTVHKDSGLYK
Transgelin-2 1PI00550363 GASQAGMTGYGMPR

Tsoform 1 of Disks large homolog 1 1PI00030351 DYEVDGRDYHFVTSR
Bardet-Bied| syndrome 12 protein 1P100470599 TAILLKEEGINLVTAVLTNPVEAQMQIK
Isoform A of NT-3 growth factor receptor 1P100000824 IPVIENPQyFR

Isoform Beta-1A of Integrin beta-1 1P100217563 WDTGENPIYK

Ephrin receptor 1PI00008290 VLEDDPEAAYTTR

Isoform 1 of Pleckstrin homology domain-containing family A member 7 1PI00419933 QGPGQSLSFPENYQILPK

Ephrin type-B receptor 1 1PI00008315 EAVYSDKLQHYSTGR
Low-density lipoprotein receptor-related protein 6 1P100000203 SYSYRPYSYR

Isoform 1 of Myelin protein zero-like protein 1 1P100022558 SLPSGSHQGPVIYAQLDHSGGHHSDKINK
Isoform Alpha of Paxillin 1P100220030 FIHQQPQSSSPVYGSSAK

Docking protein 2 Q K
Isoform 1 of Sodium-coupled neutral amino acid transporter 5 1PI00102509 MNGALPSDAVGYRQER

Maternal embryonic leucine zipper kinase 1PI00006471 SAVKNEEYFMFPEPK

Isoform 1 of Protein LAP2 1P100438286 RAQIPEGDYLSYR

Isoform 7 of Partitioning defective 3 homolog 1PI00045423 EGHMMDALYAQVK

£3 ubiquitin-protein ligase CBL 1P100027269 IKPSSSANAIYSLAARPLPVPK
Tsoform 3 of Drebrin-like protein 1PI00101968 FQDVGPQAPVGSVYQK

Isoform Alpha of Caveolin-1 1PI00009236 AMADELSEKQUYDAHTK

Isoform 2 of Catenin delta-2 1PI00220032 LVGISKsK

Isoform 2 of Dual adapter for and and

breast cancer anti-estrogen resistance protein 1 isoform 4 1P100011998 RPGPGTLYDVPRER

Isoform 7 of Partitioning defective 3 homolog 1PI00045423 ERDYAEIQDFHR

Neutral amino acid transporter A 1PI00015476 SNETNGyLDSAQAGPAAGPGAPGTAAGR
Protein sprouty homolog 1 ¥

Ras GTPase-activating-like protein IQGAPL 1PI00009342 LQQTYAALNSK

Cell division protein kinase 3 1PI00023503 VEKIGEGtyGVVYK

Discoidin, CUB and LCCL domain-containing protein 1 1P100337612 AHTFSAQSGYRVPGPQPGHK
Low-density lipoprotein receptor 1P100000070 TTEDEVHICHNQDGYSYPSR
Serine palmitoyltransferase 1 1PI00005745 DHPALNYNIVSGPPSHK

Isoform 1 of Abl interactor 1 1PI00431025 NTPYKTLEPVKPPTVPNDYMTSPAR
Isoform Long of Plakophilin-4 1PI00021076 NNYALNTTATYAEPYRPIQYR
Discoidin, CUB and LCCL domain-containing protein 1 1PI00337612 AVSALATESGHPDSQKPPTHPGESDSYSAPR
11 kDa protein 1P100927694 IPDAAGGTAGVGTMLLSFGIItVIGLAVALRR
Isoform A of Anion exchange protein 2 1P100383597 LSVPSGFSVTAPEKR

Elongation factor 1-alpha 1 1PI00396485 EHALLAYELGVK

Tsoform 1 of Hepatocyte growth factor-regulated tyrosine kinase substrate 1PI00006176 VCEPCYEQLNR

Isoform 1 of Hepatocyte growth factor-regulated tyrosine kinase substrate 1PI00006176 YKVVQDTYQIMK

Isoform 2 of Titin 1P100023283 HKEEVEHK

Isoform 1 of Importin-4 1PI00156374 SLILtALQR

Pituitary tumor-transforming gene 1 protein-interacting protein 1P100023974 YGLFKEENPYAR

Cadherin-9 1PI00297180 KIAGLEK

Isoform 2 of Annexin A2 1PI00418169 LSLEGDHSTPPSAYGSVK

Tsoform Long of Vacuolar protein sorting-associated protein 41 homolog 1PI00028051 KILVADSLSLLK

Transient receptor potential cation channel subfamily A member 1 1PI00015963 EVVLTIIRSK

Isoform 1 of Disks large homolog 3 1P100023343 DNEVDGQDYHFVVSR

Isoform 2 of Peptidyl-prolyl cis-trans isomerase 4

Isoform 2 of Peptidyl-prolyl cis-trans isomerase 4 !

Isoform CSBP2 of Mitogen-activated protein Kinase 14 1PI00002857 HTDDEMIGYVATR

Pyruvate dehydrogenase E1 component subunit alpha, pecific form,

Chromosome 21 open reading frame 58, isoform CRA_a 1PI00956064 QREPETK

Tyrosine-protein kinase Fgr 1PI00016871 KLDMGGYyITTR

Cell division protein kinase 5 1P100023530 IGEGTYGTVFK

Kinesin light chain 2 1PI00021634 AEEVEYYYRR

Isoform 1 of Extended synaptotagmin-1 1PI00022143 HLSPYALLTVGDSSHK
Proto-oncogene tyrosine-protein inase Yes 1PI00013981 KLDNGGYYITtR
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0.001047
0.003315
-0.0007294
0.0008706
0.005405
0.001371
-0.0005609
0.001715
0.002315
0.003671
0.004939
0.001571
0.001739
0.006471
0.001047
-0.00005342
0.002539
0.0009391
0.003571
0.001915
0.003643
-0.0008294
0.001647
-0.003629
-0.03153
0.0008466
0.0001466
-0.001153
0.001247
-0.001129
-0.002185
0.001495
0.006571
0.003405
0.0001466
0.001947
-0.003653
-0.0006534
0.0003706
-0.0006534
0.002671
-0.0007534
-0.0009534
0.0008706
-0.0008294
0.009271
-0.0008294
0.002447
0.001515
0.0007946
0.0007738
-0.001129
0.007539
0.008571
-0.001005
-0.01897
0.006895
0.002447
0.002416
-0.003353
0.001647
0.007047
0.004571
-0.003353
0.001947
0.01042
0.001247
0.002847
-0.001253
-0.0006294
-0.001953
0.0009706
0.004447
0.003747
-0.0003534
0.001147
0.0002706
0.001147

0.866
2.293
-0.4343
0.5095
2173
0.747
-0.3269
1275
1.485
1.842
2.488
0.8422
0.8744
3.077
0.9274
-0.04055
1321
0.4579
1.949
1.002
0.9403
-0.41
1125
-1.872
-9.95
0.5816
0.1125
-0.7395
0.6019
-0.6159
-1.455
0.475
3.24
131
0.0795
1.027
-2.217
-0.4155
0.157
-0.363
1325
-0.8266
-0.629
0.5143
0.5
3.514
-0.4098
1.858
0.8903
0.3608
0.3013
-0.5864
2,533
3.297
-0.3114
-5.916
4.166
1.754
1.561
-2.101
1514
6.438
2,917
-4.138
1.011
7.135
1.007
1531
-0.8943
-0.4115
-1.24
0.5803
4.733
2.502
-0.2824
0.7866
0.1509
0.7744




