Accession (IPI)  Protein

K650E-FGFR3-Myr(+)-shCON

Peptide Sequence

1PI00955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVWYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGtyGVVYK
1P100152906 Histone H2B type 1-D KESYSVYVYK
1P100152906 Histone H2B type 1-D ESYSVYVyK
1P100941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 9 4

1P100000000 FGFR3 Mutant DVHNLDYYK
1P100216190 Isoform 2 of Glycogen synthase kinase-3 beta GEPNVSYICSR
1PI00515061 Histone H2B type 1-] ESYSIVVYK
1PI00916600 Uncharacterized protein VFDKDGNGYISAAELR
1P100414676 Heat shock protein HSP 90-beta SIYYITGESK
1P100304925 Heat shock 70 kDa protein 1A/18 TTPSYVAFTDTER
1PI00014344 Isoform Long of Dual specificity tyrosine-phosphorylation-regulated kinase 1A IYQyIQSR
1PI00643041 GTP-binding nuclear protein Ran NLQyYDISAK
1PI00023343 Isoform 1 of Disks large homolog 3 RDNEVDGQDYHFVVSR
1P100021634 Kinesin light chain 2 AEEVEYYYR
1P101014975 Talin 1 ALDYYMLR
1P100302302 Isoform 2 of Homeodomain-interacting protein kinase 1 AVCESTYLQSR
1P100006482 Isoform Long of Sodium/potassium-transporting ATPase subunit alpha-1 GIVVYTGDR
1PI00166845 Isoform 3 of Tyrosine-protein kinase Fyn LIEDNEYTAR
1PI00221141 Isoform CSBP1 of Mitogen-activated protein kinase 14 HTDDEMTGYVATR
1PI00644618 Isoform 4 of Myelin protein zero-like protein 1 SESWVyADIR
1P100022353 Non-receptor tyrosine-protein kinase TYK2 LLAQAEGEPCYIR
K650E-FGFR3-Myr(+)-shN1

1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVVYK
1PI00955014 cyclin-dependent kinase 1 isoform 1 IGEGtyGWWYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IEKIGEGtyGVVYK
1P100152906 Histone H2B type 1-D ESYSVYVyK
1P100152906 Histone H2B type 1-D KESYSVYVYK
1P100941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 9 4

1P100941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 4 GyHITMVEGR
1P100000000 FGFR3 Mutant DVHNLDYYK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1PI00010740 Isoform Long of Splicing factor, proline- and glutamine-rich FAQHGTFEYEYSQR
1P100216190 Isoform 2 of Glycogen synthase kinase-3 beta GEPNVSYICSR
1PI00515061 Histone H2B type 1-1 KESYSIYVyK
1PI00515061 Histone H2B type 1-1 ESYSIYVYK
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL SSGPYGGGGQYFAKPR
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) RWYPEEYEFAPK
1P100916600 Uncharacterized protein VFDKDGNGYISAAELR
1PI00418471 Vimentin SLYASSPGGVYAtR
1PI00418471 Vimentin FANYIDKVR
1P100414676 Heat shock protein HSP 90-beta SIYYITGESK
1P100304925 Heat shock 70 kDa protein 1A/18 TTPSYVAFTDTER
1PI00014344 Isoform Long of Dual specificity tyrosine-phosphorylation-regulated kinase 1A IYQyIQSR
1P100798302 CDNA FLI59405, highly similar to Eukaryotic translation initiation factor 48 ARPATDSFDDyPPR
1P100922484 CDNA, FLI79376, highly similar to Protein G10 homolog QGYENLcclR
1P100397358 Ribosomal protein S27 LVQSPNSYFMDVK
1PI00643041 GTP-binding nuclear protein Ran NLQYYDISAK
1P100909378 CDNA FLI59219, highly similar to Poly(A)-binding protein 1 IVATKPLYVALAQR
1P100023343 Isoform 1 of Disks large homolog 3 RDNEVDGQDYHFVVSR
1P100023343 Isoform 1 of Disks large homolog 3 DNEVDGQDYHFVWSR
1P100472724 Putative elongation factor 1-alpha-like 3 STTTGHLIYK
1P100916818 Phosphoglycerate kinase KELNyFAK
1PI00021634 Kinesin light chain 2 AEEVEYYYR
1P100021634 Kinesin light chain 2 AEEVEYYYRR
1P100784090 T-complex protein 1 subunit theta HFSGLEEAVYR
1P100008530 605 acidic ribosomal protein PO TIQLLDDYPK
1P100917575 CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial ~ CEFQDAYVLLSEKK
1P101014975 Talin 1 ALDYYMLR
1P100908791 Uncharacterized protein QUVESAYEVIK
1P100894287 CDNA FLIS6889, moderately similar to Vigilin MDYVEINIDHK
IPI00854834 echinoderm microtubule-associated protein-iike 4 isoform b DVIINQEGEYIK
1P100302302 Isoform 2 of Homeodomain-interacting protein kinase 1 AVCSTYLQSR
1P100219875 Isoform 2ABC of Catenin delta-1 SLDNNySTPNER
1P100290142 CTP synthase 1 KLYGDADYLEER
1P100006482 Isoform Long of Sodium/potassium-transporting ATPase subunit alpha-1 GIVVYTGDR
1P100003479 Mitogen-activated protein kinase 1 VADPDHDHTGFLIEYVATR
1PI00060715 BTB/POZ domain-containing protein KCTD12 EAEYFELPELVR
1P100166845 Isoform 3 of Tyrosine-protein kinase Fyn LIEDNEYTAR
1PI00221141 Isoform CSBP1 of Mitogen-activated protein kinase 14 HTDDEMTGYVATR
1P100644618 Isoform 4 of Myelin protein zero-like protein 1 SESWVyADIR
1P100022353 Non-receptor tyrosine-protein kinase TYK2 LLAQAEGEPCYIR
1P100298347 Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11 IQNTGDYYDLYGGEK
1P100030275 Heat shock protein 75 kDa, mitochondrial NIyYLCAPNR
1P100012795 Eukaryotic translation initiation factor 3 subunit I SYSSGGEDGYVR
1P100163608 Isoform 5 of Partitioning defective 3 homolog ERDYAEIQDFHR
1P100976263 Protein LCDFGSASHVADNDITPYLVSR
1P100718985 Tsoform 2 of Glucocorticoid receptor DNA-binding factor 1 NEEENIySVPHDSTQGK
1P100000874 Peroxiredoxin-1 SKEYFSK
1PI00975721 Uncharacterized protein RDYEVDGRDYHFVTSR
1PI00975721 Uncharacterized protein DYHFVTSR
1P100975721 Uncharacterized protein DYEVDGRDYHFVTSR
1P100418240 nebulette isoform 2 KPYCNAHYPK
1PI00176637 Eukaryotic translation initiation factor 2 subunit 2-like protein LyFLQCETCHSR
1P100023974 Pituitary tumor-transforming gene 1 protein-interacting protein YGLFKEENPYAR
1PI00023974 Pituitary tumor-transforming gene 1 protein-interacting protein KYGLFKEENPYAR
1P100099522 Isoform 1 of Homeodomain-interacting protein kinase 3 TVESTYLQSR
1P100742900 mitogen-activated protein kinase 3 isoform 2 TADPEHDHTGFLTEYVATR
1PI101013569 Tight junction protein ZO-1 QYFEQYSR
1P100022143 Isoform 1 of Extended synaptotagmin-1 HLSPYATLTVGDSSHK
1P100471928 ATP synthase subunit alpha EAYPGDVFyLHSR
1P100003843 Isoform A1 of Tight junction protein ZO-2 IEIAQKHPDIYAVPIK
1P100032003 Emerin DSAYQSITHYRPVSASR
1P100032003 Emerin GYNDDYYEESYFTTR
1P100218697 Isoform 2 of Protein 4.1 ERLDGENIYIR
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Sequest:Xcorr

37
1.405
1.883
1.762
2422
2,055
1.993
1.666
1.651
1.893
1.44

1.409
2.027
2.941
1616
1576
1.609
2.092
1.63

1.502
1.847
1.828

2.127
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2.257
2.22

3.735
2.068
3.089
4.309
2.086
2.489
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1.47

2.124
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4.852
1.803
1.842
2.189
2,642
2.587
1.97
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2.385
2.254
2.484
4.282
2.784
2392
1.647
221

3471
2.385
1.873
2.048
2.29

1.795
2.018
1.853
2,612
2171
2,607
2121
3.028
2.047
1.792
2.866
2.345
2.226
2.61

2.018
1.977
3.145
2.727
2.726
1.945
2.829
2.134
2.757
2.68

2.157
1.864
1.962
1.919
2.19

1.604
4.007
2.426
1.839
2.618
2.414
2.196

Observed Mass

633.2944943
673.2778317
673.3077389
609.2603146
467.8847652
623.7612912
681.2816159
616.2684323
612.2845455
620.7791745
784.3378293
575.7689206
647.7900387
672.6255489
651.2586056
562.7464596
632.7738034
5302478635
652.2826535
525.8768917
609.7742917
800.3657834.

633.2951047
673.2778317
5725949092
609.2605588
673.3083493
467.8848262
473.2164608
416.1764827
586.2852778
614.9215694
681.2816769
680.3159787
616.2686764.
570.2545162
565.5803218
612.2843013
754.8431393
603.2900387
620.7793576
784.3378293
575.7684323
563.2421871
696.776611

804.3632809
647.7900387
5416390377
672.6256099
6205920406
600.7871091
546.7601926
651.2585446
486.5417476
694.3065182
649.3262936
603.9428707
562.7468259
672.8266598
486.2111507
750.8531491
632.7736203
745.3016965
7763403928
5302476193
768.6510616
787.8614499
652.2823483
5258767696
609.7745358
800.3660886
908.3780514
682.2977292
678.759155

553.5707393
1259.061279
676.2850948
484.7104794
524.481689

5527295529
646.9395748
453.1967464
565.2341915
522.905212

565.6034542
647.7790524
7513397213
600.7403561
598.2810665
545.2404781
639.0081173
673.3099971
1001.874023
486.5641475
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Delta AMU

-0.000863
-0.00052
-0.000374
-0.000222
-0.000481
0.000131
-0.000685
0.000313
0.00016
0.000197
-0.000393
0.00019
0.000126
-0.00033
0.00036
-0.000132
0.0000899
0.000175
0.000255
-0.000202
0.0000318
-0.00065

0.000358
-0.00052
-0.00098
0.000266
0.000847
-0.000298
-0.000309
-0.000828
-0.00079
0.000232
-0.000563
0.000406
0.000801
-0.000728
-0.000311
-0.000573
-0.000173
0.000226
0.000564
-0.000393
-0.000787
-0.00102
0.00114
0.00061
0.000126
-0.00216
-0.000147
0.000245
-0.000333
-0.000566
0.000238
-0.000534
0.000485
-0.0000643
-0.00063
0.0006
0.000268
-0.000724
-0.000453
-0.000276
-0.000459
-0.000466
-0.000313
-0.000223
0.000648
-0.000355
-0.000568
0.00052
-0.0000397
0.000151
0.000642
-0.000442
0.0000414
0.00244
0.00000781
0.000107
-0.000246
-0.000246
0.000648
-0.0019
0.0000672
0.000559
0.000286
-0.000012
0.000787
0.000261
0.000323
0.000558
-0.00102
0.00111
0.00179
-0.00233

Delta PPM

-0.682
-0.386
-0.278
-0.183
-0.343

0.105

0.254
0.0871
0.159
-0.251
0.165
0.0973
-0.164
0.276
-0.118
0.0711
0.166
0.196
-0.128
0.0261
-0.406

0.00385
0.111
-0.117
-0.222
0.334
14
0.0397
0.357
0.169
.00928

0.35
0.217
0.18
0.341
-0.535
0.552
0.896

1099

1190

285
1108

491
49

152
679
348

356
264
368

143
294

217
412
170
356
856

264
191

368
186
143
294

505
310

357
1115

1197
833
297
1123
174
103
629



1P100956025 HCG1996054, isoform CRA_d AYDHLFK
1P100429190 CDNA FLI1136, highly similar to Ras-related protein Rab-11A DDEYDYLFK
1P100908623 CDNA FLI54203, highly similar to Aspartate aminotransferase, mitochondrial  NLDKEYLPIGGLAEFCK

Ras GTF protein IQGAPL LQQTYAALNSK
1P100410067 Isoform 1 of Zinc finger CCCH-type antiviral protein 1 KGTGLLSSDYR
1P100827631 Flotillin 1 VSAQYLSEIEMAK
1P100296157 Isoform 1 of All-trans-retinol 13,14-reductase GSDYETFK
K650E-FGFR3-Myr(+)-shN2
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVVYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGtyGWWYK
1PI00955014 cyclin-dependent kinase 1 isoform 1 IEKIGEGtyGVVYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IEKIGEGTYGVVYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVVYKGR
1P100013174 Isoform 1 of RNA-binding protein 14 LAELSDYR
1P100013174 Isoform 1 of RNA-binding protein 14 SSLDYR
1PI00013174 Tsoform 1 of RNA-binding protein 14 LAELSDYRR
1P100152906 Histone H2B type 1-D ESYSVYVyK
1P100152906 Histone H2B type 1-D KESYSVYVyK
1PI00941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 4 GyHIIMVEGR
1P100941201 Isoform 1 of Pep cis-trans isomerase i ing 4
1P100000000 FGFR3 Mutant DVHNLDYYK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGR
1PI00010740 Tsoform Long of Splicing factor, proline- and glutamine-rich FAQHGTFEYEYSQR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R STAYEDYYYHPPPR
1P100216190 Isoform 2 of Glycogen synthase Kinase-3 beta GEPNVSYICSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDVYLSPR
1PI00515061 Histone H2B type 1-] KESYSIyVYK
1PI00515061 Histone H2B type 1-1 ESYSIYVYK
1P100909232 CDNA FLI53542, highly similar to Heterogeneous nuclear ribonucleoproteins C ~ MySYPAR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL SSGPYGGGGQYFAKPR
1P100301503 Tsoform 1 of Transformer-2 protein homolog beta RPHIPTPGIYMGRPTYGSSR
1P100844578 ATP-dependent RNA helicase A GANLKDYySR
1P100604620 Nucleolin SISLYYTGEK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M GGNRFEPYANPTKR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 SHEGETAYIR

nuclear U-like protein 2 NYYGYQGYR

1P100220717 Isoform 3 of Putative RNA-binding protein 15 ERDYPFYER
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit & DRHDDyYR
1P100012998 Tsoform 1 of Cleavage and polyadenylation specificity factor subunit 6 GAAPNVVYTYTGKR
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ GFGFVYFQNHDAADK
1P100916600 Uncharacterized protein VFDKDGNGYISAAELR
1PI00418471 Vimentin SLYASSPGGVYATR
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA h HRLDLGEDYPSGK
1PI00006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GYCYVEFK
1PI00006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GYCYVEFKEEK
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4 KPHIyYGSLEEK
1P100784295 Tsoform 1 of Heat shock protein HSP 90-alpha HIyYITGETK
1P101013815 CDNA FLI54736, highly similar to Scaffold attachment factor B DDAYWPEAK
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 VPLSAYER
1P100304925 Heat shock 70 kDa protein 1A/18 TTPSYVAFTDTER
1P100014344 Isoform Long of Dual specificity tyrosine-phosphorylation-regulated kinase 1A IYQyIQSR
1P100798302 CDNA FLI59405, highly similar to Eukaryotic translation initiation factor 48 ARPATDSFDDYPPR
1P100922484 CDNA, FL179376, highly similar to Protein G10 homolog QGYENLcclR
1P100922484 CDNA, FLI79376, highly similar to Protein G10 homolog KQGYENLCCLR
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa GYAFIEYEHER
1P100183500 Isoform 1 of Nuclear cap-binding protein subunit 2 SDSYVELSQYR
1P100477686 General transcription factor IIF subunit 2 AECRPAASENYMR
1P100477686 General transcription factor IIF subunit 2 HQYYNLK
1P100397358 Ribosomal protein 527 LVQSPNSYFMDVK
1P100979518 Uncharacterized protein HELQANCYEEVKDR
1P100908896 Uncharacterized protein DLNycFSGMSDHR
1PI00643041 GTP-binding nuclear protein Ran NLQYYDISAK
1P100909378 CDNA FLI59219, highly similar to Poly(A)-binding protein 1 IVATKPLYVALAQR
1P100023343 Isoform 1 of Disks large homolog 3 RDNEVDGQDYHFVVSR
1P100023343 Isoform 1 of Disks large homolog 3 DNEVDGQDYHFVWSR
1P100472724 Putative elongation factor 1-alpha-like 3 STTTGHLIYK
1P100220918 Isoform 2 of DNA (cytosine-5)-methyltransferase 1 KYSDYIK
1P100021634 Kinesin light chain 2 AEEVEYYYRR
1P100021634 Kinesin light chain 2 AEEVEYYYR
1P100453473 Histone H4 ISGLIYEETR
1P100784090 T-complex protein 1 subunit theta HFSGLEEAVYR
1P100015838 Cell growth-regulating nucleolar protein VLAQyYTVTDEHHR
1P100183626 protein 1 isoform a GQPIYIQFSNHK
1P100008530 605 acidic ribosomal protein PO TIQLLDDYPK
1P100420014 Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase MTQNPNyYNLQGISHR
1P100219420 Structural maintenance of chromosomes protein 3 GALTGGYYDTR
1P100220740 Isoform 2 of Nucleophosmin ADKDYHFKVDNDENEHQLSLR
1P100797230 32 kDa protein ASGNYATVISHNPETK
1PI00007941 Protein HEXIM1 HWKPYYK
1P101014975 Talin 1 ALDYYMLR
1PI00908791 Uncharacterized protein QUVESAYEVIK
1P100894287 CDNA FLIS6889, moderately similar to Vigilin MDYVEINIDHK
1P100854834 echinoderm microtubule-associated protein-iike 4 isoform b DVIINQEGEYIK
1P100302302 Isoform 2 of Homeodomain-interacting protein kinase 1 AVCSTYLQSR
1P100219875 Isoform 2ABC of Catenin delta-1 HYEDGYPGGSDNyGSLSR
1P100219875 Isoform 2ABC of Catenin delta-1 SLDNNySTPNER
1P100219875 Isoform 2ABC of Catenin delta-1 LNGPQDHSHLLYSTIPR
1P100290142 CTP synthase 1 KLYGDADYLEER
1P100783594 Isoform 3 of RNA-binding protein with serine-rich domain 1 GYAYVEFENPDEAEK
1PI00006482 Isoform Long of Sodium/potassium-transporting ATPase subunit alpha-1 GIVVYTGDR
1P100644488 guanylate kinase isoform a NPRPGEENGKDYYFVTR
1P100418169 Isoform 2 of Annexin A2 LSLEGDHSTPPSAYGSVK
1P100418169 Isoform 2 of Annexin A2 SLyYYIQQDTK
1P100003479 Mitogen-activated protein kinase 1 VADPDHDHTGFLtEYVATR
1PI00247583 60S ribosomal protein L21 HGVVPLATYMR
1P100166845 Isoform 3 of Tyrosine-protein kinase Fyn LIEDNEYTAR
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2.266
1.807
2.09
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3.164
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2.158
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3.238
1.873
2.614
2.116
1917

487.2133176
644.2451779
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638.8004758
774.8549802
513.695068

633.2946164
673.2785641
858.3887936
818.4057614
493.5732112
5237318112
410.6657407
401.5238033
609.2605588
673.3081662
473.2163082
467.8848262
416.1767879
586.2853999
476.9602046
614.9215694
613.5856929
681.2813107
465.2101437
680.3156735
616.2686154
484.191528

570.2545162
578.5258174
633.7799679
620.7795407
562.9296871
414.8434749
632.2457272
452.1873775
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526.255859

599.2543941
612.2843013
754.8429562
522.903442

573.2230221
511.2113033
515.245483

652.8003537
587.7265011
507.7371213
784.3377682
575.7687985
563.2425533
696.7759396
507.5516964
498.5415035
713.7986447
545.5535884
523.2290036
804.3628537
624.2644649
561.2097774
647.7902829
5416390987
672.625671

620.5916744
600.787048

498.7258603
486.5414425
651.2584836
630.7982175
694.3062741
604.6090694
504.5735469
649.3267819
672.6312252
627.264404

664.0476069
590.2687374
551.2496945
562.7468259
672.8273923
486.2111202
750.8539426
632.7736813
685.2693477
745.3016965
676.662231

776.3403928
920.8709103
5302478635
707.9847408
642.2950435
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0.000284
0.000104
-0.000947
-0.00024
-0.0009
0.00000876
0.0000845

-0.000619
0.000945
-0.000296
-0.0000287
-0.000643
-0.000229
-0.00057
-0.00137
0.000266
0.000481
-0.000767
-0.000298
0.0000872
-0.000302
-0.000783
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-0.0013
-0.0013
-0.000964
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0.000679
0.000404
-0.000728
-0.00113
0.0000843
0.00093
-0.00202
-0.000852
0.000103
-0.000444
-0.00115
-0.0006
-0.000694
-0.000573
-0.000539
-0.000951
0.000327
0.000168
0.000872
-0.0000442
-0.000749
0.000291
-0.000515
-0.0000545
0.0000833
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0.000182
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0.000338
-0.000477
-0.000644
-0.000244
-0.00185
-0.00041
0.000614
-0.00198
0.0000363
-0.000853
-0.000455
-0.000531
-0.00145
0.000116
0.000783
-0.00000335
-0.000268
0.0000643
0.000912
-0.0019
0.000456
-0.00167
-0.000164
-0.000763
0.0006
0.00173
-0.000816
0.00113
-0.000154
-0.000633
-0.000459
0.000416
-0.000466
0.00207
0.000175
-0.00105
-0.000046
0.000614
0.000875
-0.000244
-0.000111
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-0.463
-0.182
-0.705

0.00566

0.0824
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1P100166845 Isoform 3 of Tyrosine-protein kinase Fyn GAYSLSIR
1PI00166845 Isoform 3 of Tyrosine-protein kinase Fyn KLDNGGYYITTR
1PI00221141 Isoform CSBP1 of Mitogen-activated protein kinase 14 HTDDEMTGYVATR
1P100644618 Isoform 4 of Myelin protein zero-like protein 1 SESWVyADIR
ptor ty! p kinase TYK2 LLAQAEGEPCYIR
1P100300060 WD repeat-containing protein 70 AAEDSPyWVSPAYSK
1P100464978 Insulin receptor substrate 2 insertion mutant (Fragment) SDDyMPMSPASVSAPK
1P100985363 Conserved hypothetical protein IVYLYTK
1P100298347 Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11 IQNTGDYYDLYGGEK
1P100026089 Splicing factor 38 subunit 1 IYNDDKNTYIR
1PI00012795 Eukaryotic translation initiation factor 3 subunit T SYSSGGEDGYVR
1P100011676 Neural Wiskott-Aldrich syndrome protein VIYDFIEK
1P100554788 Keratin, type I cytoskeletal 18 STFSTNYR
1P100163608 Isoform 5 of Partitioning defective 3 homolog ERDYAEIQDFHR
1P100976263 Protein LCDFGSASHVADNDITPYLVSR
1P100718985 Tsoform 2 of Glucocorticoid receptor DNA-binding factor 1 NEEENIySVPHDSTQGK
1P100377011 ubiquitin-conjugating enzyme E2 E1 isoform 2 GDNIYEWR
1P100140420 Staphylococcal nuclease domain-containing protein 1 IWRDYVAPTANLDQK
1PI00022521 Isoform 2 of Dual specificity tyrosine-phosphorylation-regulated kinase 2 VYTYIQSR
1P100975721 Uncharacterized protein DYEVDGRDYHFVTSR
1P100975721 Uncharacterized protein RDYEVDGRDYHFVTSR
1P100023974 Pituitary tumor-transforming gene 1 protein-interacting protein YGLFKEENPYAR
1P100023974 Pituitary tumor-transforming gene 1 protein-interacting protein KYGLFKEENPYAR
1P100099522 Tsoform 1 of Homeodomain-interacting protein kinase 3 TVCSTYLQSR
1P100011609 Isoform 11 of Ubiquitin-protein ligase E3A DVTyLTEEK
or leukemia EYFTFPASK
1PI00022143 Isoform 1 of Extended synaptotagmin-1 HLSPYATLTVGDSSHK
1P100910417 Ribosomal protein L15 QGYVIYR
1P100174976 Isoform 1 of MAGUK pS5 subfamily member 5 DQEVAGRDYHFVSR
1P100032003 Emerin DSAYQSITHYRPVSASR
1P100218697 Isoform 2 of Protein 4.1 ERLDGENIYIR
1PI00956025 HCG1996054, isoform CRA_d AYDHLFK
1P100015973 Band 4.1-like protein 2 VEGDNIyVR
1P100784414 Isoform 1 of Signal transducer and activator of transcription 3 YCRPESQEHPEADPGSAAPYLK
1P100429190 CDNA FLI61136, highly similar to Ras-related protein Rab-11A DDEYDYLFK
Ras GTF protein IQGAPL LQQTYAALNSK
1P100739386 Tyrosine-protein kinase Sgk223 EATQPEPIYAESTKR
1P100790414 10 kDa protein TYDYLFK
1P100397519 Isoform 2 of Clathrin interactor 1 NKDKYVGVSSDSVGGFR
1P100220325 Isoform Short of Insulin receptor DIYETDYYR
K650E-FGFR3-Myr(-)-shCON
1P100955014 cyclin-dependent kinase 1 isoform 1 TEKIGEGtyGVVYK
1PI00955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVWYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGtyGVVYK
1P100955014 cyclin-dependent kinase 1 isoform 1 TEKIGEGTYGWWYK
1P100013174 Isoform 1 of RNA-binding protein 14 YSGSYNDyLR
1P100013174 Isoform 1 of RNA-binding protein 14 LAELSDYRR
1PI00013174 Tsoform 1 of RNA-binding protein 14 RLAELSDYRR
1P100013174 Isoform 1 of RNA-binding protein 14 LAELSDYR
1P100013174 Isoform 1 of RNA-binding protein 14 SSLOYR
1PI00013174 Isoform 1 of RNA-binding protein 14 RLPDAHSDYAR
1P100152906 Histone H2B type 1-D KESYSVYVYK
1P100152906 Histone H2B type 1-D ESYSVYVyK
1PI00941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase a
1P100941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 94 GyHIIMVEGR
1PI00941201 Tsoform 1 of Peptidyl-prolyl cis-trans isomerase 4 TKFGYHIIMVEGR
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGR
1P100000000 FGFR3 Mutant DVHNLDYYK
1PI00000000 FGFR3 Mutant DLVSCAYQUAR
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGR
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich FAQHGTFEYEYSQR
1PI00010740 Tsoform Long of Splicing factor, proline- and glutamine-rich QHHPPYHQQHHQGPPPGGPGGR
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich DKLESEMEDAYHEHQANLLR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R STAYEDYYYHPPPR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R LKDYAFVHFEDR
1P100216190 Isoform 2 of Glycogen synthase kinase-3 beta GEPNVSYICSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDVYLSPR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD!
1P100939558 CDNA FLI38696 fis, clone highly similar to NLYDDySSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD SSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUSDLYSSGR
1PI00515061 Histone H2B type 1-] KESYSIyVYK
1PI00515061 Histone H2B type 1-] ESYSIyVYK
1P100909232 CDNA FLI53542, highly similar to Heterogeneous nuclear ribonucleoproteins C ~ MySYPAR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL SSGPYGGGGQYFAKPR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL NQGGYGGSSSSSSYGSGR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta RPHEPTPGIYMGRPTYGSSR
1P100301503 Tsoform 1 of Transformer-2 protein homolog beta AAQDRDQIYR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta GYDDRDYYSR
1P100844578 ATP-dependent RNA helicase A GANLKDYYSR
1PI00844578 ATP-dependent RNA helicase A DFVNyLVR
1P100844578 ATP-dependent RNA helicase A NFLYAWCGK
1PI00604620 Nucleolin NLPYKVTQDELK
1PI00604620 Nucleolin SISLYYTGEKGQNQDYR
1P100604620 Nucleolin SISLYYTGEK
1PI00604620 Nucleolin GIAYIEFK
1P100604620 Nucleolin KFGyVDFESAEDLEK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M FEPYANPTKR
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M DKFNECGHVLYADIK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M GGNRFEPYANPTK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M GGNRFEPYANPTKR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 KEDMTyAVR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DGYDYDGYR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DGYDYDGYRLR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 SHEGETAYIR

58.42
60.18
2098
112.12
1000
60.18
45.93
123.88
30.97
24.95
117.08
1000
60.18
1000
55.24
27.96
1000
128.78
3097
91.31
1159
187.3
277.04
3097
30.97
74.96
24.95
79.9
4118
53.49
1000
1000
1000
37.67
54.16
30.97
37.77
27.96

130.6

87.07, 74.47
3097
120.71, 102.46
27.96
88.93
50.64
53.49
60.18
112.12
41.47
232
60.18
1000
1,000.00, 1,000.00
80.55
7057
58.42
79.9
91.31, 69.51
106.06, 91.77
262
117.47
1000
149.03
0

1000
30.97
86.89
61.94
30.97
16.25
30.97
53.49
54.16
58.42
216.75
105.08
202
1000
55.92
2098
1000
1000
64.24
27.96
30.97
1000
129.43
63.52
1000
79.3
184.04

116.83
50.19
102.11

1918
1.998
3.005
2.442
2578
2131
171

2,008
2.654
2.545
2532
1.746
1.969
3.303
6.084
2.422
1.843
2.427
1.651
2.966
3.768
1.978
3121
1.797
1.911
1.684
3.029
157

2375
1733
2.567
1.86

215

2.009
2232
1.836
1.93

2.305
2.567
1.767

2578
2132
2.927
2.387
2.288
1.932
1.604
2.088
1.811
3.318
1778
2.623
3.986
1814
2,926
4177
3.272
1.709
2.474
2.465
6.961
4.05
2,03
3.514
3.796
2.905
2172
1.622
1751
1.811
2,015
1573
2333
2.061
2.191
4.758
3.259
3.599
135
2172
2.018
1.793
1.942
1.508
1.983
1577
1.457
3.026
1.154
2.896
2.267
3.354
2.082
2411
0.8733
2.677

473.7240292
494.2330013
788.311279

6097744748
800.3657223
875.8729855
881.8580319
490.2491147
908.3780514.
498.8927608
678.7596432
553.762634

528.2138058
553.5708004
839.7092281
676.2850948
566.7272336
623.9686275
555.255676

646.9390255
524.4818111
783.8528439
565.6032711
647.7792966
589.2553097
585.2503659
598.2807613
489.7266232
586.9249263
673.309753

486.5643306
487.2130734
5727560422
861.3732906
644.245361

658.8167721
600.6123043
515.2208859
632.2949825
659.2561642

5725946651
633.2943722
673.2774655
545.9392696
659.261047

601.7815549
453.5576473
523.731384

410.665527

460.8735958
673.3076169
609.2597653
467.8845516
473.2160335
544.2656856
635.6107784.
623.7604367
681.2999264
662.266296

606.2765498
586.2852778
614.9215694
621.5307612
627.7769771
613.5855098
540.5801387
681.2808224
465.2101132
629.2246091
536.6847531
500.5316463
482.6926877
453.8790889
616.2683102
484.1911313
5702543331
887.8366696
578.5252681
658.2932126
695.2588498
422.8549495
553.2581174
619.7572629
509.9200435
701.3121944
6207785641
5107436215
619.6035762
651.797363

630.2810054
5108959041
562.9298702
596.7572018
602.2031857
7367958371
621.7611691

NW N L NN W NN LWL WN W N NN LN R BN LN W W W N NN WGNNNNNNN W N

NN NN W W W N LN N W W NN L NN RN L NN WNWGNNNNWG® AR LA R W NN L WWWNNENNW NN N N W
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-0.000573
-0.000494
0.000398
-0.000772
0.00162
0.00121
-0.000222
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-0.000494
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-0.0000399
0.000225
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-0.00153
-0.00333
-0.00226
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1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENKYSR
1P100479217 Isoform Short of nuclear in U
1P100479217 Isoform Short of nuclear u
1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENK
nuclear U-like protein 2 YRDYYR
nuclear U-like protein 2 NyYGYQGYR
nuclear U-like protein 2 FYGRDYEYNR
nuclear U-like protein 2 AYYEFR
1P100220717 Isoform 3 of Putative RNA-binding protein 15 ERDYPFYER
1P100220717 Isoform 3 of Putative RNA-binding protein 15 IEAVYVSR
1P100017297 Matrin-3 TGFyck
1P100017297 Matrin-3 NTHCSSLPHYQK
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 GAAPNVVYTYTGKR
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 DRHDDyYR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha GYDRYEDYDYR
1P100012340 Serine/arginine-rich splicing factor 9 SHEGETSYIR
1P100012340 Serine/arginine-rich splicing factor 9 GSPHYFSPFRPY
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta KLIYFQLHR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta DCQLNAHKDHQYQFLEDAVR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta LIyFQLHR
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) RWYPEEYEFAPK
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) WYPEEYEFAPK
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) WYPEEYEFAPKK
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) RWYPEEYEFAPKK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ GFGFVYFQNHDAADK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ EDIySGGGGGGSR
1P100916600 Uncharacterized protein VFDKDGNGYISAAELR
nuclear ri K DyDDMSPR
nuclear K GGDLMAYDRR
1PI00418471 Vimentin FANYIDKVR
1PI00418471 Vimentin SLyASSPGGVYATR
1PI00418471 Vimentin SVSSSSYR
1P100418471 Vimentin HLREYQDLLNVK
1PI00418471 Vimentin TYSLGSALRPSTSR
1PI00418471 Vimentin SVSSSSYRR
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA h HRLDLGEDYPSGK
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hLDLGEDYPSGK
1P100031812 Nuclease-sensitive element-binding protein 1 NGYGFINR
1P100031812 Nuclease-sensitive element-binding protein 1 RNFNYR
1PI00006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GYCYVEFKEEK
1P100006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GycYVERK
1P100418313 interleukin enhancer-binding factor 3 isoform d NADHSMNYQYR
1PI00376317 Isoform 1 of Enhancer of mRNA-decapping protein 4 SLAFHRPPYHLLQQR
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4. KPHIyYGSLEEKER
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4 KPHIYYGSLEEK
1P100414676 Heat shock protein HSP 90-beta EDQTEYLEER
1P100414676 Heat shock protein HSP 90-beta DNSTMGYMMAK
1P100784295 Tsoform 1 of Heat shock protein HSP 90-alpha HIyYITGETK
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 EQKVYYSYSQISHK
1PI00 3 DEAD (Asp- p) box polypeptide 46, isoform CRA_a LNyVPLEKQEEER
PI 3 DEAD (Asp- p) box polypeptide 46, isoform CRA_a AGNKGYAYTFITEDQAR
DEAD box polypeptide 46, isoform CRA_a LNyVPLEK
1PI01013815 CDNA FLIS4736, highly similar to Scaffold attachment factor B CYGFVTMSTAEEATK
1P101013815 CDNA FLI54736, highly similar to Scaffold attachment factor B DDAYWPEAK
1P100013830 SNW domain-containing protein 1 LAPAQYIR
1P100013830 SNW domain-containing protein 1 LAEALYIADRK
1P100013830 SNW domain-containing protein 1 AADKLAPAQyIR
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 VPLSAYER
1P100304925 Heat shock 70 kDa protein 1A/18 TTPSYVAFTDTER
1P100304925 Heat shock 70 kDa protein 1A/18 MVQEAEKYKAEDEVQR
1PI00014344 Isoform Long of Dual specificity tyrosine-phosphorylation-regulated kinase 1A IYQYIQSR
1PI00014344 Isoform Long of Dual specificity ty phosphory kinase 1A KV DYIVK
1PI00644386 Uncharacterized protein AWEEYYKK
1P100798302 CDNA FLI59405, highly similar to Eukaryotic translation initiation factor 48 ARPATDSFDDYPPR
1P100889791 CDNA FLI31224 fis, clone KIDNE2004305, highly similar to ATP-dependent DNA |ELVyPPDYNPEGK
1P100922484 CDNA, FLI79376, highly similar to Protein G10 homolog QGYENLcclR
1P100922484 CDNA, FL179376, highly similar to Protein G10 homolog KQGYENLCCLR
1P100955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KRPPGYYSYLK
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 RPPGYYSYLK
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KKRPPGYYSYLK
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa GYAFIEYEHER
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa HHNQPYCGIAPYIR
1P100183500 Isoform 1 of Nuclear cap-binding protein subunit 2 SDSYVELSQYR
1P100477686 General transcription factor IIF subunit 2 HQYYNLK
1P100477686 General transcription factor IIF subunit 2 AECRPAASENYMR
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 NyYEQWGK
1P100397358 Ribosomal protein 527 LVQSPNSYFMDVK
1P100397358 Ribosomal protein 527 LVQSPNSYFMDVK
1P100397358 Ribosomal protein 527 RLVQSPNSYFMDVK
IPI00056880 Zinc finger protein 787 RAPAPKPYVCLECGK
1P100056880 Zinc finger protein 787 IHTGEKPYACLECGKR
1P100056880 Zinc finger protein 787 THTGEKPYACLECGK
1P100005978 Serine/arginine-rich splicing factor 2 VGDVyIPR
1P100784224 Similar to Zinc finger RNA-binding protein HATIYPTEEELQAVQK
1P100979518 Uncharacterized protein HELQANCYEEVKDR
1P100979518 Uncharacterized protein LTGIKHELQANCYEEVKDR
1P100220381 Isoform 2 of Transcription factor 20 QINLTDYPIPR
1P100220381 Isoform 2 of Transcription factor 20 SFYPYIHVVNK
p plicing factor 8 ETGYTYILPK
P plicing factor 8 HLIYYR
p plicing factor 8 ANPALYVLR
p plicing factor 8 TNHIyVSSDDIK
1PI00908896 Uncharacterized protein DLNycFSGMSDHR
1P100939124 Uncharacterized protein IFVGGIKEDTEEYNLR
1PI00643041 GTP-binding nuclear protein Ran KNLQyYDISAK
1PI00643041 GTP-binding nuclear protein Ran NLQYYDISAK
1P100909378 CDNA FLI59219, highly similar to Poly(A)-binding protein 1 IVATKPLYVALAQR
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1.867
3.419
1721
2.543
3.446
3.527
1.761
2.685
3.863
4.115
3.374
1.962
2,973
2131
3.079
3.161
3.505
2.365
3.533
2871
2.493
3.806
3.479
4133
3.016
1.58

1.946
2,051
1.794
2.379
2741
2.939
1.985
1.974
1345

593.7551265
593.25415
686.2794186
655.938293
508.205383
632.2457883
488.1976314
464.6838681
677.7768552
508.7445981
428.1591183
517.8854976
526.2556758
407.1557003
532.1998287
629.7587887
512.2221675
433.2323909
642.5341182
585.2972409
565.5799556
769.8158566
556.2443233
608.2781368
599.2530513
646.2513425
917.9220578
539.681091
617.2576901
402.5286556
754.8424069
476.6920163
536.6020504
525.9224849
554.7426755
522.9030147
637.2709347
510.7185055
475.2057797
511.210815
573.222778
493.5223384
486.5004573
457.9710994
515.2451168
696.2719113
664.740112
652.7996823
613.9478756
576.2734371
662.2983394
528.2622678
887.8574826
587.726196
506.2549435
671.8413693
466.2374263
507.7367551
784.3365475
678.3065181
575.767822
726.9672847
598.7550046
563.2419429
800.8499142
696.7753293
507.5513301
484.5745235
662.3105466
527.2725216
498.5412288
602.603149
7137982175
523.2290036
5455533443
584.2286374
8043623044
812.3593136
588.6111446
609.2874141
500.4790645
614.9355465
499.7391965
646.3065792
624.264587
596.5330195
705.344299
7238444211
632.7968747
472.7232053
548.781738
491.2207943
561.2093502
654.9782711
474.8934017
647.7900998
811.9549557
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-0.0015
-0.000627
-0.0000143
-0.0029
-0.000886
0.000225
-0.00198
-0.000615
-0.00104
-0.000355
-0.00088
-0.000749
-0.00115
-0.00198
-0.00139
-0.000774
-0.00117
-0.000804
-0.00109
-0.00067
-0.00141
-0.000638
-0.00221
-0.00187
-0.00472
-0.000967
-0.00154
-0.00107
-0.00137
-0.00171
-0.00164
-0.00132
-0.00433
-0.00142
-0.0011
-0.00223
-0.00158
-0.00124
-0.000692
-0.0013
-0.000161
-0.000961
-0.00227
-0.0027
-0.000226
-0.000929
-0.000328
-0.00139
-0.00385
-0.000765
-0.00136
-0.00122
0.000148
-0.00136
-0.000864
-0.00241
-0.0025
-0.000441
-0.00296
-0.00132
-0.00201
-0.00492
-0.000742
-0.00175
-0.00182
-0.00142
-0.000917
-0.00101
-0.000658
-0.00201
-0.00219
-0.000995
-0.000517
-0.000644
-0.00121
-0.00178
-0.00134
-0.00224
-0.00144
-0.00306
-0.000574
-0.00127
-0.000759
-0.00184
-0.00148
-0.00339
-0.00245
-0.00121
-0.000902
-0.000941
0.0000244
-0.000394
-0.00169
-0.00246
-0.00257
0.000248
-0.00154

-1.52
-0.835
-1.38
-0.818
-1.68

-0.688

-0.949
-0.792
-1.42

-1.74

-0.836

-0.996
0.0222
-0.268
-1.01
-1.25

-1.81

0.192

115

1630
2099
610
1736
2087
263
128
142
143

249
249
246
246
716

710
218

181
221
374
250
374
189

921
729
916
212

178
297
178
2392

212
212
212
155
46

21

200
126
46

100

2108
615
1744
2008
275

152
152
338



1PI00790636
1PI00790636
1P100395337
1PI00029081
1PI00029081
1PI00029081
1PI00023343
1P100472724
1PI00472724
1PI00916818
1PI00916818
1P100220918
1P100220918
1P100220918
1PI00021417
1PI00021634
1PI00021634
1PI00453473
1P100784090
1PI00015838
1PI00028122
1P100793920
1PI00183626
1PI00008530
1PI00018140
1PI00018140
1P100420014
1PI00219420
1P100219420
1PI00479209
1PI00479209
1P100220740
1PI00917575
1PI00917575
1PI00917575
1PI00797230
1PI00007941
1P101014975
1PI01014975
1P100908791
1PI00908791
1PI00922360
1P100922360
1PI00026215
1PI00894287
1PI00181728
1PI00181728
1PI00854834
1PI00854834
1PI00019046
1PI00019046
1PI00303402
1PI00017617
1PI00017617
1PI00307733
1P100790342
1PI00031801
1PI00186290
1PI00186290
1PI00465248
1PI00302302
1P100294794
1PI00010204
1PI00925601
1PI00925601
1PI00925601
1P100219875
1PI00219875
1PI00216659
1P100290142
1PI00290142
1PI00550191
1PI00977430
1PI00783594
1P100221012
1PI00006482
1PI00237671
1P101011344
1PI01011344
1PI00644488
1PI00923436
1PI00923436
1PI00418169
1PI00418169
1PI00003479
1PI00807491
1PI00021320
1PI00910664
1PI00060715
1PI00060715
1PI00853115
1PI00376215
1PI00376215
1P100247583
1PI00908463
1P100328987
1PI00166845

HLA-B associated transcript 1
HLA-B assoclated transcript 1

Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1
Isoform Alpha of DNA ligase 3

Isoform Alpha of DNA ligase 3

Isoform Alpha of DNA ligase 3

Isoform 1 of Disks large homolog 3

Putative elongation factor 1-alpha-iike 3

Putative elongation factor 1-alpha-like 3
Phosphoglycerate kinase

Phosphoglycerate kinase

Isoform 2 of DNA (cytosine-5)-methyltransferase 1
Isoform 2 of DNA (cytosine-5)-methyltransferase 1
Isoform 2 of DNA (cytosine-5)-methyltransferase 1
U4/U6.US tri-snRNP-associated protein 1

Kinesin light chain 2

Kinesin light chain 2

Histone H4

T-complex protein 1 subunit theta

Cell growth-regulating nucleolar protein

Isoform 1 of PC4 and SFRS1-interacting protein

CDV3 homolog (Mouse), isoform CRA_a

polypyrimidine tract-binding protein 1 isoform a

605 acidic ribosomal protein PO

Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase
Structural maintenance of chromosomes protein 3

Structural maintenance of chromosomes protein 3

GSYVSIHSSGFR
LTLHGLQQYYVK
QWDyYAR
VNKIyYPDFIVPDPK
IyYPDFIVPDPK
VNKIyYPDFIVPDPKK
RDNEVDGQDYHFVVSR
STTTGHLIYK
EHALLAYTLGVK
KELNyFAK

ELNYFAK
KEPVDEDLYPEHYR
KYSDYIK

YSDyIK
TPYIVLSGSGK
AEEVEYYYR
AEEVEYYYRR
ISGLIYEETR
HFSGLEEAVYR
VLAQyYTVTDEHHR
MKGYPHWPAR
LQLDNQYAVLENQK
GQPIYIQFSNHK
TIQLLDDYPK
KLKDYAFIHFDER
LKDYAFIHFDER
MTQNPNyYNLQGISHR
LHTLEEEKEELAQYQK
GALTGGYYDTR

CDNA FLI54590, highly similar to KH domain-containing, RNA-binding, signaltrar GAYREHPYGRY

DLFSHK

cDNA FLI54590, highly similar to KH i 9,

Isoform 2 of Nucleophosmin

CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial
CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial

CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial

32 kDa protein
Protein HEXIM1

Talin 1

Talin 1

Uncharacterized protein

Uncharacterized protein

ADKDYHFKVDNDENEHQLSLR
CEFQDAYVLLSEKK
CEFQDAYVLLSEK
GYISPYFINTSK
ASGNyATVISHNPETK
HWKPyYK

ALDYYMLR

ALDyYmLR

QUVESAYEVIK

DQLIYNLLK

cDNA FLI54488, highly similar to Eukaryotic translation initiation factor 3 subuni KNEGyMR

CDNA FLI54488, highly similar to Eukaryotic translation initiation factor 3 subuni QGTYGGYFR

Flap endonuclease 1
CDNA FLIS6889, moderately similar to Vigilin

Ribosome biogenesis protein BRX1 homolog

Ribosome biogenesis protein BRX1 homolog

echinoderm microtubule-associated protein-iike 4 isoform b
echinoderm microtubule-associated protein-like 4 isoform b
Isoform 1 of Pre-mRNA-splicing factor RBM22

Isoform 1 of Pre-mRNA-splicing factor RBM22
Phosphorylated adapter RNA export protein

Probable ATP-dependent RNA helicase DDX5

Probable ATP-dependent RNA helicase DDX5

Isoform 1 of Histone-lysine N-methyltransferase SETD2
60S ribosomal protein L6

Isoform 1 of DNA-binding protein A

Elongation factor 2

Elongation factor 2

Isoform alpha-enolase of Alpha-enolase

Isoform 2 of Homeodomain-interacting protein kinase 1
RRP12-like protein isoform 2

Serine/arginine-rich splicing factor 3

Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Isoform 2ABC of Catenin delta-1

Isoform 2ABC of Catenin delta-1

Isoform 2 of RNA-binding protein 8A

CTP synthase 1

CTP synthase 1

Uncharacterized protein C90rf78

CDNA, FL179286, highly similar to T-complex protein 1 subunit gamma

Isoform 3 of RNA-binding protein with serine-rich domain 1

Isoform 1 of Probable ubiquitin carboxyl-terminal hydrolase FAF-X

Isoform Long of Sodium/potassium-transporting ATPase subunit alpha-1

Neurofilament light polypeptide
37 kDa protein

37 kDa protein

guanylate kinase isoform a

Isoform 4 of Nuclear receptor corepressor 2

Isoform 4 of Nuclear receptor corepressor 2

Isoform 2 of Annexin A2

Isoform 2 of Annexin A2

Mitogen-activated protein kinase 1

Isoform 2 of General transcription factor 3C polypeptide 1

7SK SnRNA methylphosphate capping enzyme

CDNA FLI52148, highly similar to Apoptosis inhibitor 5

BTB/POZ domain-containing protein KCTD12

BTB/POZ domain-containing protein KCTD12

NEFM protein

Isoform 2 of DNA-dependent protein kinase catalytic subunit
Isoform 2 of DNA-dependent protein kinase catalytic subunit

605 ribosomal protein L21

CDNA FLI54451, highly similar to Stress-induced-phosphoprotein 1
Bystin

Isoform 3 of Tyrosine-protein kinase Fyn

RLDPNKyPVPENWLHK
MDYVEINIDHK
KQDLYMWLSNSPHGPSAK
KKQDLYMWLSNSPHGPSAK
DVIINQEGEYIK
HKDVIINQEGEYIK
TTPYYKR
SDVNKEYYTQNMER
QSETYNyLLAK
STCIYGGAPK

GySSLLK

IVYYHVITR
SVFALTNGIYPHK
RPYNYR

EDLYLKPIQR
KEDLYLKPIQR
IGAEVYHNLK
AVCSTYLQSR
GRPDPYAYIPLNR
AFGYYGPLR
VVACNLYPFVK
LAGDKANyWWLR
ANYWWLR
SLDNNySTPNER
LNGPQDHSHLLYSTIPR
MREDYDSVEQDGDEPGPQR
LYGDADYLEER
KLYGDADYLEER
ATDDYHYEK
KIGDEYFTFITDCKDPK
GYAYVEFENPDEAEK
FNDYFEFPR
GIVVYTGDR
SAYSSYSAPVSSSLSVR
DSYVGDEAQSKR
IWHHTFYNELR
NPRPGEENGKDYYFVTR
SAVYPLLYR

NFYFNYK
SLYYYIQQDTK
LSLEGDHSTPPSAYGSVK
VADPDHDHTGFLIEYVATR
GYYSPGIVSTR
KFQYGNycK
YSSNLGNFNYER
EAEYFELPELVRR
EAEYFELPELVR

FAGYIEK

SYVAWDR

NWyPR

HGVVPLATYMR
LAYINPDLALEEK
GTGEAEEEYVGPR
LIEDNEYTAR

48.15
27.96
3097
30.97
61.94
232
228.66
153.88
27.96
1000
1000
75.44
74.96
49.89
48.15
3097
27.96
70.88
198.92
54.16
1000
1000
86.37
1000
1000
1000
77.86
205.08
262
93.15
196.79
323.42
133.51
75.44
53.49
79.35
48.87
30.97
24.95, 1,000.00
232
1000
1000
63.6
1000
1000
136.26
186.31
1000
1000
0
86.89
60.18
89.54
67.96
54.16
91.31
48.15
1000
1000
1000
30.97
11353
61.94
1000
1000
1000
3097
27.96
21.95
152.04
145.89
27.96
37.97
86.89
1000
30.97
30.97
77.86
79.35
40.66
70.16
124.16
58.42
24.95
56.46, 69.51
67.96
79.9
113.07
1000
1000
1000
27.96
1000
27.96
1000
140.51
24.95

2.826
2.486
1.608
1.971
2,637
2.787
5.003
2.708
2.187
2.627
1.785
2525
2,013
1.223
1.931
2.552
3.365
2.989
2.327
3.695
3.128
2.285
1.656
2.158
2.343
1.997
4.045
2.278
2711
1721
2.504
6.173
2311
2,07

1.784
3.647
2331
2.277
1.651
1.669
1.763
2.194
1.963
3.978
2.658
2.419
4.811
1.951
2.574
1.027
2335
2.443
1.652
1221
2.431
2.714
1.818
2.061
2.474
1.009
2.648
2,072
1717
2.418
2.264
1.788
1.59
2311
3.054
2.031
2.174
1.764
2.716
2.838
2.589
1.997
2.914
2.662
3.163
3722
2.003
1.669
2.24

3.284
2.366
2.283
1515
1.904
1.746
1.855
1332
2.057
1.252
3.432
2.905
1.852
1.952

459.5379634.
514.9290157
541.2102658
944.4681393
773.8654782
672.679565
672.6252437
600.7865597
465.5740963
546.7604977
482.7124936
623.9394527
498.7254025
434.6782223
601.2972409
651.2578122
486.5412288
630.797485
694.3051755
604.6084591
441.5337825
585.9489132
756.3555295
649.3259885
441.2142329
545.2520748
672.6307979
689.9928585
627.2633664
483.541534
611.59613
664.0475459
603.9427486
841.3628537
735.3396603
590.2678829
551.2494504
562.7464596
570.7433469
672.8261716
600.307922
489.1992795
564.7290036
522.2617183
728.8123166
713.6615596
567.5224605
750.8530881
589.2880855
504.7311398
619.5889278
705.3211056
567.2385251
424.2015683
436.5445247
509.5856014
474.7078244
452.2304073
494.9288631
408.5321346
632.7732541
537.9274288
562.252197
695.3358151
524.9172969
544.7390744
745.3005978
676.6625362
768.3016353
7122926633
776.3395383
611.2265011
719.6585689
920.8696896
657.7636716
530.2466428
914.4113156
478.8683773
5325765377
531.2402949
581.2890622
538.2183224
7513344113
642.2943721
768.6508175
640.2893674.
644.2649533
7723139645
577.610168
787.8607175
454.2016598
488.6998593
408.1653439
441.88092
784.8844601
737.2975461
652.2819211
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-0.00169
-0.000929
-0.00172
-0.00157
-0.000595
-0.00198
-0.00125
-0.00143
-0.00199
0.0000439
-0.000964
-0.00352
-0.00145
-0.000807
-0.00047
-0.00123
-0.00209
-0.000681
-0.0022
-0.0021
-0.00133
-0.000937
-0.00169
-0.000675
-0.00327
-0.00115
-0.00318
-0.0013
-0.00162
-0.00227
-0.00189
-0.00192
-0.000996
-0.000709
-0.000331
-0.00273
-0.00125
-0.000132
-0.00127
-0.000708
0.0000926
-0.000893
-0.00144
-0.00433
-0.00172
-0.0046
-0.00226
-0.000575
-0.00422
-0.00117
-0.00149
-0.00104
-0.00117
-0.00141
-0.001
0.000228
-0.0014
-0.00185
-0.00149
-0.00187
-0.00101
-0.00199
-0.00126
-0.000387
-0.000286
-0.0015
-0.00266
0.00133
-0.00347
-0.000925
-0.00218
-0.00145
-0.00194
-0.000372
-0.000108
-0.00227
-0.00152
-0.000845
-0.00206
-0.00192
-0.000627
-0.000107
-0.000729
-0.00206
-0.000956
-0.00152
-0.00131
-0.00162
-0.000672
-0.000817
-0.00123
-0.00103
-0.00126
-0.00142
-0.000431
-0.00276
-0.00121

1764

157

1812

1650

4006

251
134

381
381
1779
215

412

140
170
170
159
123
158
207

2413
286
336
449

193
356
1197

2238
657

a6
191
1660

326
128
127

888
4010



1P100166845 Isoform 3 of Tyrosine-protein kinase Fyn GAYSLSIR
1PI00221141 Isoform CSBP1 of Mitogen-activated protein kinase 14 HTDDEMTGYVATR
1P101011924 117 kDa protein KLYYQQLK
1P100413365 Isoform 1 of Zinc finger protein 318 MyYLR
1PI00798211 Uncharacterized protein LGEYEDVSR
1PI00644618 Isoform 4 of Myelin protein zero-like protein 1 SESWVyADIR
1P100022353 Non-receptor tyrosine-protein kinase TYK2 LLAQAEGEPCYIR
1PI00015912 Protein FAMS0B FSAHYDAVEAELK
1P100300060 WD repeat-containing protein 70 AAEDSPyWVSPAYSK
1PI00297211 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subf.QNLLSVGDYR
1PI00940851 ELAV-like protein 1 NVALLSQLYHSPAR
1P100013917 40 ribosomal protein S12 DVIEEYFK
1P100464978 Insulin receptor substrate 2 insertion mutant (Fragment) SDDyMPMSPASVSAPK
1P100464978 Insulin receptor substrate 2 insertion mutant (Fragment) APYTCGGDSDQYVLMSSPVGR
1P100985363 Conserved hypothetical protein IVYLYTK
1PI00909544 CDNA FLI52848, highly similar to ATP-dependent RNA helicase DDX3X SDYDGIGSR
1P100298347 Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11 GHEYTNIK
1P100298347 Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11 IQNTGDYYDLYGGEK
1PI00026089 Splicing factor 38 subunit 1 IYNDDKNTYIR
1P100032791 Ribonuclease P protein subunit p29 SVIYHALSQK
1P100216044 Isoform 1 of RNA-binding protein Raly VAGCSVHKGYAFVQYSNER
1P100025087 Isoform 1 of Cellular tumor antigen ps3 KKPLDGEYFTLQIR
1P100030275 Heat shock protein 75 kDa, mitochondrial NIyYLCAPNR
1P100221092 40S ribosomal protein S16 GGGHVAQIYAIR
1P100909921 CDNA FLI60146, highly similar to JmjC domain-containing histone demethylation YREDYIEPALYR
1P100910763 Uncharacterized protein DYSGYQR
1PI00003847 Zinc finger protein 324A KPTGVSVIyWER
1P100166500 E3 SUMO-protein ligase PIAS4 TPLAGPNIDYPVLYGK
1PI00641788 U1 small nuclear ribonucleoprotein C FYCDYCcDTYLTHDSPSVR
1PI00102661 TPX2, microtubule-associated, homolog (Xenopus laevis), isoform CRA_a NQEEYKEVNFTSELR
1P100456758 605 ribosomal protein L27a INFDKYHPGYFGK
1P101014521 CDNA FLIS6994, highly similar to Zinc finger protein 460 HQWIHTGEKPYVCIQEGK
1P100893431 CDNA FLI53410, highly similar to Eukaryotic translation initiation factor 3 subuni NGDyLCVK
1P101010755 CDNA FLI57326, highly similar to ATP-dependent RNA helicase DDX1 EKVWYHVCSSR
1PI01010755 CDNA FLI57326, highly similar to ATP-dependent RNA helicase DDX1 VWyHVESSR
1P100168859 myc-associated zinc finger protein isoform 2 GFTTAAYLR
1P100012795 Eukaryotic translation initiation factor 3 subunit I SYSSGGEDGYVR
1PI00011676 Neural Wiskott-Aldrich syndrome protein VIYDFIEK
1P100399170 Isoform 2 of Regulator of nonsense transcripts 1 TAYFTLPK
1P100893918 Valyl-RNA synthetase GDRIYHQLK
1P100893918 Valyl-tRNA synthetase IyHQLK
1P100893918 Valyl-tRNA synthetase LHEEGIIYR
1P100853433 Uncharacterized protein IMEYYEK
1P100000728 Isoform 1 of Ubiquitin carboxyl-terminal hydrolase 15 NSNycLPSYTAYK
1P100945276 Uncharacterized protein HNYYFINYR
1P100013654 Isoform 2 of Dynactin subunit 3 YLDPEYIDR
1P100642944 Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e IVGSKPLYVALAQR
1PI00554788 Keratin, type I cytoskeletal 18 STFSTNYR
1P100163608 Isoform 5 of Partitioning defective 3 homolog EGHMMDALYAQVK
1P100163608 Isoform 5 of Partitioning defective 3 homolog ERDYAEIQDFHR
1P100297900 Probable ATP-dependent RNA helicase DDX10 LSLKNPEYVWVHEK
1P100163084 Pre-mRNA-splicing factor SYF1 RAEYFDGSEPVQNR
1P100976263 Protein LCDFGSASHVADNDITPYLVSR
1P100008557 Insulin-like growth factor 2 MRNA-binding protein 1 SGYAFVDCPDEHWAMK
1P100008557 Insulin-like growth factor 2 MRNA-binding protein 1 SGYAFVDCPDEHWAMK
1P100177381 Pre-mRNA-splicing factor CWC22 homolog DRDYFDYSR
1P100465140 Transcriptional regulator Kaiso HDDHYELIVDGR
1P100026167 NHP2-like protein 1 LLDLVQQSCNYK
1PI00965354 Uncharacterized protein DVGLADRFEEYPK
1P100718985 Isoform 2 of Glucocorticoid receptor DNA-binding factor 1 NEEENIySVPHDSTQGK
1P100170786 WW domain-binding protein 11 LYEKENPDIYKELR

tRNA NSUN2 QLyMVSK

HRNA (cy! NSUN2 KLSSETYSQAK
1P100377011 ubiquitin-conjugating enzyme E2 E1 Isoform 2 GDNIYEWR
1P100646890 64 kDa protein SSDANYPAYYESWNR
1P101016009 CDNA FLIS1486 STSQLUNLQPDYINPR
1P100140420 Staphylococcal nuclease domain-containing protein 1 IWRDYVAPTANLDQK
1P100140420 Staphylococcal nuclease domain-containing protein 1 SEAVVEYVFSGSR
1PI00654603 Isoform 2 of Girdin DSNPYATLPR
1PI00607575 Retinoid X receptor, beta HYGVYSCEGCK
1P100022521 Isoform 2 of Dual specificity tyrosine-phosphorylation-regulated kinase 2 VYTYIQSR
IPI00164672 MRNA-decapping enzyme 1A SASPYHGFTIVNR
1P100006379 Nucleolar protein 58 YGLIYHASLVGQTSPK
1P100000874 Peroxiredoxin-1 SKEYFSK
1P100479186 Isoform M2 of Pyruvate kinase isozymes M1/M2 LNFSHGTHEYHAETIK
1P100479186 Isoform M2 of Pyruvate kinase isozymes M1/M2 GDYPLEAVR
1PI00300371 Isoform 1 of Splicing factor 3B subunit 3 HIANYISGIQTIGHR
1P101013558 CDNA FLIS6464, highly similar to Fetal Alzheimer antigen GNINNyFK
1P100975721 Uncharacterized protein RDYEVDGRDYHFVTSR
IPI00640632 ROD1 regulator of differentiation 1 SQPVYIQYSNHR
1P100176642 Serine/threonine-protein kinase 12 ENSyPWPYGR
1P100418240 nebulette isoform 2 KPYCNAHYPK
1P100176637 Eukaryotic translation initiation factor 2 subunit 2-like protein LyFLQCETCHSR
1P100513712 Isoform 2 of Zinc finger protein 598 RNEGVVGGEDYEEVDR
1P100985393 Protein TPQEYLR
1P100736859 Isoform 4 of Heterogeneous nuclear ribonucleoprotein U-like protein 1 QNQFYDTQUVIKQENESGYER
1P100411690 Isoform 2 of La-related protein 1 THFDYQFGYR
1P100922490 Tsoform 3 of Aryl receptor nuclear y QsK
1P100006800 Isoform Long of Autophagy protein 5 EAEPYYLLLPR
1P100099522 Isoform 1 of Homeodomain-interacting protein kinase 3 TVESTYLQSR
1PI00903344 CDNA FL140239 fis, clone TESTI2023436, highly similar to Peptidyl-prolyl cis-trar VyYFNHITNASQ)
1P100219217 L-lactate dehydrogenase B chain MVVESAYEVIK
1P100021828 Cystatin-B AKHDELTYF
1P100742900 mitogen-activated protein kinase 3 isoform 2 IADPEHDHTGFLTEYVATR
1P100930688 Tubulin alpha-18 chain LDHKFDLMyAK
1PI00014263 Tsoform Long of Eukaryotic translation initiation factor 4H AYSSFGGGR
1P100910194 CDNA FLIG0565, highly similar to Nuclear pore complex protein Nup153 SVYFKPSLTPSGEFR
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cell death protein

cDNA FLI45031 fis, clone BRAWH3018548, highly similar to Vinculin

DNDFIYHDRVPDLK
SFLDSGYR
QYFEQYSR

CDNA FLI51242, moderately similar to Eukaryotic translation initiation factor 2 s1GyIDLSK.

DNA FLI51242, moderately similar to Eukaryotic translation initiation factor 2 s1VDKEKGYIDLSK

Isoform 3 of Set1/Ash2 histone methyltransferase complex subunit ASH2

Isoform 2 of Regulation of nuclear pre-mRNA domain-containing protein 2

CDNA FLI52361, highly similar to T-complex protein 1 subunit epsilon

SSGEIVYCGQUFEK
TGLEDPERYLFVDR
EQIYDVYR

AWEDYYK
AYQQLSGLWYHNR
YLHVGYIVPPAPEK
EHPDPGSKDPEEDYPK
TQAVFNHTEDYVLLPDER
NNASTDYDLSDK
IQELGDLYTPAPGR
ERVTPPEGYEVVTVFPK
DVTyLTEEK
NEYSLTGLCNR
EILTFKEHSDYVR
LSDTTEYQPILSSYSHR
TLHYECIVLVK
HKLDVTSVEDYKALQK
SPASDTYIVFGEAK
VHMFEAHSDYIR
RQPKPSSDEGYWDCSVCTFR
EYFTFPASK

TQYLALPER

GYPGDYTK
HLVQTHYYNYR
NLQYLPR
ITLTSDPRLPYK
MNSYPYLADR
ELEDAYWKDDDKHVMR
LPACVDCGTGYTK
FIKVYWHR
cDTCQQYFSR
YGEYEWVHKPR
HLSPYATLTVGDSSHK
SLIGVEYKPVSATGAEDKDKK
CYEMASHLR
ESGQQyFSIISPK

/TIEYYSQLK
DQEVAGRDYHFVSR
VDYFIASK

Isoform 3 of Zinc finger CCCH-type with G patch protein

CDNA FLI55446, highly similar to Superkiller viralicidic activity 2-like 2
CDNA FLIS4078, highly similar to Protein arginine N-methyltransferase 5

ITDVDNGYY
EAYPGDVFyLHSR
NNCPFSADENYRPLAK
LYVIYKVPQUR
SFYQFQHYR
YSQYQQAIYK
KGSQTNLKDPVGVYCR

CDNA FLI57418, highly similar to Short/branched chain specific acyl-CoAdehydrc ADKEGDYYVLNGSK

DNA, FLI95176, Homo sapiens CGI-48 protein (CGI-48), mRNA

GNNVYCLDR
GHyNNVSCAVFHPR
VQIYHNPTANSFR
YGAHNYHPLPVALER
DYICKDDYIELR
YTEFYHVPTHSDASK
NQPIYIQYSNHK
VRVESGYFSLEK
IQSIyLER
TVEYLHAQGVVHR
TIDINYYPVPEACLSNKR
IEIAQKHPDIYAVPIK

CDNA FLI57866, highly similar to Homo sapiens TAFS RNA polymerase I, TATA I TPTYREPVSDYQULR

CDNA FLI58756, highly similar to Nuclear pore complex protein Nup93

1PI01014113
1PI01013569 Tight junction protein ZO-1
1P100909998
1P100909998
1P100909746 CDNA FLIS1502, highly similar to 60S ribosomal protein L18a
1P100479307 Isoform 2 of Myosin-10
1P100009328 Eukaryotic initiation factor 4A-IT
1P100377261 Isoform 1 of Far upstream element-binding protein 3
1P100332552 Isoform 1 of Zinc finger and BT domain-containing protein 40
1P100299095 Sorting nexin-2
1P100333837
1PI00011528 Cleavage stimulation factor subunit 1
1PI00651660 605 ribosomal protein L3 isoform b
1P100550995 PIH1 domain-containing protein 1
1PI00010414 PDZ and LIM domain protein 1
1P100011609 Isoform 11 of Ubiquitin-protein ligase E3A
1P100981806 Protein
1PI00152708 U3 small nucleolar RNA-associated protein 15 homolog
1P100760919
1P100647797 Uncharacterized protein
1P100965722
1P100797126 nascent polypeptide-associated complex subunit alpha isoform a
1PI00789674 CDNA FLIS6271, highly similar to Coatomer subunit beta
1P100792546 YY1-associated factor 2 isoform 4
or leukemia

1P100018974 Homeobox protein DLX-2
1P100025273 Isoform Long of purine protein
1P100478496 Isoform 1 of Ribonuclease P protein subunit p40
1P100856118 Isoform 2 of Round spermatid basic protein 1-like protein
1PI00645510 Ubiquitin-fold modifier 1
1P101014295 31 kDa protein
1P100060627 Coiled-coil domain-containing protein 124
1PI00916540 4 kDa protein
1PI00827541 Isoform 2 of RNA-binding protein 26
1PI00647664 Uncharacterized protein
1P100292221 Ribosome production factor 1
1P100022143 Isoform 1 of Extended synaptotagmin-1
1P100013452 Bifunctional aminoacy|-tRNA synthetase
1PI00216691 Profilin-1
1P100012198 Uncharacterized protein C1orf50
1P100982620 CDNA FLIG1765, highly similar to
1PI00174976 Tsoform 1 of MAGUK pS5 subfamily member 5
1P100945578 12 kDa protein
1P100719070
1P100471928 ATP synthase subunit alpha
1P100980953 Uncharacterized protein
1P100797067 U2 snRNP-specific A' protein
1P101011073
1P100794580
1P100293884 Isoform 2 of Kinesin-like protein KIF23
1P101012473
1P100295857 Isoform 1 of Coatomer subunit alpha
1P100295857 Isoform 1 of Coatomer subunit alpha
1P100022334 Ornithine aminotransferase, mitochondrial
1P100292382 Isoform 1 of mRNA-decapping enzyme 2
1P100981155 Protein
1PI00647067 Isoform 2 of Polypyrimidine tract-binding protein 2
1P100295457 Isoform 2 of Myosin phosphatase Rho-interacting protein
1P100965993
1P100020898 Ribosomal protein 6 kinase alpha-3
1P100979136 Ribonucleoside-diphosphate reductase
1PI00003843 Tsoform A1 of Tight junction protein Z0-2
1P100946673
1PI00876873 Uncharacterized protein
1P100921284 Isoform 3 of Histone-lysine N-methyltransferase EZH1
1PI00966516 Uncharacterized protein
1P100983590 origin recognition complex subunit 3 isoform 3
1P100021290 ATP-citrate synthase
1P100021290 ATP-citrate synthase
1PI01014546 protein arginine N-methyltransferase 1 isoform 1
1P100103554 Transcriptional repressor p66-beta
1P100981739 Uncharacterized protein
1PI00024067 Isoform 1 of Clathrin heavy chain 1
1P100027705 Isoform 1 of DNA primase large subunit
1P100017339 Splicing factor 38 subunit 4

pidyl-prolyl cis-trans 4
1P100334400 Isoform 2 of Plakophilin-4
1P100334400 Tsoform 2 of Plakophilin-4
1P100171044 Schiafen family member 11
1P100015973 Band 4.1-like protein 2
1PI00644506
1P100438287 Isoform 2 of Protein LAP2
1P100398779 Isoform 4 of Plectin
1PI00746351 Isoform 1 of Exosome complex exonuclease RRP44
1P100549205 Isoform 2 of DNA repair protein RADSO
1PI00645201 40S ribosomal protein S8
1P100003923 Isoform 1 of Uridine 5'-monophosphate synthase
1P100012578 Importin subunit alpha-4
1P100479306 Proteasome subunit beta type-5
1P100465439 Fructose-bisphosphate aldolase A
1P100916802 Uncharacterized protein
1P100029778 Isoform 1 of Tumor suppressor pS3-binding protein 1
1P100106698 Protein pelota homolog
1P100301517 Isoform 1 of Uncharacterized protein CXorf57
1P100019502 Isoform 1 of Myosin-9

TETNVYFK
QePeyLAVR
ACQSIyPLHDVFVR
TALHTALNNPYYYLK
DGVyVLDLAAK
EGDYVLFHHEGGVDVGDVDAK
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AKQHLYIFPWGGH
VEGDNIYVR

AVYCIIGR
RAQIPEGDYLSYR
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CQYVTEK
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1P100219005 Peptidyl-prolyl cis-trans isomerase FKBP4 GEHSIVYLKPSYAFGSVGK
1P100878789 13 kDa protein FDFLcQyHKPASK
1P100030320 Probable ATP-dependent RNA helicase DDX6 GVTQYYAYVTER
1P100854630 Uncharacterized protein SGYYTLYHSLHHYK
p Kinase Nek9 AGGGAAEQEELHYIPIR
1P100852604 SET binding factor 1 TFLLDSDYER
1P100980964 Isoform 4 of Roundabout homolog 1 NGLTSTYAGIR
1P100290566 T-complex protein 1 subunit alpha DDKHGSYEDAVHSGALND
1P100290566 T-complex protein 1 subunit alpha HGSYEDAVHSGALND
Malate GYLGPEQLPDCLK
1PI00470361 Isoform 2 of Kin of IRRE-like protein 1 AVLYADYR
1P100004358 Glycogen phosphorylase, brain form ARPEYMLPVHFYGR
1P100032206 Isoform 1 of PDZ and LIM domain protein 4 GYFFLDER
1P100789249 Isoform 3 of Spindle and kinetochore-associated protein 3 ALDGEESDFEDYPMR
1P101010055 CDNA FLIS8379, highly similar to Annexin A11 SLyHDISGDTSGDYRK
1PI00168885 Isoform 1 of Putative ATP-dependent RNA helicase DHXS7 NDGYVHIHPSSVNYQUR
1P100024662 Chromobox protein homolog 5 LTWHAYPEDAENKEK
1P100328154 NEDDS-activating enzyme E1 catalytic subunit LPEHCIEYVR
1PI01011319 annexin A6 isoform 2 SLYSMIK
1P100019812 Serine/threonine-protein phosphatase 5 TQANDYFK
1PI00000606 Tetratricopeptide repeat protein 4 AAAQYYLGNFR
1P100979595 Uncharacterized protein TYSYLTPDLWK
1P100013774 Histone deacetylase 1 YYAVNYPLR
1PI00642048 Uncharacterized protein YYRPTEVDFLQGDCTK
K650E-FGFR3-Myr(-)-shN1
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVVYK
1PI00955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVVYKGR
1P100955014 cyclin-dependent kinase 1 isoform 1 IEKIGEGtyGVVYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGtyGWWYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IEKIGEGTYGVVYK
1P100013174 Isoform 1 of RNA-binding protein 14 LAELSDYR
1PI00013174 Tsoform 1 of RNA-binding protein 14 SSLDYR
1P100013174 Isoform 1 of RNA-binding protein 14 VIECDVVKDYAFVHMEK
1P100013174 Isoform 1 of RNA-binding protein 14 LAELSDYRR
1PI00013174 Isoform 1 of RNA-binding protein 14 RLPDAHSDYAR
1P100013174 Isoform 1 of RNA-binding protein 14 YSGSYNDyLR
1P100013174 Isoform 1 of RNA-binding protein 14 RLAELSDYRR
1P100152906 Histone H2B type 1-D KESYSVYVyK
1P100152906 Histone H2B type 1-D ESYSVYVYK
1P100941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 4 GyHITMVEGR
1P100941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 4
1PI00941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 9 4 TKFGYHIIMVEGR
1P100000000 FGFR3 Mutant DVHNLDYYK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGR
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGR
1P100000000 FGFR3 Mutant DLVSCAYQUAR
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich FAQHGTFEYEYSQR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R STAYEDYyYHPPPR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R LKDYAFVHFEDR
1P100216190 Isoform 2 of Glycogen synthase kinase-3 beta GEPNVSYICSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD: PSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLYDDySSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD!
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD SSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUSDLYSSGR
1P100939558 CDNA FLI38696 fis, clone KIDNE2001931, highly similar to HETEROGENEOUS NLDVYLSPR
1PI00515061 Histone H2B type 1-] ESYSIYVYK
1PI00515061 Histone H2B type 1-] KESYSIyVYK
1P100909232 CDNA FLIS3542, highly similar to Heterogeneous nuclear ribonucleoproteins C  MySYPAR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL SSGPYGGGGQYFAKPR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL NQGGYGGSSSSSSYGSGR
1P100301503 Tsoform 1 of Transformer-2 protein homolog beta AAQDRDQIYR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta GYDDRDYYSR
1P100844578 ATP-dependent RNA helicase A GANLKDYYSR
1PI00844578 ATP-dependent RNA helicase A DFVNyLVR
1P100844578 ATP-dependent RNA helicase A NFLYAWCGK
1P100844578 ATP-dependent RNA helicase A NFLYAWCGKR
1PI00604620 Nucleolin NLPYKVTQDELK
1P100604620 Nucleolin SISLYYTGEK
1PI00604620 Nucleolin SISLYYTGEKGQNQDYR
1P100604620 Nucleolin GIAYIEFK
1P100604620 Nucleolin KFGyVDFESAEDLEK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M GGNRFEPYANPTK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M GGNRFEPYANPTKR
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M FEPYANPTKR
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M DKFNECGHVLYADIK
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DGYDYDGYRLR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 SHEGETAYIR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DGyDYDGYR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 KEDMTYAVR
1P100479217 Isoform Short of nuclear u
1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENKYSR
1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENK
1P100479217 Isoform Short of nuclear u
nuclear U-like protein 2 NYYGYQGYR
nuclear U-like protein 2 FYGRDYEYNR
nuclear U-like protein 2 AYYEFR
nuclear ril U-like protein 2 YRDYYR
nuclear U-like protein 2 YRGDYDR
1P100220717 Isoform 3 of Putative RNA-binding protein 15 ERDYPFYER
1P100220717 Isoform 3 of Putative RNA-binding protein 15 IEAVYVSR
1P100017297 Matrin-3 NTHCSSLPHYQK
1P100017297 Matrin-3 TGRyck
1P100012998 Tsoform 1 of Cleavage and polyadenylation specificity factor subunit 6 DRHDDYYR
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 GAAPNVVYTYTGK
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1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit & GAAPNVVYTYTGKR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha GYDRYEDYDYR
1PI00012340 Serine/arginine-rich splicing factor 9 SHEGETSYIR
1P100012340 Serine/arginine-rich splicing factor 9 GSPHYFSPFRPY
1P100012340 Serine/arginine-rich splicing factor 9 KEDMEYALR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta KLIFQLHR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta LIyFQLHR
1P100438229 Tsoform 1 of Transcription intermediary factor 1-beta DCQUNAHKDHQYQFLEDAVR
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) RWYPEEYEFAPK
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) WYPEEYEFAPK
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) RWYPEEYEFAPKK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ EDIySGGGGGGSR
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ GFGFVYFQNHDAADK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ RGFGFVYFQNHDAADK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ GFGFVYFQNHDAADKAAVVK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ AVPKEDIYSGGGGGGSR
1P100916600 Uncharacterized protein VFDKDGNGYISAAELR
1P100916600 Uncharacterized protein DGNGYISAAELR
nuclear K GGDLMAYDRR
nuclear ri K RDYDDMSPR
1PI00418471 Vimentin HLREYQDLLNVK
1PI00418471 Vimentin FANYIDKVR
1PI00418471 Vimentin SLYASSPGGVYATR
1PI00418471 Vimentin TYSLGSALRPSTSR
1P100418471 Vimentin SYVTTSTR
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hHRLDLGEDYPSGK
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hLDLGEDYPSGK
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hTEMQDNTYPEILR
1P100031812 Nuclease-sensitive element-binding protein 1 NFNYRR
1P100031812 Nuclease-sensitive element-binding protein 1 NGYGFINR
1P100006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GYCYVEFKEEK
1PI00006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 LVENRAGKPK
1P100006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GycYVERK
1P100418313 interleukin enhancer-binding factor 3 isoform d NADHSMNYQYR
1PI00376317 Isoform 1 of Enhancer of mRNA-decapping protein 4 SLAFHRPPYHLLQQR
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4 KPHIyYGSLEEK
1P100414676 Heat shock protein HSP 90-beta EDQTEYLEER
1P100414676 Heat shock protein HSP 90-beta VILHLKEDQTEYLEER
1P100414676 Heat shock protein HSP 90-beta EKYIDQEELNK
1PI00414676 Heat shock protein HSP 90-beta VILHLKEDQTEYLEERR
1P100414676 Heat shock protein HSP 90-beta EDQTEYLEERR
1P100414676 Heat shock protein HSP 90-beta DNSTMGYMMAK
1P100784295 Isoform 1 of Heat shock protein HSP 90-alpha HIYYITGETK
1P100784295 Isoform 1 of Heat shock protein HSP 90-alpha DNSTMGYMAAK
1P100784295 Tsoform 1 of Heat shock protein HSP 90-alpha NPDDITNEEYGEFYK
PI 3 DEAD (Asp p) box polypeptide 46, isoform CRA_a AGNKGYAYTFITEDQAR
1P100939523 DEAD (Asp p) box polypeptide 46, isoform CRA_a LNyVPLEK
1P100! 3 DEAD (Asp- p) box polypeptide 46, isoform CRA_a LNyVPLEKQEEER
1P101013815 CDNA FLI54736, highly similar to Scaffold attachment factor B CYGFVTMSTAEEATK
1P101013815 CDNA FLI54736, highly similar to Scaffold attachment factor B DDAYWPEAK
1P100013830 SNW domain-containing protein 1 LAEALYIADRK
1P100013830 SNW domain-containing protein 1 AADKLAPAQyIR
1P100013830 SNW domain-containing protein 1 DKVIySK
1P100013830 SNW domain-containing protein 1 LAPAQYIR
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 VPLSAVER
1P100782992 Tsoform 1 of Serine/arginine repetitive matrix protein 2 SLSYSPVER
1P100304925 Heat shock 70 kDa protein 1A/18 TTPSYVAFTDTER
1P100304925 Heat shock 70 kDa protein 1A/18 VQUSYKGETK
1P100304925 Heat shock 70 kDa protein 1A/18 MVQEAEKYKAEDEVQR
1P100014344 Isoform Long of Dual specificity tyrosine-phosphorylation-regulated kinase 1A IYQyIQSR
1PI00644386 Uncharacterized protein AWEEYYKK
1PI00644386 Uncharacterized protein AWEEYYK
1P100798302 CDNA FLI59405, highly similar to Eukaryotic translation initiation factor 48 ARPATDSFDDyPPR
1P100798302 CDNA FLI59405, highly similar to Eukaryotic translation initiation factor 48 DYDRGYDSR
1P100798302 CDNA FLI59405, highly similar to Eukaryotic translation initiation factor 48 ARPATDSFDDYPPRR
1PI00889791 CDNA FLI31224 fis, clone , highly similar to P DNA IEL
1P100922484 CDNA, FL179376, highly similar to Protein G10 homolog KQGYENLCCLR
1P100922484 CDNA, FL179376, highly similar to Protein G10 homolog QGYENLcclR
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KKRPPGYYSYLK
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KRPPGYYSYLK
1P100955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KKRPPGYYSYLK
1PI00955965 Tsoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 RPPGYYSYLK
1P100955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 RPPGYYSYLK
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KRPPGYYSYLK
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa GYAFIEYEHER
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa EFEVYGPIKR
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa HHNQPYCGIAPYIR
1P100183500 Isoform 1 of Nuclear cap-binding protein subunit 2 SDSYVELSQYR
1P100477686 General transcription factor IIF subunit 2 HQYYNLK
1PI00477686 General transcription factor IIF subunit 2 AECRPAASENYMR
1P100003865 Isoform 1 of Heat shock cognate 71 kDa protein EIAEAYLGK
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 YHTINGHNAEVR
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 NyYEQWGK
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 NMGGPYGGGNYGPGGSGGSGGYGGR
1P100397358 Ribosomal protein 527 LVQSPNSYFMDVK
1P100397358 Ribosomal protein 527 LVQSPNSYFMDVK
1P100397358 Ribosomal protein 527 RLVQSPNSYFMDVK
IPI00056880 Zinc finger protein 787 RAPAPKPYVCLECGK
1P100056880 Zinc finger protein 787 ITHTGEKPYACLECGK
1P100056880 Zinc finger protein 787 THTGEKPYACLECGKR
1P100005978 Serine/arginine-rich splicing factor 2 VGDVyIPR
1P100005978 Serine/arginine-rich splicing factor 2 VGDVYIPRDR
1P100784224 Similar to Zinc finger RNA-binding protein HATIYPTEEELQAVQK
1P100979518 Uncharacterized protein HELQANCYEEVKDR
1P100979518 Uncharacterized protein LTGIKHELQANCYEEVKDR
1P100220381 Isoform 2 of Transcription factor 20 QINLTDYPIPR
1P100220381 Isoform 2 of Transcription factor 20 SFYPYIHVVNK
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1PI00045914
1P100219420
1PI00219420
1P100219420
1P100219420
1PI00479209
1P100479209
1PI00479209
1PI00220740
1PI00917575
1PI00917575
1P100797230
1PI00007941
1PI01014975
1P101014975
1PI00908791
1PI00908791
1PI00641212
1PI00922360
1PI00922360
1PI00026215
1PI00894287
1PI00894287
1PI00181728
1PI00181728
1PI00854834
1PI00854834
1PI00854834
1PI00019046
1PI00334587
1PI00303402
1PI00017617
1PI00017617
1P100307733
1PI00307733
1PI00790342
1PI00031801
1PI00186290
1PI00186290
1PI00465248
1PI00302302
1P100294794
1PI00010204
1PI00925601
1PI00925601
1PI00925601
1P100219875
1PI00219875
1PI00219875
1PI00216659
1PI00290142
1PI00290142
1PI00550191
1PI00977430
1PI00783594
1P100221012

Uncharacterized protein
Uncharacterized protein

GTP-binding nuclear protein Ran

CDNA FLI59219, highly similar to Poly(A)-binding protein 1
CDNA FLI59219, highly similar to Poly(A)-binding protein 1
CDNA FLI59219, highly similar to Poly(A)-binding protein 1
CDNA FLI59219, highly similar to Poly(A)-binding protein 1
HLA-B associated transcript 1

HLA-B associated transcript 1

Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1
Isoform Alpha of DNA ligase 3

Isoform 1 of Disks large homolog 3

Putative elongation factor 1-alpha-iike 3

Putative elongation factor 1-alpha-like 3

Putative elongation factor 1-alpha-like 3

Phosphoglycerate kinase

Phosphoglycerate kinase

Isoform 2 of DNA (cytosine-5)-methyltransferase 1
Isoform 2 of DNA (cytosine-5)-methyltransferase 1
Isoform 2 of DNA (cytosine-5)-methyltransferase 1
U4/U6.US tri-snRNP-associated protein 1

Kinesin light chain 2

Kinesin light chain 2

Histone H4.

T-complex protein 1 subunit theta

Cell growth-regulating nucleolar protein

RNA-binding protein 10 isoform 5

RNA-binding protein 10 isoform 5

Isoform 1 of PC4 and SFRS1-interacting protein

CDV3 homolog (Mouse), isoform CRA_a

CDV3 homolog (Mouse), isoform CRA_a

polypyrimidine tract-binding protein 1 isoform a

605 acidic ribosomal protein PO

Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase
Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase
Isoform 1 of Zinc finger protein 326

Msx2-interacting protein

Structural maintenance of chromosomes protein 3
Structural maintenance of chromosomes protein 3
Structural maintenance of chromosomes protein 3

Structural maintenance of chromosomes protein 3

TNHIyVSSDDIK
ETGYTYILPK
ANPALYVLR
DLNycFSGMSDHR
IFVGGIKEDTEEYNLR
NLQYYDISAK
IVATKPLYVALAQR
QAHLTNQYMQR
QUYVGR

TVPQYK
GSYVSIHSSGFR
LTLHGLQQYYVK
QWDYYAR
VNKIyYPDFIVPDPK
RDNEVDGQDYHFVVSR
STTTGHLIYK
FETSKYyVTIIDAPGHR
EHALLAYTLGVK
ELNYFAK

KELNyFAK

KYSDYIK
KEPVDEDLYPEHYR
YSDyIK
TPYIVLSGSGK
AEEVEYYYRR
AEEVEYYYR
ISGLIYEETR
HFSGLEEAVYR
VLAQYYTVTDEHHR
ESATADAGYAILEKK
ESATADAGYAILEK
MKGYPHWPAR
EVDYSGLR
LQLDNQYAVLENQK
GQPIYIQFSNHK
TIQLLODYPK
KLKDYAFIHFDER
LKDYAFIHFDER
MTQNPNyYNLQGISHR
MTQNPNYYNLQGISHR
NSEKYGDGYR
VLPYSNITVR
QQSEKLFMPK
LHTLEEEKEELAQYQK
GALTGGYYDTR
RALEYHIYNQELNETR

CDNA FLI54590, highly similar to KH domain-containing, RNA-binding, signaltrar EHPyGRY

CDNA FLI54590, highly similar to KH o 9

ignal

v

CDNA FLI54590, highly similar to KH domain-containing, RNA-binding, signaltrar KDDEENYLDLFSHK

Isoform 2 of Nucleophosmin

CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial

CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial

32 kDa protein
Protein HEXIM1

Talin 1

Talin 1

Uncharacterized protein

Uncharacterized protein

ADKDYHFKVDNDENEHQLSLR

CEFQDAYVLLSEKK
GYISPYFINTSK
ASGNYATVISHNPETK
HWKPyYK

ALDYYMLR
ALDYYmLR
DQLIYNLLK
QUVESAYEVIK

CDNA FLI54733, highly similar to General transcription factor 3C polypeptide 5 LDAPVDYFYRPETQHR

CDNA FLI54488, highly similar to Eukaryotic translation initiation factor 3 subuni KNEGyMR

cDNA FLI54488, highly similar to Eukaryotic translation initiation factor 3 subuni QGTYGGYFR

Flap endonuclease 1
CDNA FLIS6889, moderately similar to Vigilin

CDNA FLIS6889, moderately similar to Vigilin

Ribosome biogenesis protein BRX1 homolog

Ribosome biogenesis protein BRX1 homolog

echinoderm microtubule-associated protein-iike 4 isoform b
echinoderm microtubule-associated protein-iike 4 isoform b
echinoderm microtubule-associated protein-iike 4 isoform b
Isoform 1 of Pre-mRNA-splicing factor RBM22

Isoform 2 of Heterogeneous nuclear ribonucleoprotein A/B
Phosphorylated adapter RNA export protein

Probable ATP-dependent RNA helicase DDX5

Probable ATP-dependent RNA helicase DDX5

Isoform 1 of Histone-lysine N-methyltransferase SETD2
Isoform 1 of Histone-lysine N-methyltransferase SETD2
605 ribosomal protein L6

Isoform 1 of DNA-binding protein A

Elongation factor 2

Elongation factor 2

Isoform alpha-enolase of Alpha-enolase

Isoform 2 of Homeodomain-interacting protein kinase 1
RRP12-like protein isoform 2

Serine/arginine-rich splicing factor 3

Uncharacterized protein

Uncharacterized protein

Uncharacterized protein

Tsoform 2ABC of Catenin delta-1

Isoform 2ABC of Catenin delta-1

Isoform 2ABC of Catenin delta-1

Isoform 2 of RNA-binding protein 8A

CTP synthase 1

CTP synthase 1

Uncharacterized protein C90rf78

CDNA, FLI79286, highly similar to T-complex protein 1 subunit gamma
Tsoform 3 of RNA-binding protein with serine-rich domain 1

Isoform 1 of Probable ubiquitin carboxyl-terminal hydrolase FAF-X

RLDPNKyPVPENWLHK
MDYVEINIDHK
MDyVEINIDHK
KQDLYMWLSNSPHGPSAK
KKQDLYMWLSNSPHGPSAK
TADKHKDVIINQEGEYIK
DVIINQEGEYIK
HKDVIINQEGEYIK
SDVNKEYYTQNMER
RGGHQNNYKPY
AFQNTATACAPVSHYR
STCIyGGAPK

GySSLLK

IVYYHVITR

NIHYYFMALK
SVFALTNGIYPHK

RPYNYR

KEDLYLKPIQR
EDLYLKPIQR
IGAEVYHNLK
AVCSTYLQSR
GRPDPYAYIPLNR
AFGYYGPLR
VVACNLYPFVK

ANYWWLR
LAGDKANYWWLR
LNGPQDHSHLLYSTIPR
HYEDGYPGGSDNyGSLSR
SLDNNySTPNER
MREDYDSVEQDGDEPGPQR
LYGDADYLEER
KLYGDADYLEER
ATDDYHYEK
KIGDEYFTFITDCKDPK
GYAYVEFENPDEAEK
FNDYFEFPR

104.79
30.97
1000
138.94
60.5
27.96
133.51
64.24
1000
105.44
4213
24.95
27.96
27.96
182.72
167.93
16.25
27.96
1000
1000
107.96
130.6
3222
50.64
21.95
30.97
70.88
201.33
46.67
134.61
1127
1000
30.97
1000
89.54
1000
1000
1000
74.96
1,000.00, 81.61
83.65
30.97
1,000.00, 1,000.00
196.55
27.96
24.95
21.44
116.16
226.5
264.57
136.26
59.15
54.52
23.19
48.87
26.20, 1,000.00
1000
50.64
37.97
1000
30.97
1000
1000
1,000.00, 1,000.00
192.61
181.64
176.58
1000
1000
54.16
49.77
202
12233
61.94
60.18
24.95
114.24
48.15
1000
1000
1000
30.97
138.72
58.42
1000
1000
1000
27.96
39.54
30.97
63.52
183.68
217.14
27.96
41.47
54.16
1000

1.838
2.374
2,017
3.275
2.108
1.789
4.458
2.052
1.479
1.094
2.663
2.648
1673
2.563
4.389
2,074
3.912
2,655
1.841
273
2362
5.01
1.504
1.907
2.768
2.664
3.405
3.447
2.863
2,979
1.255
1.805
1675
2.829
2.279
3.081
2.787
3.623
4.22
3.04
175
1.591
1.193
3.351
2731
3.614
0.7845
1721
3511
3713
3.041
2.234
3.085
1.942
2.663
177
1.768
3.282
2.838
2,032
1.367
3.604
243
2.102
3.33
4.567
2.741
3.287
2.821
2.459
1.62
3.142
2.008
1.108
2,095
1.162
3.697
1.589
3.866
2.868
2.682
2.144
2.744
2.487
2.102
1778
2.677
2,974
2.701
1.939
4.601
2.279
3.854
1.877
2.26
2.606
2.273

736.3274533
632.7972409
548.7821042
561.2095943
654.9785152
647.7894284.
541.6392208
490.55014
408.1945798
408.1884457
459.538055
514.9293819
541.2107541
629.9823604
672.6254879
400.8602291
692.9980465
465.5740963
482.7126767
546.7601315
498.7257687
623.9403072
434.6784054
601.207424
486.5416866
651.2579343
630.7972409
463.2059932
453.7085567
549.5939327
759.8401486
441.5342403
509.7162167
585.9488521
756.3554074
649.3264157
441.2145991
545.2515255
672.630981
677.9635006
423.5025325
621.3184201
461.8563533
689.9926754
627.2638547
698.3280635
501.1979977
483.5419918
611.5963741
664.0472407
603.9429317
735.3402707
590.2683712
551.2496335
562.7465207
5707439572
600.3084103
6728258664
696.3175045
489.199371
564.7293698
522.2623286
486.2106624
491.5426021
713.6619869
567.5222774
546.0203853
750.8530881
589.2894893
619.589355
471.8724666
625.2738033
567.2382199
424.2015683
436.5442196
460.5447078
509.5853572
474.7081601
494.9289547
452.2305599
408.5324398
632.7738034
537.927856
562.2528073
695.3364255
544.7399289
524.9172969
676.6620479
685.2691036
7453010861
768.3025508
7122929684
776.3400265
611.2269284
719.6590572
9208701779
657.7641598

NN LN NN W N L LW N NN LN DWW N L LW NN LWL WN AR LLANNGRNNNNNGNGRDENBNLWN DL LEANNGNGNEEDNNEGNNSNNNG DWW LN WW NN LN W W NN

-0.0000449
-0.00017
0.000757
-0.000959
-0.00173
-0.00109
-0.00161
-0.00136
-0.000392
-0.00146
-0.00141
0.000169
-0.000743
0.0014
-0.000513
-0.00169
-0.00124
-0.00199
-0.000598
-0.000689
-0.000714
-0.000955
-0.000441
-0.000104
-0.000717
-0.000983
-0.00117
-0.0024
-0.00107
-0.00188
-0.000554
0.0000443
-0.000118
-0.00112
-0.00194
0.00018
-0.00181
-0.0028
-0.00263
0.0000101
-0.00298
-0.000511
0.0112
-0.00185
-0.000642
-0.00199
-0.0000561
-0.000901
-0.00115
-0.00314
-0.000447
0.00089
-0.00126
-0.000885
-0.0000102
-0.0000521
0.00107
-0.00132
-0.00206
-0.00071
-0.000712
-0.00189
-0.00219
-0.00129
-0.00332
-0.00299
-0.00156
-0.000575
-0.0000086
-0.000211
-0.00478
0.000168
-0.00178
-0.00141
-0.00192
-0.00385
-0.000505
-0.000731
-0.00121
-0.0014
-0.000957
0.0000899
-0.000709
-0.0000369
0.000834
0.000206
-0.000286
-0.000133
-0.00137
-0.00168
-0.000724
-0.000315
-0.0012
-0.000595
-0.00047
0.000604
0.000868

0.139
-1.02
171
131
0.00496

118

-0.247
0.605
-0.714
-0.803
-0.00906
-0.0457
0.891
-0.981
-0.989
-0.726
-0.631
-0.905
-15
-0.873
.55

-1.32
-0.715
-0.383
-0.00487
-0.114
-3.38
0.0897

2087
2099
1736

1764
1764
300

1294

159

1812

2098
2108
1744

251
134

381
381
1779
1779
309
1303
756
215

412
a12
140
140
170
170
170

2413
1610

181
1820



1PI00006482
1PI00237671
1P100219929
1PI01011344
1PI01011344
1P101011344
1PI00644488
1PI00923436
1PI00418169
1PI00418169
1PI00418169
1PI00807491
1PI00024320
1PI00060715
1PI00060715
1PI00853115
1PI00853115
1PI00853115
1PI00853115
1PI00719106
1PI00376215
1PI00376215
1PI00247583
1PI00908463
1PI00908463
1PI00908463
1P100328987
1PI00166845
1PI00166845
1PI00221141
1PI01011924
1PI00413365
1PI00798211
1PI00644618
1P100022353
1PI00015912
1PI00300060
1PI00297211
1PI00940851
1PI00013917
1PI00464978
1PI00464978
1PI00464978
1PI00985363
1PI00909544
1PI00909544
1PI00909544
1P100298347
1P100298347
1PI00003438
1PI00026089
1PI00032791
1PI00328526
1PI00328526
1PI00025087
1PI00030275
1P100221092
1PI00909921
1PI00647915
1PI00647915
1PI00910763
1P100910763
1PI00910763
1PI00003847
1PI00166500
1PI00641788
1PI00456758
1PI00893431
1PI00893431
1P101010755
1PI00000494
1P100291939
1PI00168859
1PI00012795
1PI00011676
1PI00399170
1PI00893918
1PI00893918
1PI00893918
1PI00853433
1PI00853433
1PI00000728
1P100000728
1PI00945276
1PI00013654
1PI00642944
1PI00642944
1PI00554788
1PI00163608
1PI00163608
1P100022402
1P100297900
1PI00163084
1PI00976263
1PI00008557
1PI00008557
1PI00465140

Isoform Long of Sodium/potassium-transporting ATPase subunit alpha-1
Neurofilament light polypeptide

Isoform 2 of Protein max

37 kDa protein

37 kDa protein

37 kDa protein

guanylate kinase isoform a

Tsoform 4 of Nuclear receptor corepressor 2

Isoform 2 of Annexin A2

Isoform 2 of Annexin A2

Isoform 2 of Annexin A2

Isoform 2 of General transcription factor 3C polypeptide 1
Putative RNA-binding protein 3

BTB/POZ domain-containing protein KCTD12

BTB/POZ domain-containing protein KCTD12

NEFM protein

NEFM protein

NEFM protein

NEFM protein

Isoform 2 of Cleavage and polyadenylation specificity factor subunit 7
Isoform 2 of DNA-dependent protein kinase catalytic subunit
Isoform 2 of DNA-dependent protein kinase catalytic subunit

605 ribosomal protein L21

CDNA FLI54451, highly similar to Stress-induced-phosphoprotein 1
CDNA FLI54451, highly similar to Stress-induced-phosphoprotein 1
CDNA FLI54451, highly similar to Stress-induced-phosphoprotein 1
Bystin

Isoform 3 of Tyrosine-protein kinase Fyn

Isoform 3 of Tyrosine-protein kinase Fyn

Isoform CSBP1 of Mitogen-activated protein kinase 14

117 kDa protein

Tsoform 1 of Zinc finger protein 318

Uncharacterized protein

Isoform 4 of Myelin protein zero-like protein 1

Non-receptor tyrosine-protein kinase TYK2

Protein FAMS0B

WD repeat-containing protein 70

D regulator of chromatin subf.

ELAV-lke protein 1
40S ribosomal protein 12

Insulin receptor substrate 2 insertion mutant (Fragment)

Insulin receptor substrate 2 insertion mutant (Fragment)

Insulin receptor substrate 2 insertion mutant (Fragment)

Conserved hypothetical protein

CDNA FLI52848, highly similar to ATP-dependent RNA helicase DDX3X
CDNA FLI52848, highly similar to ATP-dependent RNA helicase DDX3X
CDNA FLI52848, highly similar to ATP-dependent RNA helicase DDX3X
Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11
Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11

DnaJ homolog subfamily C member &

Splicing factor 38 subunit 1

Ribonuclease P protein subunit p29

Tsoform ARPP-19 of cAMP-regulated phosphoprotein 19

Isoform ARPP-19 of CAMP-regulated phosphoprotein 19

Isoform 1 of Cellular tumor antigen p53

Heat shock protein 75 kDa, mitochondrial

40 ribosomal protein S16

cDNA FLI60146, highly similar to JmiC domain-containing histone demethylation

24 kDa protein
24 kDa protein

Uncharacterized protein
Uncharacterized protein
Uncharacterized protein

Zinc finger protein 324A

E3 SUMO-protein ligase PIAS4

U1 small nuclear ribonucleoprotein C

608 ribosomal protein L27a

€DNA FLI53410, highly similar to Eukaryotic translation initiation factor 3 subuni

cDNA FLI53410, highly similar to Eukaryotic translation initiation factor 3 subuni

CDNA FLI57326, highly similar to ATP-dependent RNA helicase DDX1
605 ribosomal protein LS

Structural maintenance of chromosomes protein 1A

myc-associated zinc finger protein isoform 2

Eukaryotic translation initiation factor 3 subunit I

Neural Wiskott-Aldrich syndrome protein

Isoform 2 of Regulator of nonsense transcripts 1

Valyl-tRNA synthetase

Valyl-tRNA synthetase

Valyl-tRNA synthetase

Uncharacterized protein

Uncharacterized protein

Isoform 1 of Ubiquitin carboxyl-terminal hydrolase 15

Isoform 1 of Ubiquitin carboxyl-terminal hydrolase 15

Uncharacterized protein

Isoform 2 of Dynactin subunit 3

Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e
Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e
Keratin, type I cytoskeletal 18

Isoform 5 of Partitioning defective 3 homolog

Isoform 5 of Partitioning defective 3 homolog

Protein FAM32A

Probable ATP-dependent RNA helicase DDX10

Pre-mRNA-splicing factor SYF1

Protein

Insulin-like growth factor 2 MRNA-binding protein 1
Insulin-like growth factor 2 MRNA-binding protein 1

Transcriptional regulator Kaiso

GIVVYTGDR
SAYSSYSAPVSSSLSVR
ATEYIQyMR
IWHHTFYNELR
DSYVGDEAQSK
DSYVGDEAQSKR
NPRPGEENGKDYYFVTR
NFYFNYK

AYTNFDAER
LSLEGDHSTPPSAYGSVK
SLYYYIQQDTK
GyYSPGIVSTR
YYDSRPGGYGYGYGR
EAEYFELPELVR
EAEYFELPELVRR
SAKEEIAEYR
SAKEEIAEYRR
VHYLEQQNK

FAGYIEK
DLLHNEDRHDDYFQER
NWyPR

SYVAWDR
HGVVPLATYMR
LAYINPDLALEEK
KAAALEAMKDYTK
AAALEAMKDYTK
GTGEAEEEYVGPR
GAYSLSIR
LIEDNEYTAR
HTDDEMTGYVATR
KLyYQQLK

MYYLR

LGEYEDVSR
SESVVYADIR
LLAQAEGEPCYIR
FSAHYDAVEAELK
AAEDSPYWVSPAYSK
QNLLSVGDYR
NVALLSQLYHSPAR
DVIEEYFK
SDDyMPMSPASVSAPK
APYTCGGDSDQYVLMSSPVGR
LEYYESEKK

IVYLYTK
DKDAYSSFGSR
SDyDGIGSR
GRSDYDGIGSR
IQNTGDYYDLYGGEK
GHEYTNIK
ALDVIQAGKEYVEHTVK
IYNDDKNTYIR
SVIYHALSQK
YFDSGDYNMAK
ARYPHLGQKPGGSDFLR
KKPLDGEYFTLQIR
NIyYLCAPNR
GGGHVAQIYAIR
YREDYIEPALYR
GPAYGLSR
GASQAGMTGYGMPR
GKLDDYQER
DYSGYQR

LDDYQER
KPTGVSVIyWER
TPLAGPNIDYPVLYGK
FYCDYCDTYLTHDSPSVR
INFDKYHPGYFGK
WTETYVR

NGDyLevK
VWyHVESSR

TOYYAR
IEKLEEYITTSK
GFTTAAYLR
SYSSGGEDGYVR
VIYDFIEK

TAYFTLPK

LHEEGIIYR

IyHQLK

GDRIYHQLK

IMEYYEK

IMEYYEKK
NSNycLPSYTAYK
NYDYSEPGR
HNyYFINYR
YLDPEYIDR
IVGSKPLYVALAQR
KAHLTNQYMQR
STFSTNYR
EGHMMDALYAQUK
ERDYAEIQDFHR
HLDTLTEHYDIPK
LSLKNPEYVWVHEK
RAEYFDGSEPVQNR
LCDFGSASHVADNDITPYLVSR
SGYAFVDCPDEHWAMK
SGYAFVDCPDEHWAMK
HDDHYELIVDGR

30.97
29.21
124.16
84.46
58.42
74.96
40.66
112.12
67.96
24.95
61.94
67.96
262
1000
1000
176.23
189.14
1000
1000
1000
1000

262

1000
232
232
151.06
58.42
23.98
66.42
53.98
61.94
12233
105.08
1000
50.19
60.18
98.4
43.97
1000
26.99
49.77
58.42
86.89
262
104.79
43.97
3097
47.96

24.95
74.63
50.19
22553
129.43
58.42
1000
37.87
65.61
50.64
1000
50.64
1000
110.85
84.46
40.26
98.63
30.97
1000
122,98
58.42
41.47
79.9
117.08
1000
104.79
1000
1000
1000
30.97
52.4
60.18
30.97
58.42
196
74.47
89.92
60.18
1000
1000
40.26
39.15
109.69
17.99
22.23,1,000.00
23.99
1000

2.421
2,509
2.355
3.49

2432
3.421
3332
1.63

2.281
4.219
2.814
2.593
2.256
1.819
2.036
1522
2.228
1.861
1.72

2.32

1277
1.78

2.507
3122
3.179
2721
2432
2.208
2.256
3.263
2.324
1.831
2.561
2.591
2.256
2,932
2.288
2.666
2.885
1.982
2,055
2.449
1.581
2.003
2471
2.984
2.565
2,994
1.845
1777
2.702
1.801
1.887
2.269
5.021
253

2.241
3.28

1.564
2.901
231

1.425
2212
2341
2.462
2.832
2.582
1.89
2.687
2.504
1914
1.485
1514
2.307
2.206
2,619
1.98

2.094
3.467
1579
1.858
2.439
1.793
2772
2.253
2.214
2311
1.806
1.759
3.713
1.932
1.814
2.889
2.374
3.661
3.809
3.342

530.247009
914.4122311
627.7651364
532.5769649
639.7481686
478.8681026
531.240478

538.2180783
583.7293088
642.2946773
7513344723
640.2899167
604.2459102
787.861694

577.6104732
638.2846677
477.8924862
413.5239864
454.2017514
546.2307124
408.1654355
488.7001645
662.316467

784.8849484
507.2458492
464.5476375
737.2988278
473.723663

652.2821652
525.8768306
582.2968747
413.1719052
574.2376095
609.7743527
800.3663327
780.3424679
875.8717648
622.7874142
550.2788692
5617415768
881.8572995
780.6599117
634.7759396
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1P100026167 NHP2-like protein 1 LLDLVQQSCNYK
1P100026167 NHP2-like protein 1 KLLDLVQQSCNYK
1PI00965354 Uncharacterized protein DVGLADRFEEYPK
1P100718985 Isoform 2 of Glucocorticoid receptor DNA-binding factor 1 NEEENIySVPHDSTQGK
1P100910915 CDNA FLIS4756, moderately similar to Homo sapiens nitric oxide synthase interaNcTAGAVYTYHEK
1P100170786 WW domain-binding protein 11 LYEKENPDIYKELR
HRNA (cy! NSUN2 KLSSELYSQAK
tRNA (cy NSUN2 QLyMVSK
1P100377011 ubiquitin-conjugating enzyme E2 E1 isoform 2 GDNIYEWR
1PI00646890 64 kDa protein SSDANYPAYYESWNR
1P100102997 Isoform 2 of ATPase WRNIP1 AGEEHYNCISALHK
1P101016009 CDNA FLIS1486 STSQLUNLQPDYINPR
1P100140420 Staphylococcal nuclease domain-containing protein 1 EYGMIYLGK
1P100140420 Staphylococcal nuclease domain-containing protein 1 SEAVVEYVFSGSR
1P100140420 Staphylococcal nuclease domain-containing protein 1 IWRDYVAPTANLDQK
IPI00654603 Tsoform 2 of Girdin DSNPYATLPR
1P100607575 Retinoid X receptor, beta HYGVYSCEGCK
1P100477803 Putative uncharacterized protein DKFZp781L0540 (Fragment) IDIDYQK
1PI00022521 Isoform 2 of Dual specificity tyrosine-phosphorylation-regulated kinase 2 VYTYIQSR
1P100164672 MRNA-decapping enzyme 1A SASPYHGFTIVNR
1P100000874 Peroxiredoxin-1 SKEYFSK
1P100479186 Isoform M2 of Pyruvate kinase isozymes M1/M2 LNFSHGTHEYHAETIK
1P100479186 Isoform M2 of Pyruvate kinase isozymes M1/M2 GDYPLEAVR
1P100300371 Tsoform 1 of Splicing factor 38 subunit 3 HIANYISGIQTIGHR
1P100026970 FACT complex subunit SPT16 DLyIRPNIAQK
1P100026970 FACT complex subunit SPT16 LKDLYIRPNIAQK
1PI01013558 CDNA FLIS6464, highly similar to Fetal Alzheimer antigen GNINNYFK
1P100975721 Uncharacterized protein RDYEVDGRDYHFVTSR
1PI00640632 ROD regulator of differentiation 1 SQPVYIQYSNHR
1P100418240 nebulette isoform 2 KPYCNAHYPK
1P100176637 Eukaryotic translation initiation factor 2 subunit 2-like protein LyFLQCETCHSR
1P100333010 Calcium homeostasis endoplasmic reticulum protein GVGVALDDPYENYRR
1P100513712 Isoform 2 of Zin finger protein 598 RNEGVVGGEDYEEVDR
1PI00513712 Isoform 2 of Zinc finger protein 598 RNEGVVGGEDYEEVDRYSR
1PI00513712 Isoform 2 of Zin finger protein 598 NEGVVGGEDYEEVDRYSR
1P100985393 Protein TPQEYLR
1PI01015368 111 kDa protein LAYVAPTIPR
1P101015368 111 kDa protein SGSYSYLEER
1P101015368 111 kDa protein TYDETYQR
1P100736859 Isoform 4 of Heterogeneous nuclear ribonucleoprotein U-like protein 1 QNQFYDTQUIKQENESGYER
1P100411690 Isoform 2 of La-related protein 1 THFDYQFGYR
1P100922490 Isoform 3 of Aryl hydrocarbon receptor nuclear translocator FSEIYHNINADQSK
1PI00006800 Isoform Long of Autophagy protein 5 EAEPYYLLLPR
1P100099522 Isoform 1 of Homeodomain-interacting protein kinase 3 TVESTYLQSR
1P100903344 CDNA FLI40239 fis, clone TESTI2023436, highly similar to Peptidyl-prolyl cis-trar VyYFNHITNASQ)
1P100304612 605 ribosomal protein L13a FAYLGR
1P100219217 L-lactate dehydrogenase B chain MVVESAYEVIK
1P100219217 L-lactate dehydrogenase B chain IVADKDYSVTANSK
1P100219217 L-lactate dehydrogenase B chain MVVESAYEVIK
1P100021828 Cystatin-B AKHDELTYF
1P100742900 mitogen-activated protein kinase 3 isoform 2 TADPEHDHTGFLTEYVATR
1P100930688 Tubulin alpha-18 chain LDHKFDLMyAK
1P100930688 Tubulin alpha-18 chain VGINYQPPTVVPGGDLAK
1P100930688 Tubulin alpha-18 chain FDLMyAK
1P100014263 Isoform Long of Eukaryotic translation initiation factor 4H AYSSFGGGR
1P100910194 CDNA FLIG0S65, highly similar to Nuclear pore complex protein Nup153 SVYFKPSLTPSGEFR
1P100793717 Protein QUMLyYHR
9 cell death g protein KDNDFIyHDRVPDLK
1PI00246058 Programmed cell death 6-interacting protein DNDFIyHDRVPDLK
1P101014113 CDNA FLI45031 fis, clone BRAWH3018548, highly similar to Vinculin SFLDSGYR
1PI01013569 Tight junction protein 20-1 QYFEQYSR
1P100909998 CDNA FLI51242, moderately similar to Eukaryotic translation initiation factor 2 siGyIDLSK
1P100909998 CDNA FLI51242, moderately similar to Eukaryotic translation initiation factor 2 s1VDKEKGYIDLSK
1PI00909746 CDNA FLI51502, highly similar to 60S ribosomal protein L18a SSGEIVYCGQUFEK
1P100479307 Isoform 2 of Myosin-10 TGLEDPERYLFVDR
1P100009328 Eukaryotic initiation factor 4A-III EQIYDVYR
1P100377261 Isoform 1 of Far upstream element-binding protein 3 AWEDYYK
1P100332552 Isoform 1 of Zinc finger and BTB domain-containing protein 40 AYQQLSGLWYHNR
1P100299095 Sorting nexin-2 YLHVGYIVPPAPEK
1P100333837 Isoform 3 of Set1/Ash2 histone methyltransferase complex subunit ASH2 EHPDPGSKDPEEDYPK
1P100011528 Cleavage stimulation factor subunit 1 TQAVFNHTEDYVLLPDER
1P100289773 CCAAT/enhancer-binding protein beta KPAEYGYVSLGR
1P100010872 CBX4 protein SGKYyYQLNSK
1PI00651660 605 ribosomal protein L3 isoform b NNASTDYDLSDK
PIHL protein 1 IQELGDLYTPAPGR
1P100011609 Isoform 11 of Ubiquitin-protein ligase E3A DVTyLTEEK
1P100743813 Isoform 1 of Abnormal spindle-like microcephaly-associated protein SNyYSFIK
1P100981806 Protein GQeyLYMK
1P100152708 U3 small nucleolar RNA-associated protein 15 homolog EILTFKEHSDYVR
1P100152708 U3 small nucleolar RNA-associated protein 15 homolog FKDTAYCATFR
1P100152708 U3 small nucleolar RNA-associated protein 15 homolog EHSDyVR
1P100647797 Uncharacterized protein TLHYECIVLVK
1PI00965722 CDNA FLI52361, highly similar to T-complex protein 1 subunit epsilon HKLDVTSVEDYKALQK
1P100965722 CDNA FLI52361, highly similar to T-complex protein 1 subunit epsilon HKLDVTSVEDYK
1P100797126 nascent polypeptide-associated complex subunit alpha Isoform a SPASDTYIVFGEAK
1P100789674 CDNA FLIS6271, highly similar to Coatomer subunit beta VHMFEAHSDYIR
or leukemia EYFTFPASK
1P100018974 Homeobox protein DLX-2 TQYLALPER
1P100025273 Isoform Long of purine protein GYPGDYTK
1P100478496 Isoform 1 of Ribonuclease P protein subunit p40 HLVQTHYYNYR
1PI00645510 Ubiquitin-fold modifier 1 ITLTSDPRLPYK
1P101014295 31 kDa protein MNSYPYLADR
1PI00060627 Colled-coil domain-containing protein 124 ELEDAYWKDDDKHVMR
1P100060627 Coiled-coil domain-containing protein 124 ELEDAYWK
1P100916540 4 kDa protein LPACVVDCGTGYTK
1PI00647664 Uncharacterized protein cDTCQQYFSR
1P100022143 Isoform 1 of Extended synaptotagmin-1 HLSPYATLTVGDSSHK
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1PI00013452

Bifunctional aminoacyl-tRNA synthetase AYVDDEPAEQmK

1P100013452 Bifunctional aminoacy|-tRNA synthetase SLIGVEYKPVSATGAEDKDKK
1P100419575 Uncharacterised protein family UPF0363 protein GDYYEAHQMYR
1P100419575 Uncharacterised protein family UPFO363 protein ASVEKGDYYEAHQMYR
1P100470498 Isoform 3 of Plasminogen activator inhibitor 1 RNA-binding protein SSFSHYSGLK
1P100470498 Isoform 3 of Plasminogen activator inhibitor 1 RNA-binding protein SSFSHYSGLKHEDKR
1PI00216691 Profilin-1 CYEMASHLR
1PI00012198 Uncharacterized protein Clorf50 ESGQQyFSIISPK
1P100982620 CDNA FLI61765, highly similar to /TIEYYSQLK
1PI00639961 Uncharacterized protein THYPAQQGEYQTHQPVYHK
1PI00174976 Isoform 1 of MAGUK pSS subfamily member 5 DQEVAGRDYHFVSR
1P100878075 23 kDa protein ICANHyITPMMELKPNAGSDR
1P100945578 12 kDa protein VDyFIASK
1P100013297 28 kDa heat- and acid-stable phosphoprotein ARQyTSPEEIDAQLQAEK
1P100013297 28 kDa heat- and acid-stable phosphoprotein QyTSPEEIDAQLQAEK
1P100719070 Tsoform 3 of Zinc finger CCCH-type with G patch domain-containing protein  ITDVDNGyYTVK
1P100304817 SAM and SH3 domain-containing protein 1 NQLGNyPTLPLMK
1P100471928 ATP synthase subunit alpha EAYPGDVFyLHSR
1P100980953 Uncharacterized protein NNCPFSADENYRPLAK
1P100164154 Isoform 1 of Putative methyltransferase NSUNS TCSDDVWDYFKR
1P100797067 U2 snRNP-specific A’ protein LYVIYKVPQUR
1P100550243 THUMP domain-containing protein 1 AQYVLAK
1P101011073 CDNA FLIS5446, highly similar to Superkiller viralicidic activity 2-like 2 SFYQFQHYR
1P100794580 CDNA FLI54078, highly similar to Protein arginine N-methyltransferase 5 YSQYQQAIYK
1P100943550 Isoform 3 of Perilipin-3 LEPQIASASEYAHR
1P100293884 Isoform 2 of Kinesin-like protein KIF23 KGSQTNLKDPVGVYCR
1P101012473 CDNA FLI57418, highly similar to Short/branched chain specific acyl-CoAdehydrc ADKEGDYYVLNGSK
1P101012473 CDNA FLI57418, highly similar to Short/branched chain specific acyl-CoAdehydrc TRADKEGDYYVLNGSK
1P100295857 Isoform 1 of Coatomer subunit alpha VKGNNVYcLDR
1P100295857 Isoform 1 of Coatomer subunit alpha GHYNNVSCAVFHPR
1P100295857 Isoform 1 of Coatomer subunit alpha GNNVycLDR
VQIYHNPTANSFR

1P100022334 Ornithine aminotransferase, mitochondrial YGAHNyHPLPVALER
1P100292382 Isoform 1 of MRNA-decapping enzyme 2 DYICKDDYIELR
1PI00015105 Cyclin-dependent kinases regulatory subunit 2 QIYYSDKYFDEHYEYR
1P100981155 Protein YTEFYHVPTHSDASK
1P100647067 Isoform 2 of Polypyrimidine tract-binding protein 2 NQPIYIQYSNHK
1P100295457 Isoform 2 of Myosin phosphatase Rho-interacting protein VRVESGYFSLEK
1P100965993 CDNA, FLI95176, Homo sapiens CGI-48 protein (CGI-48), mRNA IQSIyLER
1P100020898 Ribosomal protein S6 kinase alpha-3 TVEyLHAQGVVHR
1P100953043 DNA topoisomerase 2 HVDYVADQIVTK
1P100979136 Ribonucleoside-diphosphate reductase TIDINYYPVPEACLSNKR
1P100003843 Isoform A1 of Tight junction protein ZO-2 IEIAQKHPDIYAVPIK
1P100946673 CDNA FLI57866, highly similar to Homo sapiens TAFS RNA polymerase I, TATA I TPTYREPVSDYQULR
1PI00876873 Uncharacterized protein TETNVYFK
1P100921284 Isoform 3 of Histone-lysine N-methyltransferase EZH1 QcPeyLAVR
1P100032003 Emerin DSAYQSITHYRPVSASR
1P100983590 origin recognition complex subunit 3 isoform 3 TALHTALNNPYYYLK
1P100877103 Uncharacterized protein MLQHIDYR
1P100021290 ATP-citrate synthase DGVyVLDLAAK
1P100021290 ATP-citrate synthase EGDyVLFHHEGGVDVGDVDAK
1P101014546 protein arginine N-methyltransferase 1 isoform 1 TGFSTSPESPYTHWK
1P100218697 Isoform 2 of Protein 4.1 ERLDGENIYIR
1P100981739 Uncharacterized protein RLEAAYLDLQR
1P100024067 Isoform 1 of Clathrin heavy chain 1 FLRENPYYDSR
1PI00024067 Tsoform 1 of Clathrin heavy chain 1 ENPYYDSR
1P100027705 Isoform 1 of DNA primase large subunit IILSNPPSQGDYHGCPFR
1P100017339 Splicing factor 38 subunit 4 NQDATVYVGGLDEK
1P100334400 Isoform 2 of Plakophilin-4 STTNYVDFYSTK
1P100306280 Density-regulated protein LDADYPLR
1PI00745955 Probable rRNA-processing protein EBP2 ESyDDVSSFR
1P100219622 Proteasome subunit alpha type-2 SILYDER
1P100002966 Heat shock 70 kDa protein 4 VLTFyR
1PI00002966 Heat shock 70 kDa protein 4 LKKEDIyAVEIVGGATR
1P100171044 Schiafen family member 11 AKQHLYIFPWGGH
1PI00306671 Isoform A of F-box/WD repeat-containing protein 11 TYTYISR
1P100306671 Tsoform A of F-box/WD repeat-containing protein 11 GVycLQYDDEK
1P100027626 T-complex protein 1 subunit zeta TEVNSGFFyK
1PI00644506 CDNA FLIS8756, highly similar to Nuclear pore complex protein Nup93 AVYCIIGR
1PI00946618 Uncharacterized protein LPSAQTPNGTDYVASGK
1P100946618 Uncharacterized protein LNGQQAALASQYR
1PI00946618 Uncharacterized protein SSEGPKPEKVYK
1P101011355 CDNA FLI53931, highly similar to Bifunctional 3'-phosphoadenosines'-phosphosu STNVVYQAHHVSR
1P100438287 Isoform 2 of Protein LAP2 RAQIPEGDYLSYR
1PI01014951 163 kDa protein IDYFER
1P101014951 163 kDa protein KIDyFER
1P100004838 Isoform Crk-11 of Adapter molecule crk QEEAEYVR
1P101009942 DNA-repair protein complementing XP-G cells variant (Fragment) RVVSEDTSHYILIK
1P100398779 Isoform 4 of Plectin GyYSPYSVSGSGSTAGSR
1PI00746351 Tsoform 1 of Exosome complex exonuclease RRP44 SAPVYKR
1P100289800 Isoform Short of Glucose-6-phosphate 1-dehydrogenase VQPNEAVYTK
1P100549205 Isoform 2 of DNA repair protein RADSO GQDIEYIEIR
1PI00448515 Isoform 2 of RNA polymerase II-associated protein 3 IKSYDYEAWAK
1P100448515 Isoform 2 of RNA polymerase II-associated protein 3 SYDYEAWAK
1P100003923 Isoform 1 of Uridine 5'-monophosphate synthase SGLSSPIYIDLR
1P100908623 CDNA FLI54203, highly similar to Aspartate aminotransferase, mitochondrial  DDNGKPYVLPSVR
1P100908623 CDNA FLI54203, highly similar to Aspartate aminotransferase, mitochondrial  NLDKEyLPIGGLAEFCK
1P100479306 Proteasome subunit beta type-5 DAYSGGAVNLYHVR
1P100465439 Fructose-bisphosphate aldolase A RCQYVTEK
1P100465439 Fructose-bisphosphate aldolase A CQUVTEK
1P100916802 Uncharacterized protein DDyFAKK

synthase, IRPVPEYQK

synthase, SVKEYVDPNNIFGNR
1P100477468 RNA polymerase-associated protein CTR9 homolog QCSDLLSQAQYHVAR
1P100410067 Isoform 1 of Zinc finger CCCH-type antiviral protein 1 KGTGLLSSDYR
1PI00410067 Tsoform 1 of Zinc finger CCCH-type antiviral protein 1 LSETHHLHPEYVR
1P100019502 Isoform 1 of Myosin-9 VAAYDKLEK
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54.16
325.03
1000
30.97
160.79
117.47
1000
27.96
27.96
130.8
108.62
43.97
1000
1000
1000
4377
30.97
105.44
21.95
1000
55.24
89.89
56.2
134.16
1000
208.47
86.89
107.96
1000
1000
35.12
79.3
56.2
176.96
1000

1.229
4.507
2.576
3.51
2.256
3.983
1.832
2.469
1.842
2412
3.484
3.393
1.128
4.329
1818
2,001
1.507
3.123
3.825
2.788
1.638
1.652
1818
2.491
2.4
2,032
178
2721
1.838
2192
1554
251
2724
2.195
2112
2.148
1.965
3.096
1732
2392
1.834
3.087
3.252
2.391
1715
1.819
2.101
3.07
1.63
2.802
2,015
2.921
1.849
2.83
1636
1435
2.585
3.2
2372
2.341
2314
1.307
1.455
2.893
2.369
1.882
255
1.803
2.219
2.909
2.048

2.385
3319
1.474
1.693
1.951
1.818
2811
1.528
2.343
2713
1.978
2.023
1673
217
2.47
4.056
1.821
218
1.783
1.974
2.514
1.929
1.88
2.2
121

488.5343624
579.5438838
504.8587642
676.2841182
596.7558591
465.2124324
623.7412717
782.3594968
662.3157345
598.7680049
586.9248653
833.3728023
5117330929
719.6666866
965.427673

734.3236691
784.8813473
545.240356

659.2842403
528.8848262
486.6020504
436.7178952
452.5235592
686.3027951
551.254211

634.6365352
546.9066158
632.6226802
473.215057

579.9155269
595.736633

5429187008
606.2896724.
561.5755611
766.9832759
621.2653194
528.9116207
498.5730892
551.2707516
530259399

734.3480832
749.0286251
639.0067134
635.3020626
5412337643
623.7593381
673.3092037
625.3135372
578.2545163
622.3032223
780.0057979
602.2575679
486.5639339
476.5731807
513.8933712
562.2083737
713321838

794.8483273
753313049

521.7339474
642.7425534
488.213165

439.7125241
648.0067745
545.2604976
492.2150571
735.2864987
636.2705685
516.2407834
893.4071652
750.3540646
476.8966671
526.5799556
549.9223018
461.6890866
525.736694

5522239377
580.6284175
931.8835446
4507208554
614.7840573
658.3011471
485.2183529
606.7343747
700.846008

513.9115596
682.9929195
5345742183
582.2492062
504.1989743
483.7021481
605.3054806
611.2846065
619.2774044.
638.8005978
428.2093501
558.7705685
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0.0107
-0.00187
-0.00128
-0.000322
-0.0000334
-0.00227
-0.000274
0.00144
-0.000182
-0.00278
-0.00118
-0.000635
-0.00167
-0.00232
-0.00101
-0.00151
-0.000157
0.000191
-0.000321
-0.00186
-0.00173
-0.000361
-0.0023
-0.000861
-0.00114
-0.000736
-0.00123
-0.00184
-0.000471
-0.00106
-0.00115
-0.00247
-0.000259
-0.00296
-0.00435
0.000482
-0.00201
-0.000509
-0.000948
-0.00118
-0.000285
-0.00277
-0.00524
-0.00509
-0.00102
-0.000606
-0.00127
-0.000465
-0.00112
0.000893
-0.00148
-0.00137
-0.00297
-0.00103
0.00114
-0.000804
-0.00343
-0.000997
-0.00185
-0.00116
-0.00124
-0.000422
-0.000503
-0.000653
-0.00238
-0.00164
-0.00102
-0.00161
-0.00125
0.000279
-0.000522
-0.00338
0.00179
-0.00207
-0.000878
-0.000664
-0.000976
-0.00382
-0.000462
-0.000541
-0.00124
0.000743
-0.00112
-0.000502
0.00136
-0.002
0.00162
-0.00432
-0.0015
-0.000868
-0.00106
-0.00029
0.000143
0.000271
-0.000656
-0.0026
-0.00101
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1108
666
666
138
718
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81
107
239
208
208
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1P100019502 Isoform 1 of Myosin-9 KVIQyLAYVASSHK 138.13 323 562.9586177 3 -0.00182 186 199
1P100219005 Peptidyl-prolyl cis-trans isomerase FKBP4 GEHSIVYLKPSYAFGSVGK 57.6 2422 707.0136104 3 -0.00145 214 232
1P100219005 Peptidyl-prolyl cis-trans isomerase FKBP4 KLYANMFER 1000 1.776 626.2833859 2 -0.00078 409 417
1P100221325 E3 SUMO-protein ligase RangP2 ICANHYISPOMK 50.15 25612 510.2158504 3 -0.00119 -0.779 1242 1253
1PI00647813 Tsoform 2 of Inosine-5'-monophosphate dehydrogenase 1 NRDYPLASK 152.42 1.736 572.2635495 2 -0.000753 -0.658 205 213
1P100878789 13 kDa protein FDFLCQYHKPASK 93.15 2179 574.2566524 3 -0.00168 7 83
1P100030320 Probable ATP-dependent RNA helicase DDX6 GVTQYYAYWTER 27.96 1.859 765.337341 2 -0.00087 308 319
1P100012268 265 proteasome non-ATPase regulatory subunit 2 YLYSSEDYIK 79.9 1.666 680.7898556 2 0.00046 432 441
1P100604635 Isoform 5 of Terminal uridylyltransferase 7 RGHPQQDYLIIDDHAK 1000 2.646 497.2365108 4 -0.00126 2 a1
1PI00604635 Isoform 5 of Terminal uridylyltransferase 7 GHPQQDYLIIDDHAK 1000 2352 6106124874 3 -0.000914 0.5 27 41
1PI00514619 C2o0rf4 protein YSYYDESQGEIYR 66.86 1.766 876.8444821 2 0.00171 0.977 202 214
p kinase Nek9 AGGGAAEQEELHYIPIR 1000 3.957 6309630733 3 -0.00176 -0.929 40 56
1P100910719 CDNA FLIS5705, highly similar to Threony|-tRNA synthetase, cytoplasmic NSSTYWEGK 27.96 2.228 576.2241818 2 -0.000488 -0.424 159 167
1P100852604 SET binding factor 1 TFLLDSDYER 60.18 1.581 669.7850339 2 0.000216 0.162 82 91
1PI00647851 Isoform 2 of Pre-mRNA-splicing factor 388 TYHEVVDEIYFK 126.32 2461 541.5768428 3 0.000452 0.279 81 92
1PI00178352 Tsoform 1 of Filamin-C TPCEEVYVK 127.58 1.809 602.7515256 2 -0.000966 -0.802 2677 2685
1P100178352 Isoform 1 of Filamin-C GSSYSSIPK 30.97 1.537 503.2182309 2 -0.00079 2622 2630
1P100900293 filamin-B isoform 1 SSTETCYSAIPK 27.96 1.901 712.2943112 2 -0.000894 -0.628 2527 2538
1P100900293 filamin-8 isoform 1 DLDIIDNYDYSHTVK 24.95 2333 630.9439083 3 -0.000452 895 909
1P100796366 CDNA FLI56329, highly similar to Myosin light polypeptide 6 NKDQGTYEDYVEGLR 110.85 2.204 6229353023 3 -0.00107 173 187
1P100290566 T-complex protein 1 subunit alpha HGSYEDAVHSGALND 232 2606 551.2179561 3 -0.000808 -0.489 542 556
1P100290566 T-complex protein 1 subunit alpha DDKHGSYEDAVHSGALND 0 3371 6706010128 3 -0.000638 -0.318 539 556
1P100939535 C190rf2 protein AFVDVVNGEYVPRK 1000 2653 558.275085 3 -0.000421 -0.252 392 405
1P100293652 Isoform 1 of Interleukin-1 receptor-associated kinase 1 RRPPMTQUYER 93.29 1.914 504.9094234 3 -0.00211 507 517
1P100966026 Protein NSGFDVLYHNMK 145.73 1.959 502.2144161 3 -0.00203 10 21
1P100871372 E3 ubiquitin-protein ligase HECTD1 KVDATDASYPSVNTCVHYLK 65.46 2327 783.3585201 3 -0.00358 2567 2586
1P100871372 E3 ubiquitin-protein ligase HECTD1 TWDDDYVLKR 21241 2.893 464.2062069 3 -0.00166 1762 1771
1P100026219 Cleavage and polyadenylation specificity factor subunit 1 CtAHYVAYHVESK 0 3.192 548.9008175 3 -0.00129 1020 1032
1P100829853 Isoform 6 of A-kinase anchor protein 13 LNEIYTK 23.98 1.904 480.7257992 2 -0.000653 -0.68 281 287
1P100291006 Malate dehydrogenase, mitochondrial AGAGSATLSMAYAGAR 79.9 2.981 767.8398434 2 -0.000665 -0.433 242 257
1PI00470361 Isoform 2 of Kin of IRRE-like protein 1 AVLYADYR 70.88 1.656 525.736694 2 -0.000564 -0.536 635 642
1P100220834 X-ray repair cross-complementing protein 5 QYMFSSLK 79.9 1.656 542.2327267 2 -0.000998 -0.921 432 439
1P100153032 Protein LTV1 homolog LQEVLNDyYKEK 232 2346 541.2540889 3 -0.00501 294 305
1P100299413 GA-binding protein alpha chain NKPTMNYEK 79.9 1.525 602.7570187 2 -0.00121 365 373
1PI00549924 Isoform 2 of Alpha-catulin YGYLSLPKPMK 21.95 1.786 459.5609127 3 -0.00204 534 544
1P101015033 Putative uncharacterized protein DKFZp686A2068 LGEGSYGSVYK 0.00, 0.00 1.846 660.2529904 2 0.0019 36 46
1P100004358 Glycogen phosphorylase, brain form ARPEYMLPVHFYGR 275.74 2.965 605.9522091 3 0.000351 0.193 193 206
1P100032206 Isoform 1 of PDZ and LIM domain protein 4 GyFFLDER 1000 2.293 563.7346799 2 0.000408 0.362 292 299
1P101013219 30 kDa protein MLGEALSKNPGYIK 65.42 2339 534.266296 3 0.00201 126 237 250
1P100018009 Enhancer of mRNA-decapping protein 3 YRHDENILESEPIVYR 153.35 3.358 704.9958492 3 -0.00373 -1.76 244 259
1P100018009 Enhancer of mRNA-decapping protein 3 YRHDENILESEPIVYRR 57.99 25813 568.025207 4 0.000627 0.276 244 260
1P100059944 E3 ubiquitin-protein ligase RNF25 TPCYHyFHCHCLAR 35.84 2422 501.1984248 4 -0.000998 -0.499 151 164
1PI00789249 Isoform 3 of Spindle and kinetochore-associated protein 3 ALDGEESDFEDYPMR 127 2302 927.349548 2 -0.00306 28 a2
1P100062037 Dynein light chain 2, cytoplasmic NFGSYVTHETK 44.63 2395 454.862762 3 -0.00049 61 71
1P100399254 Isoform 1 of OTU domain-containing protein 4 ESNyFGLSPEER 74.96 2667 754.3082883 2 -0.00188 436 447
1P100399254 Isoform 1 of OTU domain-containing protein 4 SRDEGYQYHR 79.35 2.034 464.1895137 3 -0.00124 1080 1089
1P101010055 CDNA FLIS8379, highly similar to Annexin A11 SLyHDISGDTSGDYRK 40.66 25812 6319398189 3 0.00158 447 462
1P100023530 Cyclin-dependent kinase 5 IGEGTYGTVFK 24.95 1.961 626.2863156 2 -0.00162 10 20
c oxidase, WCDDYFFIAHR 1000 1.903 537.2152095 3 -0.0000133 318 328
[ oxidase, KWCDDyFFIAHR 1000 2631 579.9129024 3 -0.00193 317 328
1PI00168885 Isoform 1 of Putative ATP-dependent RNA helicase DHX57 NDGyVHIHPSSVNYQUR 192,51 3571 688.9815059 3 -0.000359 1258 1274
1P100024662 Chromobox protein homolog 5 LTWHAYPEDAENKEK 75.44 2358 637.6160884 3 -0.000111 172 186
1PI00556258 Uncharacterized protein YKPAVNQIECHPYLTQEK 21.95 3.055 766.6924434 3 -0.00151 178 195
1PI00029601 Src substrate cortactin LQUHESQKDYK 51.21 1.967 490.2330623 3 -0.00039 256 266
1P100029601 Src substrate cortactin HASQKDYSSGFGGK 74.96 4.155 516.8876949 3 -0.00109 148 161
1P100739386 Tyrosine-protein kinase Sgk223 EATQPEPIYAESTKR 49.99 2453 600.6123653 3 -0.000381 403 417
1P100009146 TRAF-type zinc finger domain-containing protein 1 LKEHEDYCGAR 1000 1.96 486.5342098 3 -0.00161 102 12
1P100719520 ATXN2 protein VALENDDRSEEEKYTAVQR 27.96 2.926 778.0206295 3 0.000312 193 211
1PI00644194 Uncharacterized protein YYADGEDAYAMKR 218.64 3392 544.8851314 3 -0.000882 116 128
1P100975731 CDNA, FLI78884, highly similar to Homo sapiens elongation protein 3 homolog (INLHDALSGHTSNNIYEAVK 65.3 2.028 721.6670528 3 -0.00172 69 87
1P100910633 CDNA FLI59381, highly similar to Eukaryotic translation initiation factor 3 subuni QDLAYER 1000 1.691 487.7029721 2 -0.000407 32 38
1P100909867 CDNA FLI57343, highly similar to Homo sapiens ankyrin repeat domain 17 (ANKFKQYLEVK 1000 1.952 494.2493893 2 -0.000773 707 713
1P100022202 Isoform A of Phosphate carrier protein, mitochondrial TVEALYK 130.85 1.515 452.214874 2 -0.001 241 247
1PI00908582 CDNA FLIS0164, highly similar to Protein flightless-1 homolog GYFAVTEK 174.36 2.027 497.7176205 2 -0.00131 1088 1095
1P100218728 Isoform 1 of Platelet-activating factor acetylhydrolase I8 subunit alpha SNGYEEAYSVFKK 27.96 2712 534.5676876 3 -0.00141 21 33
1P100909247 CDNA FLI51655, highly similar to Actin-like protein 2 HLWDYTFGPEK 30.97 1711 736.8166501 2 0.000149 0.101 32 42
1PI00853348 55 kDa erythrocyte membrane protein isoform 4 KSEEDGKEYHFISTEEMTR 14.91 3.961 599.7584834 4 -0.00147 293 311
1P100413160 Isoform 2 of TRIO and F-actin-binding protein YQDVYVELSHIK 9.3 2.206 525.2490841 3 0.00118 2321 2332
1P100827857 Isoform 9 of Abl interactor 1 ALIESYQNLTR 30.97 1.887 694.3331296 2 -0.00389 18 28
1P100005724 LanC-like protein 1 LHSLVKPSVDYVCQLK 55.24 3.165 656.000671 3 -0.00113 240 255
1P100946853 tyrosine-protein kinase HCK isoform d VIEDNEYTAR 30.97 1818 645.2743527 2 -0.000646 -0.501 383 392
1PI00014311 cullin-2 CIEVLIDKQYIER 1000 2134 586.9548946 3 -0.00136 -0.772 721 733
1P100006113 DNA-directed RNA polymerase II subunit RPB9 LyYVCTAPHCGHR 48.15 3.458 571.9058223 3 -0.00134 110 122
1P100880007 Microtubule-associated protein FKNNySTQPAR 81.61 1.777 469.2138362 3 -0.000668 -0.475 1238 1248
1PI00925511 CDNA FLI54314, highly similar to Glutaminyl-tRNA synthetase LNLHyAVVSK 53.57 1.617 408.5444637 3 -0.00119 476 485
1P100297322 ADP-ribosylation factor GTPase-activating protein 2 EVDAEYEAR 1000 182 581.2269284 2 -0.000495 440 448
serine isoform 3 SGLIFYR 152.04 1.694 468.2233884 2 -0.000275 266 272
1P101011967 CDNA FLIS4535, highly similar to Ribosomal protein S6 kinase alpha-1 TVEYLHSQGVVHR 56.48 1.531 535.501064 3 -0.00108 430 442
1P100744096 Isoform 1 of Dual specificity tyrosine-phosphorylation-regulated kinase 3 LYTYIQSR 30.97 16 562.2629391 2 -0.000873 366 373
1P100947429 Uncharacterized protein LyDLNMPAYVK 281.95 2955 703.8258053 2 0.000559 40 50
1P100947372 Uncharacterized protein NHVCQYYIYELQK 54.16 3.001 613.2708736 3 -0.00152 320 332
1P100386189 Isoform 1 of N-alpha-acetyltransferase 15, NatA auxiliary subunit LEDAADVYR 1000 2382 566.2397458 2 -0.00076 240 248
1PI00984269 CDNA FLI59477, highly similar to HBS1-like protein IEAGYIQTGDR 74.63 1.937 651.790405 2 -0.000342 233 243
1P100939159 Adenylyl cyclase-associated protein QUAYIYK 60.18 1.684 482.7311398 2 -0.0000719 -0.0746 307 313
1P100217418 Isoform 2 of Rho GTPase-activating protein 12 AFYVPAQYVK 115.81 2.019 6333013913 2 -0.00217 61 70
1P100396018 Isoform 3 of Acetyl-CoA carboxylase 1 DKFEEDRIYR 1000 1.825 484.2172542 3 -0.000814 1284 1203
1PI00646536 Ring finger and CCCH-type zinc finger domains 2 WSSYGNEATSSAHYVER 33.27 2.488 675.2782589 3 0.0006 10 26
1PI00946257 Tsoform 4 of Ubiquitin-associated protein 2-fike DGSLASNPYSGDLTK 30.97 2752 802.8466794 2 0.000807 843 857
1P100643575 pyruvate dehydrogenase E1 component subunit alpha, somatic form, mitochondi AAASTDYYKR 21.95 3.134 400.179565 3 -0.00238 243 252
1PI00871941 Isoform 1 of Next to BRCAL gene 1 protein KPLAHYSSLVR 232 2013 4509023128 3 -0.00224 109 119
1PI00741971 Uncharacterized protein SIDTDDYAR 79.9 1.856 568.219238 2 -0.000376 479 487
1P100016736 Isoform 1 of inositol-4, gamma YEGR 70.16 2309 846.3698727 2 -0.000106 764 778
1P100794498 Isoform 2 of Protein VPRBP HSFTEDHYVEFSK 74.47 2443 569.2345577 3 -0.0019 173 1185
1PI00513961 CDNA FL134246 fis, clone FCBBF4000061, highly similar to Importin-13 GLHGTDYTADY 27.96 1.975 646.7453 2 -0.00105 171 181
1P100302690 Actin-related protein 10 SVSKEYYNQTGR 48.15 2318 504.5556942 3 -0.00169 372 383
1P101009768 CDNA FLI51513, highly similar to Periodic tryptophan protein 1 homolog GCLVTASADKYVK 56.46 3567 497.9022823 3 -0.000795 337 349
1P100472106 Isoform D of Endothelin-converting enzyme 2 EVEyWDQR 1000 1.601 602.7369382 2 -0.00158 2 29




1PI00219446

Phosphatidylethanolamine-binding protein 1

LYEQLSGK

1P101010322 CDNA FLI57520, highly similar to Homo sapiens NMD3 homolog (NMD3), mRNA TSEMNTDKQyFcR
1P100008868 Microtubule-associated protein 18 TSDVGGYYYEK

NADH i 1 beta subcomplex subunit 10 NRYyYYHR
1P100916455 Uncharacterized protein EDEKDGQAYKFVSR
1P100001672 HDCMD34P ALEQKPDDAQyYcQR
1P100439184 Isoform 1 of Centromere protein R HLDSYEFLK
1PI00640783 Tsoform 3 of Nucleolar protein 10 DGQYILATGTYKPR
1P100178056 44 kDa protein HGEIDYEAIVK
1P100465436 Catalase GAGAFGYFEVTHDITK
1PI00445401 Isoform 2 of E3 ubiquitin-protein ligase HUWEL TTSNTLHYIHIEQLDK
1P100465044 Protein RCC2 GNLYSFGCPEYGQLGHNSDGK
1P100179326 P inhibitor protein 2-like protein 1 EIEyVETVTSR
1P100032533 WD repeat-containing protein 18 NyISAWELQR
1PI00010951 Epiplakin KGENyVYINEATR
1P100019733 MRNA export factor NyIFLR
1P100514311 CTTNBP2 N-terminal-like protein FTSQQGPIKPVSPNSSPFGTDYR
1PI00470771 SAMDA4B protein SRPEPSYHSR
1PI00006671 Zinc finger and BTB domain-containing protein 5 VHTGEKPYACLK
1P100926216 Uncharacterized protein KVSSTHYYLLPERPSYLER
1P100843802 Isoform 1 of Protein KIAA0284 EPSYFEIPTK
1P100979595 Uncharacterized protein TYSYLTPDLWK
1P100909251 CDNA FLIS1165, highly similar to DNA damage-binding protein 1 TECNHYNNIMALYLK
1PI00642957 Breast cancer anti-estrogen resistance 3, isoform CRA_c LSEAYSR
1P100893758 Protein HQSNKGYSLASLLAK
1PI00852831 Uncharacterized protein THTGERPYYCTEPGCGR
1P100926927 Protein HSSGQQNLNTITYETLK
1P100013774 Histone deacetylase 1 YYAVNYPLR
1P100219543 Isoform Delta-2 of Serine/threonine-protein phosphatase 2A 56 kDa regulatory <IKySGGPQIVK
1P100299608 Isoform 1 of 265 proteasome non-ATPase regulatory subunit 1 SNCKPSTFAYPAPLEVPKEK
K650E-FGFR3-Myr(-)-shN2
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGWWYK
1P100955014 cyclin-dependent kinase 1 isoform 1 IGEGEYGVVYK
1P100955014 cyclin-dependent kinase 1 isoform 1 TEKIGEGtyGVVYK
1PI00955014 cyclin-dependent kinase 1 isoform 1 IGEGTYGVVYKGR
1P100013174 Isoform 1 of RNA-binding protein 14 YSGSYNDYLR
1P100013174 Isoform 1 of RNA-binding protein 14 VIECDVVKDYAFVHMEK
1P100013174 Isoform 1 of RNA-binding protein 14 LAELSDYR
1P100013174 Isoform 1 of RNA-binding protein 14 RLAELSDYR
1PI00013174 Tsoform 1 of RNA-binding protein 14 AQPSVSLGAAYR
1P100013174 Isoform 1 of RNA-binding protein 14 SSLDYR
1P100013174 Isoform 1 of RNA-binding protein 14 VIECDVVKDYAFVHMEK
1PI00013174 Isoform 1 of RNA-binding protein 14 RLPDAHSDYAR
1P100013174 Isoform 1 of RNA-binding protein 14 LPDAHSDYAR
1P100013174 Isoform 1 of RNA-binding protein 14 ASYDDPYKK
1P100013174 Isoform 1 of RNA-binding protein 14 RSPTKSSLDYR
1P100013174 Isoform 1 of RNA-binding protein 14 ASYVAPLTAQPATYR
1PI00013174 Tsoform 1 of RNA-binding protein 14 RLAELSDYRR
1P100013174 Isoform 1 of RNA-binding protein 14 TQSSASLAASYAAQQHPQAAASYR
1P100013174 Isoform 1 of RNA-binding protein 14 SPTKSSLDYR
1PI00013174 Isoform 1 of RNA-binding protein 14 SPPRASYVAPLTAQPATYR
1P100013174 Isoform 1 of RNA-binding protein 14 RLPDAHSDYAR
1P100152906 Histone H2B type 1-D ESYSVYVyK
1P100152906 Histone H2B type 1-D KESYSVYVyK
1P100152906 Histone H2B type 1-D KESYSVyVyK
1P100152906 Histone H2B type 1-D ESYSVyVyK
1P100152906 Histone H2B type 1-D KESYSVyVYKVLK
1P100152906 Histone H2B type 1-D ESYSVYVyKVLK
1PI00941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase GyHIIMVEGR
1P100941201 Isoform 1 of Pep cis-trans isomerase
1PI00941201 Isoform 1 of Peptidyl-prolyl cis-trans isomerase 94 TKFGYHIIMVEGR
1P100000000 FGFR3 Mutant DVHNLDYYK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGRLPVK
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGR
1P100000000 FGFR3 Mutant MDKPANCTHDLYMIMR
1PI00000000 FGFR3 Mutant DLVSCAYQUAR
1P100000000 FGFR3 Mutant DVHNLDYYKETTNGR
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich FAQHGTFEYEYSQR
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich FAQHGTFEYEYSQRWK
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich DKLESEMEDAYHEHQANLLR
1PI00010740 Tsoform Long of Splicing factor, proline- and glutamine-rich mGyMDPR
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich MGYMDPR
1P100010740 Isoform Long of Splicing factor, proline- and YEYSQR
1PI00010740 Isoform Long of Splicing factor, proline- and glutamine-rich QHHPPYHQQHHQGPPPGGPGGR
1P100010740 Isoform Long of Splicing factor, proline- and
1P100010740 Isoform Long of Splicing factor, proline- and DKLESEMED QANLLR
1P100010740 Isoform Long of Splicing factor, proline- and glutamine-rich QREESYSR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R STAYEDYYyHPPPR
1P100012074 Tsoform 1 of Heterogeneous nuclear ribonucleoprotein R LKDYAFVHFEDR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R STAYEDYYYHPPPR
1P100012074 Isoform 1 of Heterogeneous nuclear ribonucleoprotein R LDSYEIRPGK
1P100216190 Tsoform 2 of Glycogen synthase kinase-3 beta GEPNVSYICSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLDyAPPPR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDSYGGPPR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUSDLYSSGR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLDDGySTKDSYSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDYAPPPRDYTYR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDRDYSDHPSGGSYR
1P100939558 CDNA FLI38696 fis, clone KIDNE2001931, highly similar to HETEROGENEOUS NLDYTYRDYGHSSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDDGySTKDSYSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD! YPSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD:
1P100939558 CDNA FLI38696 fis, clone highly similar to NLDDyPSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUGYSDRDGYGR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDVYLSPR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD! YPSR
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1PI00939558

CDNA FLI38696 fis, clone highly similar to

NLGGHMDDY

1P100939558 CDNA FLI38696 fis, clone KIDNE2001931, highly similar to HETEROGENEOUS NLYDDySSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLD! YPSSR
1P100939558 CDNA FLI38696 fis, clone highly similar to NLYDD R
1P100939558 CDNA FLI38696 fis, clone highly similar to NLDDy
1PI00515061 Histone H2B type 1-1 KESYSIyVyK
1PI00515061 Histone H2B type 1-] KESYSIYVyK
1PI00515061 Histone H2B type 1-] ESYSIyVyK
1P100515061 Histone H2B type 1-] ESYSIYVYK
1P100909232 CDNA FLIS3542, highly similar to nuclear (S
1P100909232 CDNA FLI53542, highly similar to Heterogeneous nuclear ribonucleoproteins C  mySYPAR
1P100909232 CDNA FLI53542, highly similar to nuclear c
1P100909232 CDNA FLIS3542, highly similar to Heterogeneous nuclear ribonucleoproteins C  MYSyPAR
1P100909232 CDNA FLI53542, highly similar to Heterogeneous nuclear ribonucleoproteins C  MySyPAR
1P100909232 CDNA FLIS3542, highly similar to nuclear c My
1P100909232 CDNA FLIS3542, highly similar to nuclear C DyYDRMy
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL SSGPYGGGGQYFAKPR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL NQGGYGGSSSSSSYGSGR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL SSGPYGGGGQYFAKPR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta AAQDRDQIYR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta RPHLPTPGIYMGRPTYGSSR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta RRSPSPyYSR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta RPHTPTPGIYMGRPTYGSSR
1PI00301503 Isoform 1 of Transformer-2 protein homolog beta RDYYDR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta GYDDRDYYSR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta GYDDRDYYSR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta GYDRGYDDRDYYSR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta GYDRGYDDRDYYSR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta AAQDRDQIYRR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta DyYDRGYDR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta RRDYYDR
1PI00844578 ATP-dependent RNA helicase A DFVNyLVR
1P100844578 ATP-dependent RNA helicase A NFLYAWCGKR
1P100844578 ATP-dependent RNA helicase A QLYHLGVVEAYSGLTK
1PI00844578 ATP-dependent RNA helicase A KMTPSYEIR
1P100844578 ATP-dependent RNA helicase A AENNSEVGASGYGVPGPTWDR
1PI00844578 ATP-dependent RNA helicase A NFLYAWCGK
1P100844578 ATP-dependent RNA helicase A MTPSYEIR
1P100844578 ATP-dependent RNA helicase A YDNGSGYR
1PI00844578 ATP-dependent RNA helicase A GANLKDYySR
1P100844578 ATP-dependent RNA helicase A LFTAHNNMTNYATVWASK
1P100844578 ATP-dependent RNA helicase A GANLKDyYSR
1PI00604620 Nucleolin NLPYKVTQDELK
1P100604620 Nucleolin SISLYYTGEKGQNQDYR
1PI00604620 Nucleolin KFGyVDFESAEDLEK
1PI00604620 Nucleolin GIAYIEFK
1P100604620 Nucleolin SKGIAYIEFK
1PI00604620 Nucleolin SISLYYTGEK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M FEPYANPTKR
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M FEPYANPTK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M GGNRFEPYANPTKR
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M DKFNECGHVLYADIK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M FNECGHVLYADIK
1P100171903 Isoform 1 of Heterogeneous nuclear ribonucleoprotein M GGNRFEPYANPTK
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 KEDMTyAVR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 TKDIEDVFYKYGAIR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 SHEGETAYIR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DGYDYDGYR
1PI00215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DGYDYDGYRLR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DGyDYDGYRLR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 EDMTYAVR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 EAGDVCyADVYR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 KEDMTYAVR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 KEDMTYAVRK
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DAEDAVYGR
1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENK
1P100479217 Isoform Short of nuclear u
1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U AVVVCPKDEDYKQR
1P100479217 Isoform Short of nuclear u
1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENKYSR
1P100479217 Isoform Short of nuclear Y
1P100479217 Tsoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENKYSR
1P100479217 Isoform Short of Heterogeneous nuclear ribonucleoprotein U EDHGRGYFEYIEENK

nuclear ril U-like protein 2 AYYEFR

nuclear U-like protein 2 YRDYYR

nuclear ri U-like protein 2 DWQSYyYHHPQDR

nuclear U-like protein 2 NYYGYQGYR

nuclear U-like protein 2 YRDYYR

nuclear U-like protein 2 YRGDYDR

nuclear U-like protein 2 FYGRDYEYNR

nuclear U-like protein 2 FYGRDYEYNR

nuclear ril U-like protein 2 DWQSYyYHHPQDRDR

nuclear U-like protein 2 YYRNYYGYQGYR

nuclear ri U-like protein 2 NyyGYQGYR
1P100220717 Isoform 3 of Putative RNA-binding protein 15 TAATSVPAYEPLDSLDR
1P100220717 Isoform 3 of Putative RNA-binding protein 15 ERDYPFYER
1P100220717 Isoform 3 of Putative RNA-binding protein 15 ERDYPFYER
1P100220717 Tsoform 3 of Putative RNA-binding protein 15 TAATSVPAYEPLDSLDRR
1P100220717 Isoform 3 of Putative RNA-binding protein 15 SSGAASSAPGGGDGAEYK
1P100220717 Isoform 3 of Putative RNA-binding protein 15 GQTSTYGFLK
1P100220717 Isoform 3 of Putative RNA-binding protein 15 DRDRDLYPDSDWVPPPPPVR
1P100220717 Isoform 3 of Putative RNA-binding protein 15 IEAVYVSR
1P100017297 Matrin-3 SATREPPYRVPR
1P100017297 Matrin-3 CRDDSFFGETSHNyHKFDSEYER
1P100017297 Matrin-3 TEEGPTLSYGR
1P100017297 Matrin-3 FDSEYER
1P100017297 Matrin-3 CRDDSFFGETSHNyHKFDSEYER
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2.546
2.748
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4.234
1.791
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-0.000141
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1P100017297 Matrin-3 DSFDDRGPSLNPVLDYDHGSR
1P100017297 Matrin-3 TGFycK
1P100017297 Matrin-3 SQESGyYDRMDYEDDRLR
1P100017297 Matrin-3 CRDDSFFGETSHNYHK
1P100017297 Matrin-3 SQESGYYDR
1P100017297 Matrin-3 DDSFFGETSHNyHKFDSEYER
1P100017297 Matrin-3 LeSLFYTNEEVAK
1P100017297 Matrin-3 'SQESGYYDRMDYEDDRLR
1P100017297 Matrin-3 NTHCSSLPHYQK
1P100017297 Matrin-3 DDSFFGETSHNYHK
1P100017297 Matrin-3 GPSLNPVLDYDHGSR
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 ETGYWVERPSTTK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 YFLHDDRDDGVDYWAK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 EEEWDPEYTPK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 FNDSEGDDTEETEDYRQFR
1PI00413671 Tsoform 2 of Bel-2-associated transcription factor 1 EYSGFAGVSRPR
1P100413671 Isoform 2 of Bel-2-associated transcription factor 1 LKDLFDYSPPLHK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 NTEEEGLKYK
1P100413671 Isoform 2 of Bel-2-associated transcription factor 1 KYFLHDDRDDGVDYWAK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 DYKEYK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 SSFYPDGGDQETAK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 DLFDYSPPLHK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 LKETGYVVERPSTTK
1PI00413671 Tsoform 2 of Bel-2-associated transcription factor 1 YFLHDDRDDGVDYWAK
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 GPPPTDPYGRPPPYDR
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 HDDyYR
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 GAAPNVVYTYTGKR
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit & GAAPNVVYTYTGKR
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 HDDyYRER
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 GAAPNVVYTYTGK
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit & DRHDDyYR
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 6 DRHDDYYRER
1P100012998 Isoform 1 of Cleavage and polyadenylation specificity factor subunit & GPPPTDPYGRPPPYDRGDYGPPGR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha GYDRYEDYDYR
1P100013891 Isoform Long of Transformer-2 protein homolog alpha YEDYDYRYR
1P100013891 Isoform Long of Transformer-2 protein homolog alpha YGPLSGVNVVYDQR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha RDSYYDR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha YEDYDYR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha GYDRYEDYDYR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha DSYYDR
1P100013891 Isoform Long of Transformer-2 protein homolog alpha GYDRYEDYDYRYR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha YEDYDYRYR
1P100013891 Isoform Long of Transformer-2 protein homolog alpha GFAFVyFER
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha GYDRYEDYDYRYR
1P100012340 Serine/arginine-rich splicing factor 9 KEDMEYALR
1P100012340 Serine/arginine-rich splicing factor 9 DAEDAIYGR
1P100012340 Serine/arginine-rich splicing factor 9 GSPHYFSPFRPY
1P100012340 Serine/arginine-rich splicing factor 9 SHEGETSYIR
1P100012340 Serine/arginine-rich splicing factor 9 NGYDYGQeR
1P100012340 Serine/arginine-rich splicing factor 9 EKDLEDLFYKYGR
1PI00012340 Serine/arginine-rich splicing factor 9 GSPHYFSPFRPY
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta LIyFQLHR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta DCQLNAHKDHQYQFLEDAVR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta VFPGSTTEDYNLIVIER
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta KLIyFQLHR
1P100438229 Tsoform 1 of Transcription intermediary factor 1-beta DIVENYFMR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta DHQYQFLEDAVR
1P100438229 Isoform 1 of Transcription intermediary factor 1-beta DIVENyFmR
1PI00438229 Isoform 1 of Transcription intermediary factor 1-beta QGSGSSQPMEVQEGYGFGSGDDPYSSAE
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) RWYPEEYEFAPK
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) RWYPEEYEFAPKK
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) WYPEEYEFAPK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ AVPKEDIYSGGGGGGSR
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ EDIySGGGGGGSR
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ GFGFVYFQNHDAADK
1P100011913 Heterogeneous nuclear ribonucleoprotein AQ RGFGFVYFQNHDAADK
1PI00011913 Heterogeneous nuclear ribonucleoprotein AQ GFGFVYFQNHDAADKAAVVK
1P100413672 Isoform 3 of Bel-2-associated transcription factor 1 GTFHDDRDDGVDYWAK
1PI00916600 Uncharacterized protein VFDKDGNGYISAAELR
1P100916600 Uncharacterized protein DGNGYISAAELR

nuclear K GGDLMAYDRR

nuclear K GGDLMAYDR

nuclear K RDYDDMSPR

nuclear ril K DyDDMSPR

nuclear K GGDLMAYDRR

nuclear ri K TIPTLEEYQHYK
1PI00418471 Vimentin TYSLGSALRPSTSR
1PI00418471 Vimentin SLyASSPGGVYATR
1PI00418471 Vimentin FANYIDKVR
1PI00418471 Vimentin SYVTTSTR
1P101015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hLDLGEDYPSGK
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hHRLDLGEDYPSGK
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hTEMQDNTYPEILR
1PI01015591 CDNA FLIS5635, highly similar to pre-mRNA-splicing factorATP-dependent RNA hLQSKEYSQY
1PI01015591 CDNA FLIS5635, highly similar to p plicing factorATP-dep: RNA hHRLDLG
1P100031812 Nuclease-sensitive element-binding protein 1 RRFPPYyMR
1P100031812 Nuclease-sensitive element-binding protein 1 NGYGFINR
1P100031812 Nuclease-sensitive element-binding protein 1 RNFNYR
1P100031812 Nuclease-sensitive element-binding protein 1 RPQySNPPVQGEVMEGADNQGAGEQGRI
1PI00006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GyCyVEFKEEK
1PI00006025 Tsoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GYCyVEFKEEK
1P100006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 GycYVERK
1PI00006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 LVENRAGKPK
1PI00006025 Isoform 1 of Squamous cell carcinoma antigen recognized by T-cells 3 AVAAATYK
1P100418313 interleukin enhancer-binding factor 3 isoform d NADHSMNYQYR
1PI00418313 interleukin enhancer-binding factor 3 isoform d NADHSMNYQYR
1P100418313 interleukin enhancer-binding factor 3 isoform d FNySGSGGR
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1P100418313 interleukin enhancer-binding factor 3 isoform d AYAALAALEK 1000
1P100376317 Isoform 1 of Enhancer of mRNA-decapping protein 4 SLAFHRPPYHLLQQR 180.21
1PI00218435 Tsoform 2 of U4/U6 small nuclear ribonucleoprotein Prpd. KPHIyYGSLEEKER 63.6
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4. LWIANYSLPR 0
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4 KPHIYYGSLEEK 74.96
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prpd. KPHIyyGSLEEKER 53.24,50.15
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prp4 SKEEYQQTWYHEGPNSLK 93.29
1PI00414676 Heat shock protein HSP 90-beta DNSTMGYMMAK 90.37
1P100414676 Heat shock protein HSP 90-beta EKYIDQEELNK 1000
1P100414676 Heat shock protein HSP 90-beta EDQTEYLEER 60.18
1PI00784295 Isoform 1 of Heat shock protein HSP 90-alpha DNSTMGYMAAK 56.2
1P100784295 Isoform 1 of Heat shock protein HSP 90-alpha HIYYITGETK 53.98
1P100470590 splicing factor 3A subunit 1 isoform 2 ASKPLPPAPAPDEYLVSPITGEK 53.24
1P100470590 splicing factor 3A subunit 1 isoform 2 FNFLNPNDPYHAYYR 57.6
1P100470590 splicing factor 3A subunit 1 isoform 2 ASKPLPPAPAPDEYLVSPITGEKIPASK  30.66
1PI00470590 splicing factor 3A subunit 1 isoform 2 EKQSDDEVYAPGLDIESSLK 53.4
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 VyYSYSQISHK 24.95
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 YSYKTVEELK 49.9
1PI00015924 Isoform 1 of Tuftelin-interacting protein 11 EQKVYYSYSQISHK 16.69
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 VyySYSQISHK 70.16, 50.64
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 RKDFQYEAMQER 1000
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 EQKVyYSySQISHK 27.96, 27.96
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 KDFQYEAMQER 1000
1P100! 3 DEAD (Asp- p) box polypeptide 46, isoform CRA_a LQNSYQPTNK 30.97
P10 3 DEAD (Asp p) box polypeptide 46, isoform CRA_a LNyVPLEK 1000
1PI00! 3 DEAD (Asp- p) box polypeptide 46, isoform CRA_a GYAYTFITEDQAR 67.96
PI 3 DEAD (Asp- p) box polypeptide 46, isoform CRA_a LNyVPLEKQEEER 1000

DEAD box polypeptide 46, isoform CRA_a AGNKGYAYTFITEDQAR 70.16
1PI00 3 DEAD (Asp- p) box polypeptide 46, isoform CRA_a LNyVPLEKQEEERQDGGQNESFK 183.99
1P101013815 CDNA FLI54736, highly similar to Scaffold attachment factor B DDAYWPEAK 1000
1P101013815 CDNA FLI54736, highly similar to Scaffold attachment factor B CYGFVTMSTAEEATK 207.76, 1,000.00
1PI01013815 CDNA FLIS4736, highly similar to Scaffold attachment factor B CYGFVTMSTAEEATK 233.67
1P100013830 SNW domain-containing protein 1 AADKLAPAQyIR 1000
1P100013830 SNW domain-containing protein 1 LAPAQYIR 1000
1P100013830 SNW domain-containing protein 1 LAEALYIADRK 1000
1P100013830 SNW domain-containing protein 1 TSNEVQYDQR 175.49
1P100013830 SNW domain-containing protein 1 DKVIySK 53.98
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 GERPDYKGEEELR 1000
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 VPLSAVER 77.86
1P100782992 Tsoform 1 of Serine/arginine repetitive matrix protein 2 GSGTNGYVQR 5144
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 RGERPDYKGEEELR 1000
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 FQSDSSSyPTVDSNSLLGQSR 30.97
1P100782992 Tsoform 1 of Serine/arginine repetitive matrix protein 2 AAFGISDSYVDGSSFDPQRR 21.95
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 SLSYSPVER 3222
1P100304925 Heat shock 70 kDa protein 1A/18 MVQEAEKYKAEDEVQR 1000
1P100304925 Heat shock 70 kDa protein 1A/18 TTPSYVAFTDTER 61.94
1P100014344 Isoform Long of Dual specificity tyrosine-phosphorylation-regulated kinase 1A IYQyIQSR 29.21
1PI00644386 Uncharacterized protein IGGDAGTSLNSNDYGYGGQK 62.73
1P100644386 Uncharacterized protein AWEEYYK 27.96
1PI00644386 Uncharacterized protein AWEEYYKK 51.06
1PI00644386 Uncharacterized protein AWEEYYKK 1,000.00, 1,000.00
1P100798302 CDNA FLI59405, highly similar to Eukaryotic translation initiation factor 48 ARPATDSFDDYPPR 163.22
1PI00889791 CDNA FLI31224 fis, clone , highly similar to p DNA IELVY 110.19
1P100922484 CDNA, FL179376, highly similar to Protein G10 homolog KQGYENLCCLR 1000
1P100922484 CDNA, FLI79376, highly similar to Protein G10 homolog QGYENLcclR 1000
1PI00479786 Tsoform 1 of Far upstream element-binding protein 2 ERDQGGFGDRNEYGSR 37.97
1P100479786 Isoform 1 of Far upstream element-binding protein 2 DQGGFGDRNEYGSR 18.95
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 RPPGYYSYLK 0
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KKRPPGYYSYLK 0
1P100955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KRPPGYYSYLK 65.93
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa HHNQPYCGIAPYIR 165.76
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa GYAFIEYEHER 217.31
1P100290204 Isoform 1 of U1 small nuclear ribonucleoprotein 70 kDa DDTSRyDERPGPSPLPHR 0
1P100183500 Isoform 1 of Nuclear cap-binding protein subunit 2 DEYRQDYDAGR 95.21
1P100183500 Isoform 1 of Nuclear cap-binding protein subunit 2 SDSYVELSQYR 24.95
1P100183500 Isoform 1 of Nuclear cap-binding protein subunit 2 SDSYVELSQYRDQHFR 44.63,17.99
1P100183500 Tsoform 1 of Nuclear cap-binding protein subunit 2 DEYRQDYDAGRGGYGK 18.95
1P100477686 General transcription factor IIF subunit 2 AECRPAASENYMR 91.01
1P100477686 General transcription factor IIF subunit 2 AECRPAASENYMR 79.56, 1,000.00
1P100477686 General transcription factor IIF subunit 2 HQYYNLK 48.87
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 NMGGPYGGGNYGPGGSGGSGGYGGR  100.79
1PI00396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 NYYEQWGK 58.42
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 YHTINGHNAEVR 37.97
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 GFGDGYNGYGGGPGGGNFGGSPGYGGG23.2
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 NMGGPYGGGNYGPGGSGGSGGYGGR  1,000.00, 48.16
1P100397358 Ribosomal protein 527 LVQSPNSYFMDVK 27.96
1P100397358 Ribosomal protein 527 LVQSPNSYFmMDVK 30.97, 1,000.00
1P100397358 Ribosomal protein 527 RLVQSPNSYFMDVK 232
1P100056880 Zinc finger protein 787 RIHTGEKPYACLECGKR 63.76
IPI00056880 Zinc finger protein 787 THTGEKPYACLECGKR 142.11
1P100056880 Zinc finger protein 787 RAPAPKPYVCLECGK 1000
1P100056880 Zinc finger protein 787 THTGEKPYACLECGK 82.96
1PI00056880 Zinc finger protein 787 APAPKPYVCLECGK 1000
1P100005978 Serine/arginine-rich splicing factor 2 VGDVYIPRDR 1000
1P100005978 Serine/arginine-rich splicing factor 2 VGDVYIPR 1000
1P100005978 Serine/arginine-rich splicing factor 2 VDNLTYR 30.97
1P100005978 Serine/arginine-rich splicing factor 2 VGDVYIPRDRYtK 110.61, 0.00
1P100005978 Serine/arginine-rich splicing factor 2 YGGGGYGR 141.62
1P100784224 Similar to Zinc finger RNA-binding protein RYEEDMyWRR 183.63
1P100784224 Similar to Zinc finger RNA-binding protein QMQKEEYWR 1000
1PI00784224 Similar to Zinc finger RNA-binding protein EEyWR 1000
1P100784224 Similar to Zinc finger RNA-binding protein QPPKPPQIHYCDVCK 1000
1P100784224 Similar to Zinc finger RNA-binding protein RYEEDMyWR 217.14
1P100784224 Similar to Zinc finger RNA-binding protein HATIYPTEEELQAVQK 24.95
1P100784224 similar to Zinc finger RNA-binding protein KQMQKEEYWR 1000
1PI00784224 similar to Zinc finger RNA-binding protein AGYSQGATQYTQAQQTR 30.97
1P100979518 Uncharacterized protein LTGIKHELQANCYEEVKDR 196.55
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-0.000419
-0.000477
-0.0015
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0.00114
-0.000922
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-0.000527
-0.00304
-0.000208
-0.00215
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1PI00979518

Uncharacterized protein

1P100979518 Uncharacterized protein
1P100979518 Uncharacterized protein
1P100220381 Isoform 2 of Transcription factor 20
1P100220381 Isoform 2 of Transcription factor 20
1P100220381 Isoform 2 of Transcription factor 20
1P100220381 Isoform 2 of Transcription factor 20
1PI00104050 Thyroid hormone receptor-associated protein 3
1P100104050 Thyroid hormone receptor-associated protein 3
1P100104050 Thyroid hormone receptor-associated protein 3
1PI00104050 Thyroid hormone receptor-associated protein 3
1P100104050 Thyroid hormone receptor-associated protein 3
P plicing factor 8
p plicing factor 8
p plicing factor 8
P plicing factor 8
1P100908896 Uncharacterized protein
1P100908896 Uncharacterized protein
1PI00939124 Uncharacterized protein
1P100939124 Uncharacterized protein
1P100939124 Uncharacterized protein
1P100939124 Uncharacterized protein
1P100939124 Uncharacterized protein
1PI00643041 GTP-binding nuclear protein Ran
1P100909378 CDNA FLI59219, highly similar to Poly(A)-binding protein 1
1P100909378 CDNA FLI59219, highly similar to Poly(A)-binding protein 1
1P100909378 CDNA FLI59219, highly similar to Poly(A)-binding protein 1
1P100790636 HLA-B associated transcript 1
1P100790636 HLA-B assoclated transcript 1
1P100395337 Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1
1P100395337 Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1
1P100395337 Tsoform 1 of Pre-mRNA 3'-end-processing factor FIP1
1P100395337 Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1
1PI00029081 Isoform Alpha of DNA ligase 3
1PI00029081 Isoform Alpha of DNA ligase 3
1P100023343 Isoform 1 of Disks large homolog 3
1P100023343 Isoform 1 of Disks large homolog 3
1P100472724 Putative elongation factor 1-alpha-like 3
1P100472724 Putative elongation factor 1-alpha-like 3
1P100916818 Phosphoglycerate kinase
1P100916818 Phosphoglycerate kinase
1P100220918 Isoform 2 of DNA (cytosine-5)-methyltransferase 1
1P100220918 Isoform 2 of DNA (cytosine-5)-methyltransferase 1
1P100220918 Isoform 2 of DNA (cytosine-5)-methyltransferase 1
1P100021417 U4/U6.US tri-snRNP-associated protein 1
1P100021417 U4/U6.US tri-snRNP-associated protein 1
1P100021417 U4/U6.US tri-snRNP-associated protein 1
1PI00021417 U4/U6.US tri-snRNP-associated protein 1
1P100021417 U4/U6.US tri-snRNP-associated protein 1
1P100021417 U4/U6.US tri-snRNP-associated protein 1
1PI00021634 Kinesin light chain 2
1P100453473 Histone H4.
1P100453473 Histone H4
1P100453473 Histone H4.
1P100453473 Histone H4
1P100784090 T-complex protein 1 subunit theta
1P100015838 Cell growth-regulating nucleolar protein
1P100015838 Cell growth-regulating nucleolar protein
1PI01008793 RNA-binding protein 10 isoform 5
1P101008793 RNA-binding protein 10 isoform 5
1P101008793 RNA-binding protein 10 isoform 5
1P101008793 RNA-binding protein 10 isoform 5
1P101008793 RNA-binding protein 10 isoform 5
1P100028122 Isoform 1 of PC4 and SFRS1-interacting protein
1P100793920 CDV3 homolog (Mouse), isoform CRA_a
1P100793920 CDV3 homolog (Mouse), isoform CRA_a
1P100793920 CDV3 homolog (Mouse), isoform CRA_a
1P100183626 polypyrimidine tract-binding protein 1 isoform a
1PI00008530 605 acidic ribosomal protein PO
1P100465294 Cell division cycle 5-like protein
1P100465294 Cell division cycle 5-like protein
IPI00465294 Cell division cycle 5-iike protein
1P100465294 Cell division cycle 5-like protein
1P100465294 Cell division cycle 5-like protein
1PI00465294 Cell division cycle 5-like protein
1P100018140 Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
1PI00018140 Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
1PI00018140 Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
1P100018140 Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
1PI00018140 Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
1P100018140 Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q
1P100420014 Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase
1PI00420014 Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase
1P100420014 Isoform 1 of US small nuclear ribonucleoprotein 200 kDa helicase
1P100373877 Isoform 1 of Zinc finger protein 326
1P100373877 Isoform 1 of Zin finger protein 326
1P100373877 Isoform 1 of Zinc finger protein 326
1P100373877 Tsoform 1 of Zinc finger protein 326
1P100045914 Msx2-interacting protein
1P100045914 Msx2-interacting protein
1PI00045914 Msx2-interacting protein
1P100045914 Msx2-interacting protein
1PI00045914 Msx2-interacting protein
1PI00045914 Msx2-interacting protein
1P100045914 Msx2-interacting protein
1PI01014931 CDNA FLIS5677, highly similar to DNA mismatch repair protein MSHG
1P101014931 CDNA FLIS5677, highly similar to DNA mismatch repair protein MSH6
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1P101014931
1PI00219420
1P100219420
1PI00219420
1PI00219420
1PI00479209
1PI00479209
1P100479209
1PI00337315
1PI00337315
1PI00337315
1PI00337315
1PI00337315
1PI00337315
1PI00337315
1PI00410040
1PI00410040
1PI00410040
1PI00410040
1PI00410040
1PI00410040
1P100220740
1PI00220740
1PI00917575
1PI00917575
1PI00797230
1P100797230
1PI00007941
1PI00007941
1PI00007941
1PI00007941
1PI01014975
1PI00908791
1PI00908791
1P100908791
1PI00641212
1PI00641212
1PI00641212
1PI00641212
1PI00641212
1P100922360
1PI00026215
1P100894287
1PI00181728
1PI00181728
1PI00181728
1PI00854834
1PI00019046
1PI00019046
1PI00019046
1PI00019046
1PI00019046
1PI00334587
1PI00334587
1PI00334587
1PI00334587
1PI00303402
1PI00303402
1PI00303402
1P101010257
1P101010257
1P101010257
1PI01010257
1P101010257
1PI00017617
1PI00017617
1PI00017617
1PI00017617
1PI00017617
1PI00307733
1PI00307733
1PI00307733
1PI00790342
1PI00031801
1PI00031801
1PI00186290
1PI00186290
1PI00465248
1PI00302302
1PI00645010
1PI00645010
1PI00645010
1P100294794
1PI00294794
1PI00294794
1P100010204
1PI00815713
1PI00925601
1PI00514505
1PI00514505
1PI00514505
1PI00514505
1PI00514505
1PI00514505
1PI00219875
1P100219875
1PI00216659

CDNA FLIS5677, highly similar to DNA mismatch repair protein MSH6

Structural maintenance of chromosomes protein 3

Structural maintenance of chromosomes protein 3

Structural maintenance of chromosomes protein 3

Structural maintenance of chromosomes protein 3

CDNA FLI54590, highly similar to KH domain-containing, RNA-binding,

CDNA FLI54590, highly similar to KH domain-containing, RNA-binding,

CDNA FLI54590, highly similar to KH domain-containing, RNA-binding,

Isoform 1 of E3 ubiquitin-protein
Isoform 1 of E3 ubiquitin-protein
Isoform 1 of E3 ubiquitin-protein
Isoform 1 of E3 ubiquitin-protein
Isoform 1 of E3 ubiquitin-protein
Isoform 1 of E3 ubiquitin-protein
Isoform 1 of E3 ubiquitin-protein
Isoform 2 of Periphilin-1

Isoform 2 of Periphilin-1
Isoform 2 of Periphilin-1
Isoform 2 of Periphilin-1

Isoform 2 of Periphilin-1
Isoform 2 of Periphilin-1
Isoform 2 of Nucleophosmin

Isoform 2 of Nucleophosmin

ligase RBBP6
ligase RBBP6
ligase RBBP6
ligase RBBP6
ligase RBBP6
ligase RBBP6

ligase RBBP6

signaltrar
signaltrar:

signaltrar

CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial

CDNA FLI51046, highly similar to 60 kDa heat shock protein, mitochondrial

32 kDa protein
32 kDa protein

Protein HEXIM1

Protein HEXIM1

Protein HEXIM1

Protein HEXIM1

Talin 1

Uncharacterized protein
Uncharacterized protein

Uncharacterized protein

CDNA FLI54733, highly similar to General transcription factor 3C polypeptide 5

CDNA FLI54733, highly similar to General transcription factor 3C polypeptide 5

CDNA FLI54733, highly similar to General transcription factor 3C polypeptide 5

DNA FLI54733, highly similar to General transcription factor 3C polypeptide 5

CDNA FLI54733, highly similar to General transcription factor 3C polypeptide 5

CDNA FLI54488, highly similar to Eukaryotic translation initiation factor 3 subuni

Flap endonuclease 1

CDNA FLJ56889, moderately similar to Vigilin

Ribosome biogenesis protein BRX1 homolog

Ribosome biogenesis protein BRX1 homolog

Ribosome biogenesis protein BRX1 homolog

echinoderm microtubule-associated protein-like 4 isoform b

Isoform 1 of Pre-mRNA-splicing factor RBM22

Isoform 1 of Pre-mRNA-splicing factor RBM22

Isoform 1 of Pre-mRNA-splicing factor RBM22

Isoform 1 of Pre-mRNA-splicing factor RBM22

Isoform 1 of Pre-mRNA-splicing factor RBM22

Isoform 2 of Heterogeneous nuclear ribonucleoprotein A/B

Isoform 2 of Heterogeneous nuclear ribonucleoprotein A/B

Isoform 2 of Heterogeneous nuclear ribonucleoprotein A/B

Isoform 2 of Heterogeneous nuclear ribonucleoprotein A/B

Phosphorylated adapter RNA export protein

Phosphorylated adapter RNA export protein

Phosphorylated adapter RNA export protein

Similar to YLP motif containing 1
Similar to YLP motif containing 1
Similar to YLP motif containing 1
Similar to YLP motif containing 1

Similar to YLP motif containing 1

Probable ATP-dependent RNA helicase DDX5

Probable ATP-dependent RNA helicase DDX5

Probable ATP-dependent RNA helicase DDX5

Probable ATP-dependent RNA helicase DDX5

Probable ATP-dependent RNA helicase DDX5

Isoform 1 of Histone-lysine N-methyltransferase SETD2

Isoform 1 of Histone-lysine N-methyltransferase SETD2

Isoform 1 of Histone-lysine N-methyltransferase SETD2

605 ribosomal protein L6

Isoform 1 of DNA-binding protein A

Isoform 1 of DNA-binding protein A

Elongation factor 2

Elongation factor 2

Isoform alpha-enolase of Alpha-enolase

Isoform 2 of Homeodomain-interacting protein kinase 1

Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
RRP12-like protein isoform 2
RRP12-like protein isoform 2

RRP12-like protein isoform 2

Serine/arginine-rich splicing factor 3

Uncharacterized protein
Uncharacterized protein

Isoform 4 of BCL-6 corepressor
Isoform 4 of BCL-6 corepressor
Tsoform 4 of BCL-6 corepressor
Isoform 4 of BCL-6 corepressor
Isoform 4 of BCL-6 corepressor
Isoform 4 of BCL-6 corepressor
Isoform 2ABC of Catenin delta-1
Tsoform 2ABC of Catenin delta-1

Isoform 2 of RNA-binding protein 8A
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5.438
2818
1.548
1.996
1193
1.354
4.268
3.132
2.246
a.45

2.488
2.04

2.08

2131
1.838
1.916
2123
2378
1614
1.643
2.845
2359
1.447
2.893
1179
1.704
2417
3378
2211
2713
2.089
2259
1.649
115

238

2335
2535
3.358
2.069
2.007
1.926
316

2.937
3724
295

2356
4111
4.535

1027.934082
691.3115842
532.2469479
627.2637936
689.9934078
483.5416866
429.187408

611.5064351
409.8311458
606.9319454
694.6114498
412.8400264
601.2718502
478.5610347
725.8770138
631.7178952
599.2399289
402.5165706
442.5279232
662.5999141
5917350461
664.047668

432.2069089
603.9426876
735.3400876
590.2689205
632.9665523
656.6218868
452.7181088
551.2499997
563.7081906
562.7468869
672.8265988
600.3085324
718.6885982
811.4030759
522.490356

632.292297

567.2734982
733.352905

564.7291257
522.2627559
728.8124997
756.3605953
670.9650264
713.662109

750.8533932
646.2443843
624.9210201
619.589294

535.9032589
504.7314755
790.3305051
555.2495114
629.2564084
471.8736568
705.3219601
745.304443

625.2729488
944.9470212
589.2379147
927.3699338
488.2093807
536.238525

599.2719112
424.2018735
827.8809201
567.2387692
502.2521054
436.5445552
690.3148801
639.748779

509.5859676
448.5500484
474.707977

452.2306514
494.9289241
612.2952267
632.7734982
597.9080806
888.3613278
928.3446652
806.3881833
580.6263424
564.5827633
562.2525632
532.9612423
524.917358

467.5780635
903.4038083
590.608398

400.8520809
654.6388546
690.6765133
7453010251
676.6622921
768.3024288
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0.000612
-0.000183
-0.000456
-0.000764
0.000347
-0.00182
-0.00135
-0.000971
-0.00184
-0.00104
0.00137
-0.000597
-0.00123
-0.000472
0.0000761
-0.000393
-0.000794
-0.00156
0.000293
-0.00123
0.000241
-0.00143
-0.000834
-0.00118
0.000524
0.000385
-0.00172
0.0000523
-0.00103
-0.000152
-0.00087
0.000722
0.000146
0.00131
0.00142
-0.0008
-0.000978
-0.000857
-0.000555
-0.0000416
-0.0012
-0.000178
-0.00135
-0.00249
0.000803
-0.00295
0.0000349
-0.00146
-0.000131
-0.000395
-0.0011
-0.000501
-0.00114
-0.00103
-0.000435
-0.00121
0.000669
-0.000697
-0.0024
0.00149
-0.0000221
0.00122
0.000765
-0.0018
-0.00164
-0.000805
0.00209
-0.000678
-0.00144
-0.000911
-0.000391
-0.000694
0.00133
-0.00293
-0.0011
-0.00112
-0.0013
0.00000193
-0.00052
-0.00035
0.000804
0.00115
-0.000085
-0.00025
-0.00232
-0.000525
0.00115
-0.000103
-0.000686
-0.000335
-0.00178
-0.000934
-0.000313
-0.00244
-0.0018
0.0006
-0.00109

-1.16

-0.828
-0.88
0.00157
-0.412
-0.195
0.453
0.618
-0.0527
-0.143
-1.37

-0.467

153
233

323
322
148
148

528
1404
1790
1402
1437

517
438
198

2405
1601

1418
1413

214
197
229

277
a12
140
140

170
123
123
123
212
159
245
92

332
332
158
158

544
1411
1803
1411
1448
523
523
451
207
524
2413
1610
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1PI00003768
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1PI00923436
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1P101010914
1P101010914
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1P101010914
1PI00807491
1PI00807491
1PI00807491
1PI00021320
1PI00021320
1PI00021320
1PI00910664
1PI00910664
1PI00910664
1PI00910664
1P100024320
1PI00024320
1PI00060715
1PI00060715
1PI00853115
1PI00719106
1PI00719106
1PI00719106
1PI00376215
1PI00376215
1PI00376215
1P100247583
1PI00247583
1P100247583
1PI00908463
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1P100328987
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Isoform 2 of RNA-binding protein 8A
Isoform 1 of Pescadillo homolog

Isoform 1 of Pescadillo homolog

Isoform 1 of Pescadillo homolog

Isoform 1 of Pescadillo homolog

CTP synthase 1

CTP synthase 1

Uncharacterized protein C90rf78

Uncharacterized protein C90rf78

Uncharacterized protein C9orf78

Uncharacterized protein C90rf78

CDNA, FL179286, highly similar to T-complex protein 1 subunit gamma
Isoform 2 of Transcription elongation factor SPTS

Isoform 2 of Transcription elongation factor SPTS

Isoform 2 of Transcription elongation factor SPTS

Tsoform 2 of Transcription elongation factor SPTS

Isoform 3 of RNA-binding protein with serine-rich domain 1
Isoform 3 of RNA-binding protein with serine-rich domain 1
Isoform 1 of Probable ubiquitin carboxyl-terminal hydrolase FAF-X
Isoform Long of Sodium/potassium-transporting ATPase subunit alpha-1
Neurofilament light polypeptide

Neurofilament light polypeptide

Isoform 2 of Protein max

Isoform 2 of Protein max

Isoform 2 of Protein max

37 kDa protein

guanylate kinase isoform a

Isoform 4 of Nuclear receptor corepressor 2

Isoform 4 of Nuclear receptor corepressor 2

Isoform 2 of Annexin A2

Scaffold attachment factor B2

Scaffold attachment factor B2

Isoform 3 of Serine/arginine-rich splicing factor 10

Isoform 3 of Serine/arginine-rich splicing factor 10

Isoform 3 of Serine/arginine-rich splicing factor 10

Isoform 3 of Serine/arginine-rich splicing factor 10
Isoform 3 of Serine/arginine-rich splicing factor 10

Isoform 3 of Serine/arginine-rich splicing factor 10
Mitogen-activated protein kinase 1

Rearranged L-myc fusion sequence variant (Fragment)
Rearranged L-myc fusion sequence variant (Fragment)
Rearranged L-myc fusion sequence variant (Fragment)
Rearranged L-myc fusion sequence variant (Fragment)

Isoform 2 of General transcription factor 3C polypeptide 1

Isoform 2 of General transcription factor 3C polypeptide 1

Isoform 2 of General transcription factor 3C polypeptide 1

7SK SnRNA methylphosphate capping enzyme

7SK SnRNA methylphosphate capping enzyme

75K SnRNA methylphosphate capping enzyme

CDNA FLI52148, highly similar to Apoptosis inhibitor 5

CDNA FLI52148, highly similar to Apoptosis inhibitor 5

CDNA FLI52148, highly similar to Apoptosis inhibitor 5

CDNA FLI52148, highly similar to Apoptosis inhibitor 5

Putative RNA-binding protein 3

Putative RNA-binding protein 3

BTB/POZ domain-containing protein KCTD12

BTB/POZ domain-containing protein KCTD12

NEFM protein

Isoform 2 of Cleavage and polyadenylation specificity factor subunit 7
Isoform 2 of Cleavage and polyadenylation specificity factor subunit 7
Isoform 2 of Cleavage and polyadenylation specificity factor subunit 7
Isoform 2 of DNA-dependent protein kinase catalytic subunit
Isoform 2 of DNA-dependent protein kinase catalytic subunit
Tsoform 2 of DNA-dependent protein kinase catalytic subunit

605 ribosomal protein L21

605 ribosomal protein L21

605 ribosomal protein L21

CDNA FLI54451, highly similar to Stress-induced-phosphoprotein 1
Bystin

Bystin

Isoform 3 of Tyrosine-protein kinase Fyn

Isoform CSBP1 of Mitogen-activated protein kinase 14

117 kDa protein

117 kDa protein

117 kDa protein

Isoform 1 of Zinc finger protein 318

Isoform 1 of Zinc finger protein 318

Isoform 1 of Zin finger protein 318

Uncharacterized protein

Uncharacterized protein

Isoform 4 of Myelin protein zero-like protein 1

Non-receptor tyrosine-protein kinase TYK2

Protein FAMS0B

Protein FAMS0B

WD repeat-containing protein 70

D regulator of chromatin subf.

SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subf.

ELAV-like protein 1
ELAV-like protein 1

Isoform 4 of Death-inducer obliterator 1

Isoform 4 of Death-inducer obliterator 1

Isoform 4 of Death-inducer obliterator 1

Isoform 4 of Death-inducer obliterator 1

40 ribosomal protein S12

40 ribosomal protein S12

Insulin receptor substrate 2 insertion mutant (Fragment)

Isoform SRP55-2 of Serine/arginine-rich splicing factor 6

MREDyDSVEQDGDEPGPQR
GSATNYITR
EGDYVPPEKLK
EKYLYQK
EGDYVPPEK
LYGDADyLEER
KLYGDADYLEER
ATDDYHYEK
ATDDYHYEKFK
ATDDYHYEKFK
NAEDCLYELPENIR
KIGDEYFTFITDCKDPK
DQREEELGEYYMKK
DQREEELGEYYMK
EEELGEYYMKK
RPGGMTSTYGR
MHPHLSKGyAYVEFENPDEAEK
GYAYVEFENPDEAEK
FNDYFEFPR
GIVVYTGDR
SAYSSYSAPVSSSLSVR
SAYGGLQTSSYLMSTR
ATEYIQyMR
ATEYIQymR
SSAQLQTNYPSSDNSLYTNAK
IWHHTFYNELR
NPRPGEENGKDYYFVTR
NFYFNYK
SAVYPLLYR
SLyYYIQQDTK
DDAYWPEGK
DDAYWPEGKR
YDDYDR
YDDYDRYR
SFDYNYR
GFAYVQFEDVR
SFDYNYRR
SRSFDYNYRR
VADPDHDHTGFLtEYVATR
GESHEYVTFSK
FTCGFDGCGSTYK
HKDYYDDLFR
SNYSQHVYYR
SMEVKPAQASHTNYLLMR
GYYSPGIVSTR
NyHPIVVPGLGR
DAPQPYELNTAINCR
KFQYGNycK
FQYGNycK
QIYNPPSGK
YSSNLGNFNYER
NyGILADATEQVGQHK
YSSNLGNFNYER
YYDSRPGGYGYGYGR
YYDSRPGGYGYGYGR
EAEYFELPELVR
EAEYFELPELVRR
FAGYIEK
TPAILYTYSGLR
DLLHNEDRHDDYFQER
HDDYFQER
SYVAWDR
NWyPR
LSLMyAR
KHGVVPLATYMR
HGVVPLATYMR
HGVVPLATYmR
LAYINPDLALEEK
GTGEAEEEYVGPR
GRGTGEAEEEYVGPR
LIEDNEYTAR
HTDDEMTGYVATR
YTyLEK
KLYYQQLK
SRYTYLEK
LESLEETNPEYAK
MYYLR
KIyELAVWDENKK
LGEYEDVSR
LGEYEDVSRVEK
SESWVyADIR
LLAQAEGEPCYIR
FSAHyDAVEAELK
WDKyTIR
AAEDSPYWVSPAYSK

QNLLSVGDYR
KANYAVDAYFR
NVALLSQLYHSPARR
NVALLSQLYHSPAR

CIGPGCCHVAQPDSVYCSNDCILK
LQPEEADVPAYPK

ALGSAQYEDPR

TAAPSPSLLYK
DVIEEYFK

QAHLCVLASNCDEPMYVK

APYTCGGDSDQYVLMSSPVGR
DADDAVYELNGK

1,000.00, 17.99
60.18

1000

74.96

1000
144.55
183.68

0

24.95
82.82, 117.70
1000

61.15

20.19

50.64

24.95

27.96

15.47

86.89

1000

30.97

27.96

27.96
124.16
124.16, 1,000.00
54.16

84.46

38.17
124.16
124.16
61.94

1000

1000
105.08
69.51

27.96

1000

202

18.44, 30.66
30.38, 43.77
43.77

27.96

77.86

24.95

17.99

61.94

1000

69.63

79.9

79.9

89.54

0.00, 229.88
183.36
194.35
26.20, 24.95
0

1000

1000

1000

1000
1000
30.97
1000
132.02
20.98
0
0.00, 1,000.00
1000
304.3
58.32
2252
81.39
30.97
55.92
4213
84.46
61.94
1000
152.42
109.69
127.17
1000
70.9
55.92
74.63
84.46
155.62
0
41.47
24.95
1000
112.12
79.9
1000
184.3
49.77
1000

3.825
2.233
1.254
1515
1114
2.198
2.985
1.654
2.248
2.289
2472
4.021
3.682
4.226
2.009
2.19
5.275
3.747
1.949
2.855
3.678
1.885
2.587
2,077
2911
3.897
4.198
1.905
2,097
3.164
2.528
1.776
1.419
1.667
1.424
2.169
16
1.193
1.896
1.834
2.037
2.708
2.141
3.714
2312
2.804
2.467
2.176
1.79
236
3.03
2.81
3.831
2.242
3.013
2,629
2.185
1541
275
2.78
2.262
1516
1386
1.86
2.636
2912
1.153
3.086
4.158
1.814
1.45
2612
1.361
3.265
2.277
2.768
1772
2.65
2.646
3.061
2.508
2.743
4.383
2.088
2.419
2911
2.589
1.355
2.999
3.152
2.008
2.281
2.19
1.952
3.521
2555
2.855

773.6333614
531.734985
677.8184811
526.2469479
557.2288815
7122925412
776.3400876
611.2268063
499.5415035
526.1978756
908.386047
719.6591182
475.2060847
590.5750118
500.2104183
421.5161739
668.5438838
920.8698727
657.764465
5302476193
914.4127804
901.396423
627.7653195
635.762634
1185.020385
5325772701
531.2407832
538.2185055
581.2893674
7513347165
580.7189938
439.5153804
463.6502988
415.8242183
522.695068
705.8092038
400.8327938
508.5329586
768.6511837
455.1906734
790.2833859
484.5382381
698.7883908
719.3387447
640.2899777
467.9069515
614.6007686
644.2656247
580.2177731
5422477414
812.2979123
608.6162716
772.3145749
630.9011837
604.245483
787.8623044
577.6107784
454.201904
717.8558957
727.9713741
595.2194211
488.700195
408.1657101
467.2171017
484.5795894
662.3179318
670.3159177
784.8846432
737.2984006
843.8579709
652.2825925
5258770137
448.6937253
582.2970578
5702604977
801.8501584.
413.1718747
572.6188961
574.2370602
5018961177
609.7744748
800.3659665
5205644527
531.2449948
875.8723752
622.7877194
466.5471187
602.3129879
550.2789913
964.052856
768.8524167
643.7741086
614.3053586
561.741943
738.985168
780.6613155
695.2831418
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-0.00321
0.0000185
-0.000689
-0.000556
-0.000789
-0.00117
-0.00108
-0.000839
-0.00117
0.00162
0.00168
-0.000287
-0.00366
-0.000141
-0.00222
-0.00255
-0.00207
-0.00000608
0.00148
-0.000313
0.00141
0.00179
-0.000213
-0.000499
0.00312
0.000134
0.0000313
0.00026
-0.0000168
-0.000119
-0.000164
-0.000935
-0.000654
-0.000822
-0.000415
0.00106
-0.0011
-0.0000324
0.000143
-0.000756
-0.00111
-0.000762
0.00043
-0.00284
-0.000296
0.000678
-0.00284
0.0000325
-0.000671
-0.0000688
-0.0000585
0.0000381
-0.000402
-0.00116
-0.00193
0.00236
0.00116
-0.000744
0.00044
-0.000854
-0.000609
-0.000362
-0.000531
-0.000548
-0.000408
-0.000488
0.000569
-0.0000651
-0.00105
-0.00451
0.000133
0.000165
-0.0011
-0.000436
-0.000656
-0.00163
-0.0011
-0.0000884
-0.00103
-0.000623
0.000398
-0.000284
-0.000618
-0.0000619
0.000399
-0.000113
0.00028
0.000987
0.0000973
-0.00664
-0.00192
-0.00153
0.000166
-0.0000655
0.000997
0.000305
0.000732

1812

1163
1153
1632
1650
778
311
412
413
306
315

319
612

739
192
192
397
1218
1694

181
181
1820

2238

746
747
115

191
353

660

1172
1162
1649
1660

131
131

591
913
1964



1PI00018203
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1P100911038
1PI00911038
1PI00911038
1PI00911038
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1PI00744918
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1PI00298347
1PI00003438
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1PI00216044
1PI00216044
1PI00216044
1PI00328526
1PI00328526
1PI01015447
1P101015447
1PI00025087
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1PI00909921
1PI00909921
1PI00647915
1PI00647915
1PI00019996
1PI00019996
1PI00019996
1PI00910763
1PI00003847
1PI00003847
1PI00004273
1PI00004273
1PI00004273
1PI00419258
1PI00419258
1PI00419258
1P100292975
1PI00292975
1P100292975
1P100292975
1PI00292975
1PI00166500
1PI00641788
1PI00641788
1PI00102661
1PI00102661
1PI00102661
1PI00456758
1PI01014521
1P101014521
1PI01014521
1PI00893431
1P101010755
1PI01010755
1PI00889541
1PI00889541
1PI00000494
1PI00000494
1PI00000494
1PI00291939
1P100291939
1PI00168859
1PI00168859
1PI00168859
1PI00168859
1PI00012795
1PI00011676
1PI00399170
1PI00893918
1PI00853433
1PI00853433
1PI00000728
1PI00000728
1PI00945276
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Isoform SRP55-2 of Serine/arginine-rich splicing factor 6
Isoform SRPS5-2 of Serine/arginine-rich splicing factor 6
apoptotic chromatin condensation inducer in the nucleus isoform 3
apoptotic chromatin condensation inducer in the nucleus isoform 3
apoptotic chromatin condensation inducer in the nucleus isoform 3
apoptotic chromatin condensation inducer in the nucleus isoform 3
Conserved hypothetical protein

CDNA FLI52848, highly similar to ATP-dependent RNA helicase DDX3X
Isoform 2 of Wings apart-like protein homolog

Isoform 2 of Wings apart-like protein homolog

Isoform 2 of Wings apart-like protein homolog

Isoform 2 of Tyrosine-protein phosphatase non-receptor type 11
DnaJ homolog subfamily C member &

DnaJ homolog subfamily C member 8

Splicing factor 38 subunit 1

Splicing factor 38 subunit 1

Ribonuclease P protein subunit p29

Ribonuclease P protein subunit p29

Isoform 1 of RNA-binding protein Raly

Isoform 1 of RNA-binding protein Raly

Isoform 1 of RNA-binding protein Raly

Isoform ARPP-19 of CAMP-regulated phosphoprotein 19

Isoform ARPP-19 of CAMP-regulated phosphoprotein 19

47 kDa protein

47 kDa protein

Isoform 1 of Cellular tumor antigen p53

Heat shock protein 75 kDa, mitochondrial

40 ribosomal protein S16

405 ribosomal protein S16

CDNA FLI60146, highly similar to JmjC domain-containing histone demethylation

CDNA FLI60146, highly similar to JmjC domain-containing histone demethylation

24 kDa protein
24 kDa protein

SAFB-like transcription modulator isoform b

SAFB-like transcription modulator isoform b

SAFB-like transcription modulator isoform b

Uncharacterized protein

Zinc finger protein 324A

Zinc finger protein 324A

Tsoform 1 of RNA-binding protein 25

Isoform 1 of RNA-binding protein 25

Isoform 1 of RNA-binding protein 25

High mobility group protein B1

High mobility group protein B1

High mobility group protein B1

RNA-binding protein 27

RNA-binding protein 27

RNA-binding protein 27

RNA-binding protein 27

RNA-binding protein 27

E3 SUMO-protein ligase PIAS4

U1 small nuclear ribonucleoprotein C

U1 small nuclear ribonucleoprotein C

TPX2, microtubule-associated, homolog (Xenopus laevis), isoform CRA_a
TPX2, microtubule-associated, homolog (Xenopus laevis), isoform CRA_a
TPX2, microtubule-associated, homolog (Xenopus laevis), isoform CRA_a
605 ribosomal protein L27a

CDNA FLIS6994, highly similar to Zinc finger protein 460

CDNA FLIS6994, highly similar to Zinc finger protein 460

CDNA FLI56994, highly similar to Zinc finger protein 460

cDNA FLI53410, highly similar to Eukaryotic translation initiation factor 3 subuni

CDNA FLI57326, highly similar to ATP-dependent RNA helicase DDX1
CDNA FLI57326, highly similar to ATP-dependent RNA helicase DDX1
Tsoform 4 of Probable ATP-dependent RNA helicase DDX17

Isoform 4 of Probable ATP-dependent RNA helicase DDX17

605 ribosomal protein LS

605 ribosomal protein LS

605 ribosomal protein L5

Structural maintenance of chromosomes protein 1A

Structural maintenance of chromosomes protein 1A

myc-associated zinc finger protein isoform 2

myc-associated zinc finger protein isoform 2

myc-associated zinc finger protein isoform 2

myc-associated zinc finger protein isoform 2

Eukaryotic translation initiation factor 3 subunit I

Neural Wiskott-Aldrich syndrome protein

Isoform 2 of Regulator of nonsense transcripts 1

Valyl-tRNA synthetase

Uncharacterized protein

Uncharacterized protein

Isoform 1 of Ubiquitin carboxyl-terminal hydrolase 15

Isoform 1 of Ubiquitin carboxyl-terminal hydrolase 15

Uncharacterized protein

Isoform 2 of Dynactin subunit 3

Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e
Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e
Keratin, type I cytoskeletal 18

Protein

Protein

Protein

Isoform 5 of Partitioning defective 3 homolog

Isoform 4 of Zinc finger CCCH domai

-containing protein 14
Isoform 4 of Zinc finger CCCH domain-containing protein 14
Isoform 4 of Zinc finger CCCH domain-containing protein 14
Protein FAM32A

Isoform 1 of SAP30-binding protein

Isoform 1 of SAP30-binding protein

NGyGFVEFEDSR
DGYSYGSR
STLADYSAQK
FLCADYAEQDELDYHR
FLCADYAEQDELDYHR
STLADYSAQKDLEPESDR
IVYLYTK
GRSDYDGIGSR
REDKELYTVVQHVK
EDKELYTVVQHVK
ELYTVVQHVK
IQNTGDYYDLYGGEK
ALDVIQAGKEYVEHTVK
AFEAVDKAYK
TYMDVMR
IYNDDKNTYIR
SVIYHALSQK
AVVLEYFTR
VAGCSVHKGYAFVQYSNER
AASAIYR
GYAFVQYSNER
GQKYFDSGDYNMAK
YFDSGDYNMAK
NGyGFVEFDDLR
DADDAVYELNGKDLCGER
KKPLDGEYFTLQIR
NIyYLCAPNR
VKGGGHVAQIYAIR
GGGHVAQIYAIR
YREDYIEPALYR
YREDYIEPALYR
GASQAGMTGYGMPR
GPAYGLSR
RDDPYWSENK
RDDPYWSENKK
REDPSFERYPK
DYSGYQR
KPTGVSVIyWER
ERKPTGVSVIyWER
DREEDEEDAYERR
EFLEDYDDDRDDPKyYR
DREEDEEDAYER
YEKDIAAYR
RPPSAFFLFCSEYRPK
MSSYAFFVQTCR
MIySSSNLK

DYDRYYER

EKYDWR
DYDRYYERNELYR
WRDYDR
TPLAGPNIDYPVLYGK
FYCDYCDTYLTHDSPSVR
ENVKDYYQK
AQPVPHYGVPFKPQIPEAR
NQEEYKEVNFTSELR
KANLQQATVTPLKPVDNTYYK
INFOKYHPGYFGK
HQWIHTGEKPYVCIQCGK
HFSIHTGEKPYECVECGK
HFNIHTGEKPYECLQCGK
NGDyLevK
EKVWYHVCSSR
VWyHVCSSR
APLPDLYPFGTMR
TTSSANNPNLMyQDECDRR
TOYYAR

TDYYARK

EGKTDYYAR
AEEDTQFNYHR
EMVKAEEDTQFNYHR
MLSSAYISDHMK
LSHSDEKPYQCPVCQQR
MSYHVR

GFTTAAYLR
SYSSGGEDGYVR
VIYDFIEK

TAYFTLPK

GDRIYHQLK

IMEYYEK

IMEYYEKK
NSNycLPSYTAYK
NYDYSEPGR
HNyYFINYR
YLDPEYIDR
KAHLTNQYMQR
IVGSKPLYVALAQR
STFSTNYR

LDHyATIK
LAPDYDALDVANK
LDHyATIKFPLTTESAMK
ERDYAEIQDFHR
KFNHDGEEEEEDDDYGSR
TTNYSTVPQK
NGDECAYHHPISPCK
HLDTLTEHYDIPK
EGMDMNyIIQR
IKEGMDMNyIIQR

223
61.94
3097
125.39

1,000.00, 1,000.00

232
116.83
41.47
67.98
43.29
3097
30.97
43.71
1000
47.96
232
112.12
24.95
144.66
100.09
252.88
110.85
74.63
1000
1000
128.57
61.94
1000
1000
a7.48
19.23,
50.64
93.05
95.92
104.74
107.72
54.16
159.98
13233
1000
24.95
1000
20133
47.48
30.97
53.98
23.98
1000
2019
1000
117.47
77.91
0

1000
175.07
17.78
109.69
70.97
40.75
51.64
1000
103.45
122.98
24.95
56.83
58.41
58.42
27.96
81.39
103.45
47.48
80.48
58.42
67.98
117.08
1000
50.64
1000
30.97
52.4
95.92
30.97
24.95
162.6
49.77
103.33
54.16
1000
1000
201.63
1000
24.95
52.4
80.05
110.85
1000
1000

179.75

2.374
1.807
1.735
3.956
3.259
3.835
2.222
1.823
5.464
3.096
2.086
3.089
3.14
2.479
2372
3.055
2.969
2,092
5.507
1.652
3.15
3.609
1.858
1.974
3.927
3.458
2.143
1918
3.106
1.45
2.783
2,974
1.846
2.238
2.502
2121
151
2.988
2.758
2.458
3.484
4.238
2.647
3.751
2.904
1.408
1776
0.9311
3.029
1346
4.448
3.428
1164
2.529
3.679
3.989
2.964
4.261
3.365
2.249
2.534
2.812
2.153
2.345
2532
2.105
1147
1.853
2.253
2.841
2.044
312
1.752
2132
2.748
1.826
1.624
2222
1.56
1.793
3.156
1.637
2.281
1.86
1.568
3.269
1.938
2.167
2.183
25611
3313
3712
1514
2.326
3.27
2.803
2,055

750.2960812
492.6762387
582.2532956
708.9505611
735.6063839
702.3071895
490.2492367
421.5101009
456.7320552
556.6067501
648.3242795
908.3779294
495.7515864
611.2812497
498.1904904
498.8927913
613.3030392
589.287048
7513367916
416.191589
707.2949826
568.5646358
695.7556149
756.3150021
707.2933345
596.6416011
682.2978512
516.93988
441.2189022
834.3769528
583.2417598
7322941281
450.7025449
695.2775265
506.5525508
501.8927913
484.6792905
505.5850826
600.6329342
448.6758418
778.6461788
545.865356
403.5165706
694.6614986
788.8210446
561.7494504
630.2403561
488.7005307
484.457458
495.6952817
899.4458005
793.6425167
633.7745969
737.7098995
655.9581295
621.8282466
555.9205928
581.0142207
565.2399898
575.2516475
524.7125241
510890472
425.1776424
779.3632199
784.6510006
434.6656796
498.7131039
591.7453
745.2936398
659.6119381
488.2092281
737.9824215
436.6780698
540.2499386
678.7590939
553.7625119
5167629391
403.8641964
528.2116696
592.2590939
830.8403317
590.7195431
457.1958614
632.2683713
490.5621029
532.2957149
528.2133786
5267631222
742.8380124
7200266719
553.570129
7509421993
609.7738034
622.2435299
554.5908199
725.2997433
564.2615963

WML LN W W LN NN W W N L NNNNGNNNNNGGLNNNNGNG LN RSB L AW W N L NNANNRNNGWWWELENWWNNNGN®WNLLNNSNNEGNNSNNRNN SR LN W W W NN

-0.0000891
-0.00177
0.00014
-0.00156
-0.000422
-0.00191
0.0000219
-0.00217
-0.00108
-0.000126
0.000607
-0.0000928
-0.00166
-0.00105
-0.0000707
-0.000403
0.0000269
0.000445
-0.00117
-0.00117
-0.00179
0.000431
0.000678
0.00125
-0.000338
-0.000873
0.000886
-0.00134
-0.00087
-0.00105
-0.00383
-0.000995
-0.000862
-0.000498
-0.000724
-0.000703
-0.000771
-0.00133
-0.00147
-0.00253
-0.00144
-0.000909
-0.00126
0.00155
0.00137
0.000449
-0.000539
0.00021
-0.00107
-0.000788
0.000649
0.00184
0.000542
0.00222
-0.000788
-0.00112
-0.000698
-0.00295
-0.00487
-0.000842
-0.000369
-0.000626
-0.00151
0.000688
-0.00134
-0.000692
-0.000844
-0.000552
0.00453
-0.00126
0.000808
-0.000243
-0.000612
-0.000674
-0.000564
-0.000428
0.000827
-0.00139
-0.000612
-0.000764
0.00105
0.0000347
-0.000992
-0.00111
-0.00187
-0.000832
-0.000894
0.0000929
0.000573
-0.00186
-0.00179
0.000621
-0.00104
-0.0000176
-0.00112
0.000735
-0.000888

-1.08

0.276
-0.857
-0.00945
-0.672
0.507

525

217

514

281



1PI00549296

Isoform 1 of SAP30-binding protein

inding protein 1

CDNA FLI54756, moderately similar to Homo sapiens nitric oxide synthase intera

cDNA FLI54756, moderately similar to Homo sapiens nitric oxide synthase intera

Isoform 2 of Dual specificity tyrosine-phosphorylation-regulated kinase 2

Isoform 4 of Heterogeneous nuclear ribonucleoprotein U-like protein 1
Isoform 4 of Heterogeneous nuclear ribonucleoprotein U-like protein 1

Isoform 4 of Heterogeneous nuclear ribonucleoprotein U-like protein 1

NPSIyEK
NPEYVWVHEK
LSLKNPEYVWVHEK
AEYFDGSEPVQNR
RAEYFDGSEPVQNR
LCDFGSASHVADNDITPYLVSR
SGYAFVDCPDEHWAMK
DRDYFDYSR
YLyTLVITDKEK
YLYTLVITDKEK
HDDHYELIVDGR
QyAYLSDR
LLDLVQQSCNYK
KLLDLVQQSCNyK
DVGLADRFEEYPK
NEEENIySVPHDSTQGK
NCTAGAVYTYHEK
NCTAGAVYTYHEKK
QEYVDYSESAKK
QEyVDYSESAK
HGKPTDSTPATWKQEYVDYSESAK
LYEKENPDIYKELR
ENPDIYKELR
KLSSETYSQAK
LFEHYYQELK

QLyMVSK

GDNIYEWR
SSDANYPAYYESWNR
AGEEHYNCISALHK
MLEGGEDPLYVAR
MLEGGEDPLYVARR
LQKFyIDPYK

FyIDPYK
CTTDENKVPYFNAPVYLENK
KLQKFYIDPYK
STSQLUNLQPDYINPR
YEREQYADR

NSLYDMAR
VADLTEQYNEQyGAVR
IWRDYVAPTANLDQK
DSNPYATLPR
HYGVYSCEGCK

IDIDYQK

MGKIDIDYQK

TREYYEK

TLPADVQNyYSR
KTLPADVQNYYSR
VYTYIQSR

DLQDQDYR
QSEQELAYLERR
IKQSEQELAYLERR
QSEQELAYLER
SASPYHGFTIVNR
RDGVNKDYEETELISTTANYR
DGVNKDYEETELISTTANYR
DGVNKDYEETELISTTANYR
YGLIYHASLVGQTSPK
TQLYEYLONR

SKEYFSK
LNFSHGTHEYHAETIK
HIANYISGIQTIGHR
DLyIRPNIAQK
LKDLYIRPNIAQK
GNINNyFK

SRGEYRDYDR

AIVEYR

SQPVYIQYSNHR
FGNVYLAR

ENSYPWPYGR
KPYCNAHYPK
LyFLQCETCHSR

SYSFIAR
GVGVALDDPYENYRR
NKSYSFIAR
RNEGVVGGEDYEEVDRYSR
RNEGVVGGEDYEEVDR
ALEKNPDEFYYK
NPDEFYYK
KALEKNPDEFyYK
TPQEYLR

LAYVAPTIPR
QNQFYDTQVIKQENESGYER
QENESGYER
GRGYFEHREDR
NNRQPYAVSELAGHQTSAESWGTGR
QPYAVSELAGHQTSAESWGTGR
THFDYQFGYR

1P100297900 Probable ATP-dependent RNA helicase DDX10
1P100297900 Probable ATP-dependent RNA helicase DDX10
1P100163084 Pre-mRNA-splicing factor SYF1
1P100163084 Pre-mRNA-splicing factor SYF1
1P100976263 Protein
1P100008557 Insulin-like growth factor 2 MRNA-
1P100177381 Pre-mRNA-splicing factor CWC22 homolog
1P100215790 605 ribosomal protein L38
1P100215790 605 ribosomal protein L38
1PI00465140 Transcriptional regulator Kaiso
1P100465140 Transcriptional regulator Kaiso
1P100026167 NHP2-like protein 1
1P100026167 NHP2-like protein 1
1P100965354 Uncharacterized protein
1P100718985 Tsoform 2 of Glucocorticoid receptor DNA-binding factor 1
1P100910915
1P100910915
1P100221394 H/ACA ribonucleoprotein complex subunit 4
1P100221394 H/ACA ribonucleoprotein complex subunit 4
1P100221394 H/ACA ribonucleoprotein complex subunit 4
1P100170786 WW domain-binding protein 11
1P100170786 WW domain-binding protein 11

tRNA (cy NSUN2
1P100306369 RNA (cytosine-5-)-methyltransferase NSUN2

tRNA (cytosi NSUN2
1PI00377011 ubiquitin-conjugating enzyme E2 E1 isoform 2
1PI00646890 64 kDa protein
1P100102997 Isoform 2 of ATPase WRNIP1
1P100102997 Isoform 2 of ATPase WRNIPL
1P100102997 Isoform 2 of ATPase WRNIPL
1PI00607820 Isoform 2 of H/ACA ribonucleoprotein complex subunit 1
1P100607820 Isoform 2 of H/ACA ribonucleoprotein complex subunit 1
1P100607820 Isoform 2 of H/ACA ribonucleoprotein complex subunit 1
1PI00607820 Tsoform 2 of H/ACA ribonucleoprotein complex subunit 1
1P101016009 CDNA FLIS1486
1PI00719549 RBM14-RBM4 protein isoform 1
1P100719549 RBM14-RBM4 protein isoform 1
1P100719549 RBM14-RBM4 protein isoform 1
1P100140420 Staphylococcal nuclease domain-containing protein 1
1P100654603 Isoform 2 of Girdin
1PI00607575 Retinoid X receptor, beta
1P100477803 Putative uncharacterized protein DKFZp781L0540 (Fragment)
1P100477803 Putative uncharacterized protein DKFZp781L0540 (Fragment)
1P100793060 nuclear receptor corepressor 1 isoform 2
1PI00746412 Isoform 1 of Protein SCAF11
1P100746412 Isoform 1 of Protein SCAF11
1PI00022521
1P100927608 Uncharacterized protein
1P100927608 Uncharacterized protein
1P100927608 Uncharacterized protein
1P100927608 Uncharacterized protein
1PI00164672 MRNA-decapping enzyme 1A
1P100967365 Uncharacterized protein
1P100967365 Uncharacterized protein
1PI00967365 Uncharacterized protein
1P100006379 Nucleolar protein 58
1PI00006379 Nucleolar protein 58
1P100000874 Peroxiredoxin-1
1P100479186 Isoform M2 of Pyruvate kinase isozymes M1/M2
1PI00300371 Isoform 1 of Splicing factor 3B subunit 3
1P100026970 FACT complex subunit SPT16
1P100026970 FACT complex subunit SPT16
1PI01013558 CDNA FLIS6464, highly similar to Fetal Alzheimer antigen
1P100888085 Isoform 4 of Serrate RNA effector molecule homolog
1P100888085 Isoform 4 of Serrate RNA effector molecule homolog
1PI00640632 ROD1 regulator of differentiation 1
1P100176642 Serine/threonine-protein kinase 12
1PI00176642 Serine/threonine-protein kinase 12
1P100418240 nebulette isoform 2
1P100176637 Eukaryotic translation initiation factor 2 subunit 2-like protein
1P100333010 Calcium homeostasis endoplasmic reticulum protein
1P100333010 Calcium homeostasis endoplasmic reticulum protein
1P100333010 Calcium homeostasis endoplasmic reticulum protein
1PI00513712 Isoform 2 of Zin finger protein 598
1P100513712 Isoform 2 of Zinc finger protein 598
1P100180454 Probable U3 small nucleolar RNA-associated protein 11
1P100180454 Probable U3 small nucleolar RNA-associated protein 11
1P100180454 Probable U3 small nucleolar RNA-associated protein 11
1P100985393 Protein
1P101015368 111 kDa protein
1P100736859
1P100736859
1P100736859
1P100795303 CDNA FLI50996, highly similar to 60S ribosomal protein L4
1P100795303 CDNA FLI50996, highly similar to 60S ribosomal protein L4
1P100411690 Isoform 2 of La-related protein 1
1P100922490 Isoform 3 of Aryl receptor nuclear
1P100922214 CDNA FLIS6553, highly similar to Negative elongation factor €
1P100922214 CDNA FLIS6553, highly similar to Negative elongation factor E
1PI00006800 Isoform Long of Autophagy protein 5
1P100099522 Isoform 1 of Homeodomain-interacting protein kinase 3
1PI00815893 Isoform 1 of Chromodomain-helicase-DNA-binding protein 2
1P100815893 Isoform 1 of Chromodomain-helicase-DNA-binding protein 2
1P100815893 Isoform 1 of Chromodomain-helicase-DNA-binding protein 2
1P100294435 Pre-mRNA-splicing factor SLU7
1P100294435 Pre-mRNA-splicing factor SLU7

v QSK
SLYESFVSSSDR
SFDWGYEER
EAEPYYLLLPR
TVESTYLQSR
QKELEEIyMLPR
KMWEEYPDVYGVR
MWEEYPDVYGVR
QFSSSGEWYKR
NLDPNSAYYDPK

60.18
1000
192.51
195.43
142.88
57.6
20.98
105.08
2921
112.12, 61.94
1000
68.84
70.88
69.51
1000
54.16
27.96
27.96
79.9
79.9
34.14
33111
1000
27.96
27.96
74.63
1000
112.12
142.88
1000
1000
134.16
160.79
110.61
150.86
126.67
74.6
89.89
53.49
155.18
44.63
50.64
1000
1000
30.97
27.96
27.96
27.96
1000
174.76
67.83
239.46
98.4
37.77
64.24, 69.51
43.77
96.95
81.61
111.84
46.13
78.2
1000
1000
1000
81.6
1000
57.6
1000
30.97
156.26
272.95
0
34.27
21.95
68.9
1000
232
23.98
21.95
138.72
174.36
18.95
68.84.
1000
129.75
232
103.45
100.09
32.22
197.91
3097
30.97
1000
146.81
75.44
118.24
262

1343
2.061
3342
3.593
3.893
5.343
4.001
255

3.017
2.656
3.703
1.833
3.122
2.026
1511
3.532
2.096
2.89

1.621
1332
3.09

4.491
1.954
2.366
1.683
2.009
2,616
3.625
2.607
1.707
1.139
2.009
2.239
3.582
3.048
1.788
132

2.442
2.39

3.426
1.752
3.137
2.037
2.376
1.692
2.176
2.229
1.887
1.59
3211
1.878
3.337
3.113
4.017
3.747
3.026
4.605
2.502
257

2.596
4.237
1.803
2.336
2.227
2.69

1535
2.246
2,072
218

2.89

2.39

2,035
3.09

2.387
2.346
3.218
2.999
1772
4.191
2.066
2.241
3.382
1.851
2.085
4.974
2.384
1.742
2731
3.028
2.63

2,079
2.191
1.951
2.223
1613
2,622
2.744

465.7024228
4608711238
607.9703365
796.3253171
583.2531734
839.709045
664.9273677
658.7511594
783.3967282
823.3810422
516.887939
548.2294308
780.8610226
563.6080928
540.2430416
676.2841182
531.8854976
574.5836177
763.8244626
699.7772214
702.0663447
630.6418453
452.8778987
441.2062679
483.8869014
474.7170102
566.7267453
951.8706662
570.2429805
765.3393552
562.5958248
465.5638729
513.2230832
828.0380245
508.2622066
642.3105465
655.2642819
525.2103268
968.4288327
623.9688106
607.2667233
480.5093685
487.7154233
430.8650508
534.7237546
753.8352048
545.590942
555.2558591
566.719299
534.5824581
614.9752803
723.3198239
510.2364498
852.0534664
826.6757198
800.0197139
605.301147
704.3192136
484.7100217
491.7232661
587.2945552
470.9101558
551.3026119
525.226257
466.1930233
415.694183
524.5721431
5102395322
674.7723386
453.1966549
565.2340694
462.20462
601.93988
583.2740475
7703324581
634.9341426
532.9044796
578.2239377
575.60321
493.7211606
590.8103635
852.707275
596.2199094
501.2156368
699.8173213
804.6915889
471.860107
873.3803708
728.8036496
634.7351071
722.3502194
647.7788083
5435958248
584.5880123
812.332092
485.5418697
738.8057248

NLON LW N NN NN W WAL N L NN W N L LW N WN L NN ENGNLD WA NN DD WW WL WNN®NNGNENGNNNDW 6N WNENNN DWW WA NN WWW L WLNNENNNG W W N W W N

-0.000406
-0.00121
0.00123
-0.000217
-0.000256
-0.000807
0.000161
-0.000433
-0.0014
0.000901
-0.000459
-0.00019
0.000728
0.000137
-0.00215
-0.00292
-0.000049
-0.000689
-0.000526
-0.00000882
0.000777
0.00466
-0.00218
-0.000973
-0.000572
-0.000431
-0.000861
0.0000808
-0.0022
-0.000441
-0.000602
-0.000358
-0.000285
-0.00187
-0.000357
-0.00114
-0.000688
0.000102
0.000814
0.000555
0.0000951
-0.000102
-0.000805
-0.00132
-0.000642
-0.000442
-0.000851
0.000667
-0.000654
-0.000802
-0.00144
0.000396
-0.00123
-0.00168
-0.000149
-0.00183
-0.00134
-0.000424
-0.000808
-0.000837
0.00339
-0.00000909
-0.00174
-0.00104
-0.00131
-0.000785
0.0000528
-0.000287
0.000526
-0.00218
-0.000299
-0.00131
-0.00284
-0.000356
-0.0019
-0.000449
-0.00104
0.0000238
0.000154
-0.00043
-0.000325
0.00165
0.0000672
-0.00257
-0.00332
-0.00311
0.00174
-0.00071
-0.000152
-0.000137
-0.0000127
-0.0005
-0.0043
-0.00214
0.000832
-0.000567
-0.0013

-0.873

0.677
-0.137
-0.147
-0.321
0.081
-0.329
891
0.548
-0.297
-0.173
0.467
0.0809
133
-1.44

.0307
-04
-0.345
-0.0063
0.277
2.47
-1.61
-0.736

.395
-0.455
-0.76

0.0425
-1.29

-0.288
-0.357

-0.257

-0.753
-0.234
-0.591
-0.525
0.0973
0.42
0.297
0.0784
-0.0707
-0.826
-1.03
-0.601
-0.293

-0.52

0.601

-0.501
-0.779
0.274

-0.803
-0.657

-0.06

-0.765

-0.302
-0.835
-0.426
1.93

-0.00644.

-1.05

1767
216
468

229
1153
1152

512
513
150
150
107
150
100
333

173
339
1776

1164
1164
313
314
871
871

1072

110
104
288



1P100294435 Pre-mRNA-splicing factor SLU7 IVEEYAK
1P100333215 Isoform 1 of Transcription elongation factor A protein 1 DTYVSSFPR
1PI00903344 CDNA FL140239 fis, clone TESTI2023436, highly similar to Peptidyl-prolyl cis-trar VyYFNHITNASQ)
1P100304612 605 ribosomal protein L13a KFAYLGR
1P100304612 605 ribosomal protein L13a FAYLGR
1P100304612 605 ribosomal protein L13a MNTNPSRGPYHFR
1P100163505 Isoform 1 of RNA-binding protein 39 YRSPYSGPK
1PI00163505 Tsoform 1 of RNA-binding protein 39 YRSPYSGPK
1P100219217 L-lactate dehydrogenase B chain MVVESAYEVIK
1P100021828 Cystatin-B AKHDELTYF
1P100930688 Tubulin alpha-18 chain LDHKFDLMyAK
1P100014263 Isoform Long of Eukaryotic translation initiation factor 4H AYSSFGGGR
1P100144293 Isoform 1 of YTH domain-containing protein 1 SATEYKNEEYQR
1P100144293 Isoform 1 of YTH domain-containing protein 1 VHDYDMR
1P100910194 CDNA FLIG0S65, highly similar to Nuclear pore complex protein Nup153 SVYFKPSLTPSGEFR
1P100909122 poly(A)-specific ribonuclease PARN isoform 2 LIyQTLSWK
1P100909122 poly(A)-specific ribonuclease PARN isoform 2 KLIyQTLSWK
1P100909122 poly(A)-specific ribonuclease PARN isoform 2 IQTYAEYMGR
1PI00876972 Isoform 1 of Inner centromere protein VPSSLAYSLK
1P100876972 Isoform 1 of Inner centromere protein TIcHSYLER
1P100793717 Protein QLMLYYHR
1P101011129 CDNA FLI38453 fis, clone FEBRA2019663, highly similar to Homo sapiens DEAD LNIGGGGLGYR
1P101011129 CDNA FLI38453 fis, clone FEBRA2019663, highly similar to Homo sapiens DEAD KLNIGGGGLGYR
g cell death protein DNDFIyHDRVPDLK

1P101013367 T-cell lymphoma invasion and metastasis 2 variant (Fragment) VFDYFEGATSQR
1P101013367 T-cell lymphoma invasion and metastasis 2 variant (Fragment) HAQPPPIPVQNDPELYEK
1PI01014113 CDNA FLI45031 fis, clone BRAWH3018548, highly similar to Vinculin SFLDSGYR
1P101013569 Tight junction protein ZO-1 QYFEQYSR
1P100909746 CDNA FLIS1502, highly similar to 60S ribosomal protein L18a SSGEIVYCGQUFEK
1P100909746 CDNA FLIS1502, highly similar to 60S ribosomal protein L18a ASGTLREYK
1P100479307 Isoform 2 of Myosin-10 TGLEDPERYLFVDR
1P100413659 Isoform 2 of Probable alp! D ABHS
1P100413659 Isoform 2 of Probable alp! D ABHS y
1P100413659 Isoform 2 of Probable alp! D i ABHS y
1P100009328 Eukaryotic initiation factor 4A-IIT EQIYDVYR
1P100030247 Cydlin-T1 RWYFTR
1P100030247 Cyelin-T1 WyFTR
1P100030247 Cydlin-T1 'SQYAYAAQNLLSHHDSHSSVILK
1P100377261 Isoform 1 of Far upstream element-binding protein 3 AWEDYYK
1P100377261 Tsoform 1 of Far upstream element-binding protein 3 AWEDYYKK
1P100332552 Isoform 1 of Zinc finger and BTB domain-containing protein 40 SFHFycR
1P100332552 Isoform 1 of Zinc finger and BTB domain-containing protein 40 AYQQLSGLWYHNR
1P100299095 Sorting nexin-2 YLHVGYIVPPAPEK
1P100333837 Isoform 3 of Set1/Ash2 histone methyltransferase complex subunit ASH2 EHPDPGSKDPEEDYPK
1PI00917171 23 kDa protein EHNPTQYEER
1PI00917171 23 kDa protein SIGDGQYKR
1P100742682 Nucleoprotein TPR TQYEELK
1P100742682 Nucleoprotein TPR YKTQYEELK
1P100337387 Isoform 3 of Pre-mRNA-processing factor 40 homolog A TYYYNTETK
1P100337387 Isoform 3 of Pre-mRNA-processing factor 40 homolog A SDSGKPYYYNSQTK
1P100011528 Cleavage stimulation factor subunit 1 TQAVFNHTEDYVLLPDER
1P100011528 Cleavage stimulation factor subunit 1 LGMENDDTAVQYAIGR
1P100289773 CCAAT/enhancer-binding protein beta KEEAGAPGGGAGMAAGFPYALR
1P100289773 CCAAT/enhancer-binding protein beta KPAEYGYVSLGR
1P100289773 CCAAT, g protein beta KPAEYGYVSLGR
1PI00010872 CBX4 protein SGKYYYQLNSK
1P100010872 CBX4 protein YYYQLNSK
1PI00651660 605 ribosomal protein L3 isoform b NNASTDYDLSDK

PIHL protein 1 IQELGDLYTPAPGR
1P100010414 PDZ and LIM domain protein 1 ERVTPPEGYEVVTVFPK
1PI00069734 Zinc finger matrin-type protein 2 QKDYDFEER
1P100069734 Zinc finger matrin-type protein 2 KWDKDEYEK
1P100011609 Isoform 11 of Ubiquitin-protein ligase E3A DVTyLTEEK
1P100743813 Isoform 1 of Abnormal spindle-like microcephaly-associated protein SNyYSFIK
1P100981806 Protein NEYSLTGLENR
1P100981806 Protein GQeyLYMK
1PI00964648 30 kDa protein DLKDyFSK
1P100964648 30 kDa protein EQYQQQQQWGSR
1PI00654698 Isoform 2 of Polyglutamine-binding protein 1 KDEELDPMDPSSYSDAPR
1P100291401 Isoform 1 of UPF0690 protein Clorf52 SNyVPPPETYTTEK
1P100291401 Isoform 1 of UPF0690 protein Clorf52 SVTRPAFLYNPLNK
1P101010145 CDNA FLI90464 fis, clone NT2RP3002281, highly similar to RNA-binding protein RLQNFSYDQR
1P101010145 CDNA FLI90464 fis, clone NT2RP3002281, highly similar to RNA-binding protein LQNFSyDQR
1P100152708 U3 small nucleolar RNA-associated protein 15 homolog ITQDTLYWNNYK
1P100152708 U3 small nucleolar RNA-associated protein 15 homolog EILTFKEHSDYVR
1P100760919 Isoform 2 of Regulation of nuclear pre-mRNA domain-containing protein 2 LSDTTEYQPILSSYSHR
1P100760919 Isoform 2 of Regulation of nuclear pre-mRNA domain-containing protein 2 LSDTTEYQPILSSYSHR
1PI00643843 DNA methyltransferase 1 associated protein 1 EVYALLYSDKK
1P100647797 Uncharacterized protein TLHYECIVLVK
1P100797126 nascent polypeptide-associated complex subunit alpha isoform a SPASDTYIVFGEAK
1P100789674 CDNA FLIS6271, highly similar to Coatomer subunit beta VHMFEAHSDYIR
1P100645208 RNA-binding protein FUS isoform 3 TGQPMINLYTDR
1PI00645208 RNA-binding protein FUS isoform 3 TGQPMINLYTDRETGK
1P100645208 RNA-binding protein FUS isoform 3 KTGQPMINLYTDRETGK
1P100792546 YY1-associated factor 2 isoform 4 RQPKPSSDEGYWDCSVCTFR
1P100018974 Homeobox protein DLX-2 TQYLALPER
1P100952968 Uncharacterized protein VQYTETEPYHNYR
1P100952968 Uncharacterized protein GGQYENFR
1P100956309 NF-kappa-B-repressing factor isoform 1 QEDPYGPQTK
1P100956309 NF-kappa-B-repressing factor isoform 1 MTVEYVYER
1P100909451 Isoform 2 of Protein IWS1 homolog ARVPMPSNKDYVVRPK
1P100909451 Isoform 2 of Protein IWS1 homolog VPMPSNKDYVVRPK
1P100030380 General transcription factor IH subunit 1 LQESIEYEDLGKNNSVK
1P100030380 General transcription factor ITH subunit 1 FFQSHYFHR
1P100478496 Isoform 1 of Ribonuclease P protein subunit p40 HLVQTHYYNYR
1PI00856118 Tsoform 2 of Round spermatid basic protein 1-like protein NLQYLPR
1P100856118 Isoform 2 of Round spermatid basic protein 1-like protein GILNDNIKDYVGK
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1PI00645510 Ubiquitin-fold modifier 1 ITLTSDPRLPYK 84.87 2.038 495.2571102 3 -0.000746 9 20
1P101014295 31 kDa protein MNSYPYLADR 27.45 2119 655.267944 2 -0.000764 203 212
1PI01014295 31 kDa protein NHDDWSHDYDNRR 70.05 1.981 453.1734614 4 -0.00276 242 254
1P100103419 Isoform 1 of SURP and G-patch domain-containing protein 1 EFLYYR 30.97 153 485.7077023 2 0.0000531 0.0547 230 235
1P100103419 Isoform 1 of SURP and G-patch domain-containing protein 1 EFLYYRK 30.97 1.186 549.7550656 2 -0.00022 230 236
1PI00060627 Coiled-coil domain-containing protein 124 ELEDAYWKDDDKHVMR 1000 4.354 533.2314448 4 0.00168 33 a8
1P100916540 4 kDa protein LPACVVDCGTGYTK 26.2 3.087 8108439328 2 -0.000517 5 18
1PI00827541 Tsoform 2 of RNA-binding protein 26 FIKVYWHR 1000 1.983 4102057796 3 -0.00154 598 605
1P100102815 Nucleolar complex protein 3 homolog 1IDKYEK 1000 1.454 494.7413937 2 -0.000864 130 136
1P100102815 Nucleolar complex protein 3 homolog TIDKYEKIPR 1000 2314 452.2426754 3 -0.00145 130 139
1PI00647664 Uncharacterized protein DTCQQYFSR 54.16 3.039 7227550046 2 -0.000573 311 320
1P100292221 Ribosome production factor 1 YGEYEWVHKPR 115.12 3.509 515.2296749 3 -0.000152 328 338
1P100295585 CGG triplet repeat-binding protein 1 TALYVTPLDR 60.18 2302 614.8032223 2 0000593 17 26
1P100295585 CGG triplet repeat-binding protein 1 SKTALYVTPLDR 48.63 2.084 4819132076 3 -0.00105 15 26
1P100297851 Isoform 1 of Chromodomain-helicase-DNA-binding protein 1 DWDHyKQDSR 793 2359 477.1893612 3 -0.00149 1587 1596
IPI00465100 Tsoform 2 of Zinc finger protein 574 APPLSSSTIHYECVDCK 65.46 2634 6819569088 3 -0.000781 206 222
1P100465100 Isoform 2 of Zinc finger protein 574 FLYHR 1000 1.169 408.1834408 2 -0.00147 496 500
1P100256605 Isoform 1 of WW domain-containing adapter protein with coiled-coil RGDSQPYQALK 74.63 25815 671811279 2 -0.00109 19 29
1PI00337660 Isoform 3 of Serine/threonine-protein kinase tousled-like 2 ISDYFER 97.75 1.796 505.205444 2 -0.000164 84 90
1P100000162 Isoform 1 of Neuroguidin EQySDAPEEIR 30.97 1.95 708.7879025 2 -0.000547 211 221
1P100000162 Isoform 1 of Neuroguidin ELKEQYSDAPEEIR 27.96 3.105 596.268127 3 -0.0015 208 221
1P100000162 Isoform 1 of Neuroguidin INYEESMMVR 124.16 2.888 6762752072 2 -0.000137 239 248
1P100017630 Nuclear fragile X mental retardation-interacting protein 1 DYHNyQTLFEPR 40.26 2.004 554.9032589 3 -0.0013 437 448
1PI00419575 Uncharacterised protein family UPFO363 protein ASVEKGDYYEAHQMYR 20.98 2841 676.2840572 3 -0.000505 33 48
1P100419575 Uncharacterised protein family UPFO363 protein GDYYEAHQMYR 24.95 2.833 504.8586116 3 -0.00174 38 a8
1P100470498 Isoform 3 of Plasminogen activator inhibitor 1 RNA-binding protein SSFSHYSGLKHEDKR 0 4.004 4652123103 4 -0.00276 202 216
1P100470498 Isoform 3 of Plasminogen activator inhibitor 1 RNA-binding protein SSFSHYSGLKHEDK 16.24 1.839 426.1875911 4 -0.000537 202 215
1P100470498 Isoform 3 of Plasminogen activator inhibitor 1 RNA-binding protein SSFSHYSGLK 51.06 2.852 596.7556149 2 -0.000522 202 211
1PI00216691 Profilin-1 CYEMASHLR 163.22 2649 416.1630855 3 -0.00139 128 136
1P100012198 Uncharacterized protein C1orf50 ESGQQyFSIISPK 60.18 2.142 782.3593747 2 0.0012 126 138
1P100221089 408 ribosomal protein S13 GLSQSALPYRR 70.16 1.03 664.3299557 2 -0.00034 10 20
1P100221089 40S ribosomal protein S13 GLSQSALPYR 75.44 116 586.2801456 2 0.00114 10 19
1P100221089 40 ribosomal protein S13 LTSDDVKEQIyK 130.50 2.027 506.9085384. 3 0.000439 28 39
1P100399304 protein regulator of cytokinesis 1 isoform 2 KLNTTTMSNATANSSIRPIFGGTVYHSPVE43.77 3.89 847.6687007 4 -0.000799 487 517
1P100399304 protein regulator of cytokinesis 1 isoform 2 QTETEMLYGSAPR 36.63 1.628 5215571895 3 -0.000408 4s7 469
1PI00065515 Isoform 1 of CWF19-like protein 2 ELNPYWK 1000 1615 515.226318 2 0.0000845 0.0821 197 203
1PI00065515 Isoform 1 of CWF19-like protein 2 TDGDYYTLDDMFVSK 67.96 2.969 9253677975 2 0.00314 17 629 643
1P100178861 Isoform 2 of N(2),N(2)-dimethylguanosine tRNA methyltransferase GDQCcySHSPPTPR 4111 3.203 581.2203975 3 -0.00101 -0.583 588 601
1P100982620 CDNA FLI61765, highly similar to TIEYYSQLK 30.97 1.837 662.3156125 2 -0.000427 -0.322 402 411
1PI00910417 Ribosomal protein L15 QGYVIYR 124.16 228 489.7263486 2 -0.000154 -0.158 57 63
1P100973127 CDNA FLI78763 KSPLAQDSPSQGSPALYR 109.69 2519 6613182369 3 0.000434 0.219 104 121
1PI00015195 Cleavage stimulation factor subunit 3 GAVVPPVHDIYR 1000 2803 468.2344661 3 -0.000778 -0.555 698 709
1PI00015195 Cleavage stimulation factor subunit 3 RPNEDSDEDEEKGAVVPPVHDIYR 1,000.00, 1,000.00  3.277 732.3128657 4 -0.00207 686 709
1PI00639961 Uncharacterized protein THYPAQQGEYQTHQPVYHK 95.68 3509 598.7683711 4 -0.00132 173 191
1P100174976 Isoform 1 of MAGUK pS5 subfamily member 5 DQEVAGRDYHFVSR 60.19 3.017 586.9249874 3 -0.000814 -0.463 520 533
1P100945578 12 kDa protein VDyFIASK 160.79 242 511.7333676 2 -0.00112 -1.09 a4 51
1P100923468 SMARCA4 protein EVDySDSLTEK 30.97 2455 683.27655 2 -0.00115 -0.843 1407 1417
1P100923468 SMARCA4 protein GLQSYYAVAHAVTER 24.95 3457 582.2737423 3 -0.00035 0.2 791 805
1P100013297 28 kDa heat- and acid-stable phosphoprotein QyTSPEEIDAQLQAEK 55.92 3337 965.4285275 2 0.000703 0.365 16 31
1P100013297 28 kDa heat- and acid-stable phosphoprotein ARQYTSPEEIDAQLQAEK 19.53 4.261 719.6672359 3 -0.000669 -0.31 14 31
1PI00419791 Isoform 1 of Arginine/serine-rich coiled-coil protein 2 NLDAQYEMAR 1000 227 6457637326 2 0.000614 0.476 402 411
1P100419791 Isoform 1 of Arginine/serine-rich coiled-coil protein 2 SEDEAGCSSVDEESYK 26.2 2.644 936.330383 2 -0.000151 -0.0806 376 301
1P100908380 CDNA FLIS4110, highly similar to Homo sapiens nucleolar and spindle associated EMESIDQYIERK 114.24 2.247 540.9042965 3 -0.000987 -0.609 172 183
1P100908380 CDNA FLI54110, highly similar to Homo sapiens nucleolar and spindle associated EMESIDQYIER 105.44 2.159 746.8052365 2 -0.000579 -0.388 172 182
1P100436634 Isoform 3 of Nipped-B-like protein HGSSEDYLHMVHR 70.05 2.893 412.6738277 4 -0.00209 -1.27 241 253
1P100719070 Tsoform 3 of Zinc finger CCCH-type with G patch domain-containing protein  ITDVDNGyYTVK 30.97 3.069 734.3242184 2 -0.000415 -0.283 238 249
1P100304817 SAM and SH3 domain-containing protein 1 NQLGNyPTLPLMK 27.96 2,076 784.8818967 2 0.000942 0.6 761 773
1P100973358 Uncharacterized protein KTEYISTEFNR 60.18 1.529 734.3300168 2 0.000082 0.0559 123 133
1P100973358 Uncharacterized protein EGDGVYYNELETR 30.97 2327 8128201012 2 -0.00295 307 319
1P100640833 acidic leucine-rich nuclear phosphoprotein 32 family member E isoform 3 CPNLTYLNLSGNK 61.94 3.244 787.3577878 2 -0.000941 -0.598 39 51
1P100980953 Uncharacterized protein NNCPFSADENYRPLAK 116.16 3.236 659.2846675 3 0.000961 0.486 956 971
1PI00164154 Isoform 1 of Putative methyltransferase NSUNS TCSDDVVDYFKR 2883 4.039 528.8854976 3 0.000151 0.0053 145 156
1P100006196 Isoform 2 of Nuclear mitotic apparatus protein 1 KLDVEEPDSANSSFySTR 27.96 4.077 708.9758297 3 -0.000888 -0.418 1808 1825
1P100797067 U2 snRNP-specific A" protein LYVIYKVPQUR 145.62 2274 486.6018978 3 -0.00218 133 143
1P100550243 THUMP domain-containing protein 1 AQYVLAK 1000 2.054 4367178036 2 -0.000544 20 26
1P100880118 Metastasis associated 1 family, member 3, isoform CRA_a RPFVAINYAAIR 1000 207 490.9255062 3 -0.00136 438 449
1P101011073 CDNA FLIS5446, highly similar to Superkiller viralicidic activity 2-like 2 SFYQFQHYR 17.31 1.827 452.5239864 3 -0.00102 487 495
1P100845282 Isoform 2 of Heterogeneous nuclear ribonucleoprotein D-like DLTEYLSR 46.21 1.755 538.7371213 2 -0.000209 44 51
1PI00556447 Isoform 1 of Protein FAM1338 VAYMNPIAMAR 1000 1.986 658.7989499 2 0.000448 8 18
1P100878135 Putative uncharacterized protein DKFZp434G0310 VVQNDAYTAPALPSSIR 49.9 2745 941.4581906 2 -0.00267 -1.42 230 246
1P100943550 Isoform 3 of Perilipin-3 LEPQIASASEYAHR 59.15 3.503 551.2544551 3 -0.000411 -0.249 85 98
1PI101013317 40S ribosomal protein S27a CCLTYCFNKPEDK 86.89 2.989 605.5703121 3 -0.000236 -0.13 119 131
1P100297455 A-kinase anchor protein 8-like QTADFLQEYVTNK 54.16 25525 818.8679196 2 0.00189 427 439
1P100293884 Isoform 2 of Kinesin-like protein KIF23 KGSQTNLKDPVGVYCR 233.72 2454 634.6365963 3 -0.000553 16 31
1P100219839 Isoform 2 of Hypermethylated in cancer 2 protein VHSGEKPYECQLCGGK 57.12 2.186 643.6062008 3 -0.000905 564 579
1P100012535 DnaJ homolog subfamily A member 1 QISQAYEVLSDAK 70.88 3452 766.3558346 2 -0.000782 47 59
1PI00012535 DnaJ homolog subfamily A member 1 HYNGEAYEDDEHHPR 105.12 1.839 487.9368281 4 -0.00139 375 389
VQIYHNPTANSFR 84.28 2.194 542.9194332 3 -0.000277 -0.17 36 a8
1P100022334 Onithine aminotransferase, mitochondrial YGAHNYHPLPVALER 135 2526 606.2893673 3 -0.00117 -0.647 50 64
1PI00449049 Poly [ADP-ribose] polymerase 1 NREELGFRPEYSASQLK 0 26 702.0006099 3 -0.000347 -0.165 166 182
1P100449049 Poly [ADP-ribose] polymerase 1 SDAYYCTGDVTAWTK 55.92 2.847 909.3589474 2 0.000578 0.318 306 320
1P100449049 Poly [ADP-ribose] polymerase 1 KFyPLEIDYGQDEEAVK 102.33 2.084 708.6571651 3 -0.00228 637 653
1PI00449049 Poly [ADP-ribose] polymerase 1 KFyPLEIDYGQDEEAVKK 27673 4.033 751.3557125 3 -0.00164 637 654
1P100397676 30 kDa protein ALLYKR 1000 0.9869 4222282712 2 -0.000709 -0.841 68 73
1P100397676 30 kDa protein TNYNDRYDEIR 51.21 2.188 513.5477291 3 -0.000189 -0.123 224 234
1P100002220 histone deacetylase complex subunit SAP130 isoform a IQPDYPAER 1000 1616 584.755737 2 -0.000478 -0.409 445 453
1P100643722 Isoform 1 of AT-rich interactive domain-containing protein 1A NDMTYNyANR 60.18 2.854 671.250488 2 -0.000276 -0.205 1502 1511
1PI00643722 Tsoform 1 of AT-rich interactive domain-containing protein 1A QSTGSAPQGPAYHGVNR 99.17 217 602.9357296 3 -0.000988 -0.547 1512 1528
1P100292382 Isoform 1 of mRNA-decapping enzyme 2 DYICKDDYIELR 201.78 2799 561.5758663 3 -0.00204 155 166
1P100022790 Microfibrillar-associated protein 1 GAFFMDEDEEVYKR 1000 3.326 605.9152828 3 -0.0000282 -0.0155 345 358
1PI00015105 Cyclin-dependent kinases regulatory subunit 2 QIYYSDKYFDEHYEYR 34.27 3444 575.490356 4 -0.000578 s 20
1P100006900 Something about silencing protein 10 KLyYDTDYGSK 52.4 2.948 716.8059689 2 0.000186 134 144
1P100006900 Something about silencing protein 10 LKYYKEIEDR 48.15 2245 479.5657039 3 -0.00136 376 385
1P100470489 Smarce1 variant 4 AYHNSPAYLAYINAK 78.91 3.691 592.610107 3 -0.00106 97 111
1P100981155 Protein YTEFYHVPTHSDASK 75.25 327 621.2648922 3 -0.0008 106 120
1PI01010680 Putative uncharacterized protein DKFZp686A1782 EFQEANYAR 1000 1.928 604.2431027 2 -0.0000461 -0.0382 450 458
1P100647067 Isoform 2 of Polypyrimidine tract-binding protein 2 NQPIYIQYSNHK 69.51 269 528.9115596 3 -0.0022 123 134




1P100295457 Isoform 2 of Myosin phosphatase Rho-interacting protein VRVESGYFSLEK
1P100965993 CDNA, FLI95176, Homo sapiens CGI-48 protein (CGI-48), mRNA IQSIYLER
1PI00018411 Zinc finger protein 629 THTGEKPYECLECGK
1P100917832 Uncharacterized protein EGEYIK
1P100953043 DNA topoisomerase 2 HVDYVADQIVTK
1P100976832 Uncharacterized protein YYWRPK
1P100976832 Uncharacterized protein YYWRPK
1PI00979136 Ribonucleoside-diphosphate reductase TIDINYYPVPEACLSNKR
1P100013415 408 ribosomal protein S7 AQQNNVEHKVETFSGVYK
1P100903300 Isoform 1 of REST corepressor 3 NFFVNYR
1P100027988 Transcriptional repressor CTCF THSGEKPYECYICHAR
1P100003843 Isoform A1 of Tight junction protein Z0-2 IEIAQKHPDIYAVPIK
1PI00946673 CDNA FLIS7866, highly similar to Homo sapiens TAFS RNA polymerase I, TATA I TPTYREPVSDYQULR
1P100876873 Uncharacterized protein TETNVYFK
1P100921284 Isoform 3 of Histone-lysine N-methyltransferase EZH1 QePeyLAVR
1PI00807514 Tsoform 2 of Forkhead box protein K1 HYPYYR
1P100021381 Isoform 1 of Securin-2 SSVPASDDAYPEIEK
1P100011069 Isoform 2 of Uracil-DNA glycosylase TLYSFFSPSPAR
1P100829838 Transcription elongation factor A (SII)-like 4 variant 1 NLQDPFyPR
1P100917015 Uncharacterized protein VAHEDPMyDIIR
1P100334894 Isoform 3 of Protein polybromo-1 AQHPDYSFGELSR
1P100334894 Isoform 3 of Protein polybromo-1 HYNEEGSQUYNDAHILEK
1PI00966516 Uncharacterized protein ACQSIyPLHDVFVR
1P100736943 Isoform 5 of Homeobox protein cut-like 1 TSTVINWFHNYR
1P100736943 Isoform 5 of Homeobox protein cut-like 1 SQLQGPSSSEYWK
1P100983590 origin recognition complex subunit 3 isoform 3 TOLYHLQK
1P100328688 Isoform 1 of Sex comb on midleg-like protein 2 SSSLNSGNYLNPACR
1P100297121 UPF0549 protein C200rf43 SIADSEESEAYKSLFTTHSSAK
1PI00917641 Uncharacterized protein INEELESQyQQSMDSK
1P100877103 Uncharacterized protein MLQHIDYR
1PI00965191 Uncharacterized protein GYEDDDYVSKK
1PI00965191 Uncharacterized protein KGYEDDDYVSKK
1P101014546 protein arginine N-methyltransferase 1 isoform 1 TGFSTSPESPYTHWK
1P100647857 PRP18 pre-mRNA processing factor 18 homolog KEEEAYFER
1P100012149 U3 small nucleolar ribonucleoprotein protein MPP10 EKPKEDAYEYK
1P100003377 Isoform 1 of Serine/arginine-rich splicing factor 7 VYVGNLGTGAGK
1P100003377 Isoform 1 of Serine/arginine-rich splicing factor 7 CYECGEKGHYAYDCHR
1PI00004068 Isoform 3 of Mediator of RNA polymerase I transcription subunit 12 TEDYGMGPGR
1P100000846 Isoform 1 of Chromodomain-helicase-DNA-binding protein 4 VAQYWWR
IPI00000846 Tsoform 1 of Chromodomain-helicase-DNA-binding protein 4 VAQYVVREEEMGEEEEVER
1P100103554 Transcriptional repressor p66-beta TTSSAIyMNLASHIQPGTVNR
1P101010852 CDNA FLIS7121, highly similar to nuclear F FMSVQRPGPY
1PI01010852 CDNA FLI57121, highly similar to Heterogeneous nuclear ribonucleoprotein F DLSYcLSGMyDHR
1P100294603 Similar to Zinc finger MYM-type protein 5 FecQScVSEYK
1PI00607775 76 kDa protein NyFQPSTK
1P100004233 Isoform Long of Antigen KI-67 NIyAFMGTPVQK
1P101015406 Protein AQEEADYIEWLK
1P100981739 Uncharacterized protein RLEAAYLDLQR
1P100332499 Isoform 3 of Nuclear autoantigenic sperm protein EQUyDAMGEKEEAK
1P100332499 Isoform 3 of Nuclear autoantigenic sperm protein EAQLYAAQAHLK
1PI00024067 Isoform 1 of Clathrin heavy chain 1 ENPYYDSR
1P100013439 Transcription factor jun-B APGGLSLHDYK
1P100013439 Transcription factor jun-B LLKPSLAVNLADPYR
1PI00916663 Uncharacterized protein GIDYDFPSLILQK
1P100916663 Uncharacterized protein KGIDYDFPSLILQK
1P100027705 Isoform 1 of DNA primase large subunit TILSNPPSQGDYHGCPFR
1P100976971 CDNA FLI51637, highly similar to Metastasis-associated protein MTA2 GHLSRPEAQSLSPYTTSANR
1P100306446 Isoform 1 of Zinc finger protein 24 THTGEKPYECVQCGK
1PI00306446 Isoform 1 of Zinc finger protein 24 SYSQSSNLFR
1P100017339 Splicing factor 38 subunit 4 NQDATVYVGGLDEK
pticyl-prolyl cis-trans 4 YQTDLYER
1PI00642862 Peptidyl-prolyl cis-trans isomerase-like 4 YYNycLIHNVQR
ptidyl-proly cis-trans ke 4 SKyQTDLYER
ptidyl-prolyl cis-trans 4 QDTKYDLILDEQAEDSK
pidyl-prolyl cis-trans 4 NTNQDIYR
1P100014474 A-kinase anchor protein 8 QFQLYEEPDTK
1PI00014474 A-kinase anchor protein 8 KQFQLYEEPDTK
1P100554560 Protein C160rf88 VEAPEYIPISDDPK
1PI01014585 CDNA FLI10676 fis, clone NT2RP2006464, highly similar to WD repeat and HMG- QASAASYFQK
1P100306280 Density-regulated protein LDADYPLR
1P100745955 Probable rRNA-processing protein EBP2 RPTDYFAEMAK
1PI00013788 HIV Tat-specific factor 1 FQLKGEYDASK
1P100013788 HIV Tat-specific factor 1 DPEEADYCIQTLDGR
1P100219622 Proteasome subunit alpha type-2 SILYDER
1P100032056 Isoform 2 of Uncharacterized protein C170rf85 GLYADTR
1P100032056 Isoform 2 of Uncharacterized protein C170rf85 ALIGDDVGLTSYK
1PI00175136 Putative RNA-binding protein 158 ALDYYGLYDDR
1P100175136 Putative RNA-binding protein 158 ERALDYYGLYDDR
1P100001150 Zinc finger protein 217, isoform CRA_b NDSPWAPPGRDYFCNR
1PI00001150 Zinc finger protein 217, isoform CRA_b VEAEYLSPLDK
1P100294739 Isoform 1 of SAM domain and HD domain-containing protein 1 NGIDVDKWDYFAR
1P100294739 Isoform 1 of SAM domain and HD domain-containing protein 1 ADDYIEITGAGGKK
1P100002966 Heat shock 70 kDa protein 4 NAVEEYVYEMRDK
1P100022597 NEDDS-conjugating enzyme Ubc12 GGYIGSTYFER
1P100170596 Paired amphipathic helix protein Sin3a RLDDQESPVYAAQQR
1P100171044 Schiafen family member 11 AKQHLYIFPWGGH
1P100440727 Isoform 1 of Bromodomain-containing protein 4 SDPYSTGHLR
1PI00025176 Survival of motor neuron-related-splicing factor 30 VGVGTCGIADKPMTQYQDTSKYNVR
1P100398922 Protein phosphatase 1 regulatory subunit 148 VyFQSPPGAAGEGPGGADDEGPVRR
1P100916572 Protein LYTLVTYVPVTTFK
1P100306671 Tsoform A of F-box/WD repeat-containing protein 11 TYTYISR
1P100027626 T-complex protein 1 subunit zeta TEVNSGFFyK
1PI00966856 Isoform 2 of Dual specificity protein kinase CLK1 McDSHYLESR
1P100218993 Isoform Beta of Heat shock protein 105 kDa NAVEEYVYEFRDK
1P100894467 Uncharacterized protein LQEDPNySPQRFPNAQR
1PI01011394 Protein APANHQUVYTTLPAPPAQAPLR
1P100879702 Uncharacterized protein VINEEYKIWK
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Isoform 1 of Signal transducer and activator of transcription 3 YCRPESQEHPEADPGSAAPYLK

Isoform 1 of Protein PRRC2A SEGSEYEEIPK
Isoform 1 of Protein PRRC2A SEGSEYEEIPKR
Coiled-coil domain-containing protein 55 DLSGFYR

protein LLP homolog TLLOQHGQYPIWMNGR
UPF0428 protein CXorf56 FCNTEDEETMyLR
Uncharacterized protein STDWSSQYSMVAGAGR
Isoform 1 of Regulator of nonsense transcripts 38 VGTIDDDPEYR
Isoform 2 of Exosome component 10 REDESYGYVLPNHMMLK
CDNA FLIS3931, highly similar to Bifunctional 3' 3 ¥

Ubiquitin carboxyl-terminal hydrolase YALYAAR

Isoform 5 of Protein PRRC2B. KLHGWAPGPDYQK
Midasin AEQESGLYR

Isoform I of Protein SON KKEADSVYGEWVPVEK
Isoform I of Protein SON SMMSSYSAADR
Tsoform 3 of Methyl-CpG-binding domain protein 2 SDVYYFSPSGKK
Isoform 3 of Methyl-CpG-binding domain protein 2 SDVYYFSPSGK

CDNA FLIS5302, highly similar to Transcription factor COE2 AADIAEALYSVPR
Isoform Cr-11 of Adapter molecule crk QEEAEYVR

Isoform 3 of Zinc finger protein 638 RLPTPSMMNDYYAASPR
DNA-repair protein complementing XP-G cells variant (Fragment) RVVSEDTSHYILIK
Isoform 2 of Bromodomain-containing protein 7 HLYEEYVEKPLK

CDNA FLI42740 fis, clone BRAWH2016655, highly similar to Ubiquitin-like 1-acti GVTECyECHPKPTQR

Tsoform 1 of Exosome complex exonuclease RRP44 SAPVYKR
Isoform Short of Glucose-6-phosphate 1-dehydrogenase VQPNEAVYTK
40 ribosomal protein S8 QWYESHYALPLGR
CDNA FLIS5916, highly similar to General transcription factor II-I APSYLEISSMR
Isoform 3 of Protein virilizer homolog SEYIEPAKR

16 kDa protein YNHPKPNLLYQK

Isoform Alpha of Signal transducer and activator of transcription 1-alpha/beta  FHDLLSQLDDQYSR

Serine/threonine-protein kinase PLK1 TLCGTPNYIAPEVLSK
Importin subunit alpha-4 TEQLQNHENEDIYK
Isoform 2 of B-cell CLL/lymphoma 7 protein family member A TyKWVPVTEPK

Splicing factor, suppressor of white-apricot homolog GHLHDLSEYDAEYSTWNR
Splicing factor, suppressor of white-apricot homolog HSLPSAYR

Isoform 2 of Transcription elongation regulator 1 TYYYNNR
Uncharacterized protein DDyFAKK

Isoform 1 of Tumor suppressor pS3-binding protein 1 WSSNGYFYSGK

Protein pelota homolog MGAYHTIELEPNR
Tsoform 2 of Zinc finger C3H1 domain-containing protein SFLESNYFTKPNLK
Isoform 2 of Zinc finger C3H1 domain-containing protein LQKLEYEYALK

RNA polymerase-associated protein CTRS homolog QeSDLLSQAQYHVAR
General transcription factor 3C polypeptide 4 LYETSYR

hypothetical protein LOC147339 isoform b HGSGTQYVSTR
Nucleolar complex protein 2 homolog LKDRDPEFYK

Isoform 1 of tRNA (adenine-N(1)-)-methyltransferase non-catalytic subunit TRM/NyQULPDR
Sarcoma antigen NY-SAR-29 (Fragment) SSYEDYADKPLEKPLK

Isoform 1 of Uncharacterized protein CXorf57

Isoform 1 of Uncharacterized protein CXorfs7 FGLIDHLHYSR
Thyroid transcription factor 1-associated protein 26 AQEEYEQIQAK
Uncharacterized protein KIAA1143 NQUSYVRPAEPAFLAR
Isoform 1 of Symplekin TYLGMSTLR
Heterogeneous nuclear ribonucleoprotein L YYGGGSEGGR

Protein FAM103A1 SWGNNyPQHR

E3 SUMO-protein ligase RanBP2 ICANHYISPOMK

CDNA FLIS5599, highly similar to DNA replication licensing factor MCM3 ELISDNQYR

Putative rRNA methyltransferase 3 DKFyHLAK
Uncharacterized protein SGYYTLYHSLHHYK
Isoform 1 of Retinoic acid-induced protein 1 HHAQETLHYQNLAK
Isoform 1 of PHD finger protein 10 RAYFDLQTHVIQUPQGK
Isoform 2 of Transducin-like enhancer protein 3 HRGSADYSMEAK

19 kDa protein VAQLEQVYIR

Isoform 1 of Zinc finger protein 644 ANSHYLYR

C20rf4 protein YSYYDESQGEIYR
protein FRG18-like QCEINYVK

Isoform 5 of Double-stranded RNA-specific adenosine deaminase FQYCVAVGAQTFPSVSAPSKK

CDNA FLI61403, highly similar to Nuclear ubiquitous casein andcyclin-dependent KVVDySQFQESDDADEDYGR

CDNA FLI52850, moderately similar to Cold-inducible RNA-binding protein DyYSSR
CDNA FLI52850, moderately similar to Ct protein

Nucleolar GTP-binding protein 2 IIKPLQYQSTVASGTVAR
Uncharacterized protein GYKPPDEGPSEYQTIPLNK
Tsoform Short of TATA-binding protein-associated factor 2N NFGGHRDYGPR

Isoform 1 of Uncharacterized methyltransferase WBSCR22 EVRPDTQYTGRK
Isoform 1 of Uncharacterized methyltransferase WBSCR22 EVRPDTQYTGR

Isoform 2 of Pre-mRNA-splicing factor 388 TYHEVVDEIYFK

Zinc finger protein 14 homolog LHTGEKPYECK

tRNA (guanine-N(7)-)-methyltransferase VSDYVQDR

Isoform 4 of SURP and G-patch domain-containing protein 2 SRAEMyDDVHSDGR
NKAP-like protein ENQIySADEKR

Isoform B of SWI/SNF-related matrix-associated actin-dependent regulator of ch ASEVEEILDGNDEKYK

Isoform 2 of Heterogeneous nuclear ribonucleoprotein H3 DGMDNQGGYGSVGR
Isoform 1 of Zinc finger CCHC domain-containing protein 7 RGHLLYSCPAPLCEYCPVPK
Isoform 1 of Zinc finger CCHC domain-containing protein 7 GHLLYSCPAPLCEYCPVPK
Protein DEK VYENYPTYDLTER

TCF3 protein GTSQYYPSYSGSSR
Isoform 2 of Centromere protein T GlyIDPEILEK

Isoform 1 of Histone-lysine N-methyltransferase MLL2 VKEPEPQYFR

filamin-B isoform 1 SSTETCySAIPK
UNC1198 protein MREVCPEIHR

E2F6 splice variant b INLEDNVQYVSMR

CDNA FLJ16225 fis, clone DFNES2011192, highly similar to Homo sapiens zinc fir NLEyTECDTFR

NAD-dependent deacetylase sirtuin-1 isoform b RLDGNQLFLPPNR
Isoform 1 of Peptidyl-prolyl cis-trans isomerase G YREQEYR

Isoform 6 of Transcription factor TFIIIB component B homolog LDDYQEVSSLAVTK
Isoform 1 of Putative RNA-binding protein Luc7-like 1 VCEVCSAYLGLHDNDRR
T-complex protein 1 subunit alpha DDKHGSYEDAVHSGALND
Isoform 1 of Cyclin-dependent kinase 12 SNEETDDYGKAQVAK

HQDDEPVNSQYFQTTSTNLSLSNK
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1PI00007089

Ribosome biogenesis protein NSA2 homolog KNPSSPLYTTLGVITK

1P101012260 CDNA FLI33908 fis, clone CTONG2008518, highly similar to DEAD/H (Asp-Glu-Al GGGGGFGYQK
RNA p protein RTF1 homolog NISAISYINQR
1P100219866 Isoform 2 of Zinc finger Ran-binding domain-containing protein 2 TGYGGGFNER
1PI00975548 Uncharacterized protein VISYGDDYADLPEYFKR
1P100418234 Isoform A of Methyl-CpG-binding protein 2 TQPAVATAATAAEKYK
1P100026219 Cleavage and polyadenylation specificity factor subunit 1 CTAHYVAYHVESK
1P100302008 Tsoform 3 of Zinc finger protein 407 HGQDYHFLK
1P100893933 Uncharacterized protein LDSSAQFGYYFR
1P100873498 Isoform 2 of Glioma tumor suppressor candidate region gene 1 protein NRPPIKTYEAR
1P100549730 Probable methylthioribulose-1-phosphate dehydratase HGDEIYIAPSGVQK
1PI00646783 TRMT1-like protein isoform 2 DGNMVEENPYR
1P100978044 Uncharacterized protein ETVGSQLDREKDYLAPTTVR
1P100295485 Heat shock 70 kDa protein 4L NAVEEYVYDFRDR
1PI00005511 PHD finger-like domain-containing protein SA TOLFYER
1P100921860 CDNA FLI61649, highly similar to Homo sapiens estrogen receptor binding protei LyTSAPNTSQGK
1P100871744 Uncharacterized protein NEVDGEYR
1P100794091 Uncharacterized protein NLyIISVK
1P101013046 50 kDa protein CHVSTHQHNYAAPPSTR
1P100013216 Origin recognition complex subunit 2 DKTSDLVEEYFEAHSSSK
1P100153032 Protein LTV1 homolog LQEVLNDyYK
1P100153032 Protein LTV1 homolog LQEVLNDyYKEK
1P100376904 Isoform 4 of NSFL1 cofactor p47 LGAAPEEESAYVAGEKR
1P100165237 Tsoform 2 of WD repeat-containing protein 74 LVTCTGYHQUR
1P100982737 Conserved hypothetical protein GKEDDKIYR
1PI00654611 Isoform 2 of HEAT repeat-containing protein 2 SYYQSSVQYLYR
1PI00549516 Target of EGR1 protein 1 FVASYLEYAFRK
1P100008961 Telomeric repeat-binding factor 2-interacting protein 1 ADGYPIWSR
1PI00968130 CDKN2A-interacting protein VTDAPTYTTRDELVAK
1P100968130 CDKN2A-interacting protein VTDAPTYTTR
1P100002831 Histone deacetylase complex subunit SAP30L HLyICDFHK
1P100747403 Tsoform 1 of MRNA cap guanine-N7 methyltransferase NLEEGHSSTVAAHYNELQEVGLEKR
1P100026957 WW domain-binding protein 4 KFeDyck
1P100023530 Cyclin-dependent kinase 5 IGEGTYGTVFK
1P100910958 CDNA FLI60847, highly similar to Homo sapiens denticleless homolog (DTL), mRIKICTYFHR
1P100306299 E2F-associated phosphoprotein RGYHGLGPQR
1PI00100151 Isoform 1 of 5'-3' exoribonuclease 2 QAAYEMR
1P100023177 Isoform 1 of Chromatin assembly factor 1 subunit A LISENSVYEK
1P100017672 CDNA FLI25678 fis, clone TST04067, highly similar to PURINE NUCLEOSIDE PHO VIMDYESLEK
1P100293845 Isoform 1 of Telomere-associated protein RIFL GASSPYGAPGTPR
1P100032406 DnaJ homolog subfamily A member 2 EISFAYEVLSNPEKR
1P100004290 Digestive organ expansion factor homolog DFGEEHPFYDR
1PI01013438 CDNA FLI39071 fis, clone NT2RP7015789, highly similar to Zinc finger protein 2€ NHQENyFLEK
1P100016387 Pre-mRNA cleavage complex 2 protein Pcf11 ASGHYFDEK
1P100296594 RING1 and YY1-binding protein INSQLVAQQVAQQYATPPPPKK
1P100024255 G patch domain and KOW motifs-containing protein GGQYYNTK
1P100004337 Zinc finger and BTB domain-containing protein 11 SUNEGAYIR
IPI00305545 Isoform 1 of Lariat debranching enzyme SIYHVR
1P100106491 MRNA turnover protein 4 homolog YTEMDYAR
1P100402209 ADNP homeobox protein 2 VQNyTVNILGETK
1PI00182106 Isoform 2 of Menin VSTPSDYTLSFLKR
1P100028955 Ribosome biogenesis protein BOP1 cLDLyLcPR
1P100307760 Zinc finger CCCH domain-containing protein 8 FYVQGYCTR
1P100792734 Isoform 2 of Zin finger protein 773 LHTGEKPYECSECGK
1P100922730 CDNA FLI53647, highly similar to Four and a half LIM domains protein 1 GEDFyCVTCHETK
1PI00942874 Isoform 2 of G patch domain-containing protein 8 ANFYCELCDKQYQK
1P100879512 9 kDa protein KTyVTPR
1P100006892 Zinc finger protein 280C GTNTSSPYDAGADYLR
1PI00895911 cellular nucleic acid-binding protein isoform 2 TSEVNCyR
1P100942449 Uncharacterized protein IEEGTYGVVYR
1PI00645974 Utrophin LHyPMVEYCIPTTSGEDVR
1PI00645857 €DCA0 protein TFATYGyALDPSLDNHQUSAK
1P100972999 Histone deacetylase GKYYAVNFPMR
1P100908873 Tsoform 3 of Nucleolar and coiled-body phosphoprotein 1 NKPGPYSSVPPPSAPPPKK
1P100031556 Isoform 1 of Splicing factor U2AF 65 kDa subunit YCDPDSYHR
1P100807704 Isoform 2 of TATA box-binding protein-associated factor RNA polymerase I subu SEKPLYYSFVDKPVAYK
1P100921892 CDNA FLI51227, highly similar to Homo sapiens KIN, antigenic determinant of re TDyWLQPETIVK
1P100029764 Splicing factor 3 subunit 3 WQPDTEEEYEDSSGNVVNKK
1P100063248 Zinc finger protein 625 AFSDLPYFR
1PI00655989 Isoform 2 of Protein lin-54 homolog FHYVR
1P100234252 SWI/SNF complex subunit SMARCC1 KGQASLYGK
1P100887233 mediator of RNA polymerase II transcription subunit 27-like isoform 2 LQyHAGLASGLLNQQSLK
1P100647132 Isoform 4 of AT-rich interactive domain-containing protein 48 RPVLGYR
1P101010518 Uncharacterized protein EAEAFAYYR
1P100791157 16 kDa protein VIIEKYYtR
1P100375534 Isoform 2 of Transcriptional adapter 3 IQEYEFTDDPIDVPR
1P100013743 Isoform 1 of BUD13 homolog DSERDELYAQWGK
1PI00006167 Protein phosphatase 1G AYTGFSSNSER
1PI00854561 Isoform 2 of Ubinuclein-2 VHQHSAVQQNYVSPLQATISK
1P100974250 Uncharacterized protein YAPSYYHVMPK
1P100436705 Uncharacterized protein HLSEGTNSYATR
1P100941278 tetratricopeptide repeat protein 14 isoform b 1GVDYFK
1P100011306 Coiled-coil domain-containing protein 130 VGNYYTTPIYR
1P100418555 Zinc finger protein 813 AFNYSSLLR
1PI00880146 zinc finger protein 187 isoform a THTGEKPyLCIHCGK
1P100639924 97 kDa protein GTQFDYER
1P100069817 Isoform 1 of Tyrosine-protein kinase BAZ18 DHTVSGDEDycPR
1P100219153 60S ribosomal protein L22 VVANSKESYELR
1P100965305 Uncharacterized protein EGVLyVGSK
1P100439184 Isoform 1 of Centromere protein R HLDSYEFLK
1PI00455982 HMG domain-containing protein 4 HSSDDYYYGDISSLESSQK
1P100455982 HMG domain-containing protein 4 KHSSDDyYYGDISSLESSQK
1P100100468 Box C/D snoRNA protein 1 CETCGTEEAKYR
1P100941732 Transcription elongation factor B polypeptide 3 DALQKEEEMEGDYQETWK
1P100982903 Uncharacterized protein TTNECHKTYYTR
1PI00288941 Nuclear receptor coactivator 5 MDDycR
1P101012287 CDNA FLI60717, highly similar to Testis-specific Y-encoded-like protein 1 TTPLQTHSIIISDQVPSDQDAHQYLR
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1P100171537 Isoform 2 of Zinc finger matrin-type protein 3 VILATENDycK
1P100306642 DDB1- and CUL4-assoclated factor 13 SIYSQIQEQR
1PI00044725 Isoform 1 of Histone H2A deubiquitinase MYSM1 MLLEEEYYLSKK
1P100018954 U2 small nuclear ribonucleoprotein auxiliary factor 35 kDa subunit-related protei MGHHDDYYSR
1P100294682 Isoform 1 of Mediator of RNA polymerase II transcription subunit 26 NEIIQSYLSR
1P100900336 Ataxin-1-like VVGALASQDYR
1P100068355 Isoform 1 of Probable fibrosin-1 LYGLEPAHPLLYSR
1P100033153 Nuclear RNA export factor 1 YNPYTERPNR
1P100033153 Nuclear RNA export factor 1 YNPYTTRPNRR
1P100955798 HCG1742968, isoform CRA_c MNGVMFPGNSPSYTER
1P100979595 Uncharacterized protein TYSYLTPDLWK
1P100010426 Isoform 1 of Forkhead box protein 3 SKDDPGKGSYWAIDTNPK
1PI00852831 Uncharacterized protein THTGERPYYCTEPGCGR
1P100219543 Isoform Delta-2 of Serine/threonine-protein phosphatase 2A 56 kDa regulatory <IKySGGPQIVK
1P100968276 Uncharacterized protein TYQELLVNQNPIAQPLASR
1P100220241 Tsoform 3 of Beta-adducin WLNTPNTYLR
1P100170770 Isoform 1 of PHD finger protein 3 QRFYSDSHHLKR
1P100878557 62 kDa protein THTGDRPYVCPFDGENKK
1P100216230 Lamina-associated polypeptide 2, isoform alpha ETTTGyyKDIVENICGR
1P100955014 cyclin-dependent kinase 1 isoform 1 IEKIGEGTYGVVYK
1P100013174 Isoform 1 of RNA-binding protein 14 AAQMHSGYQR
1P100013174 Isoform 1 of RNA-binding protein 14 AAQMHSGYQR
1P100010740 Isoform Long of Splicing factor, proline- and
1PI00012074 Tsoform 1 of Heterogeneous nuclear ribonucleoprotein R KLKDYAFVHFEDR
1P100939558 CDNA FLI38696 fis, clone highly similar to NUDyGHSSSRDDYPSR
1P100939558 CDNA FLI38696 fis, clone KIDNE2001931, highly similar to HETEROGENEOUS NLDYAPPPRDYtYR
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein A1 DYFEQYGK
1P100797148 Isoform 2 of Heterogeneous nuclear ribonucleoprotein AL EDTEEHHLRDYFEQYGK
1P100301503 Isoform 1 of Transformer-2 protein homolog beta RRDYYDR
1P100301503 Isoform 1 of Transformer-2 protein homolog beta RPHTPTPGIymGRPTYGSSR
1P100215884 Isoform ASF-1 of Serine/arginine-rich splicing factor 1 DIEDVFYK

nuclear U-like protein 2 YRGDYDRFYGR

nuclear U-like protein 2 DWQSYyyHHPQDR
1P100220717 Isoform 3 of Putative RNA-binding protein 15 GGSREYDTGGGSSSSR
1P100017297 Matrin-3 EPPYRVPR
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 RPKEEEWDPEYTPK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 ESDGFREEKNYK
1PI00413671 Isoform 2 of Bel-2-associated transcription factor 1 THHEMKEYSGFAGVSRPR
1PI00013891 Isoform Long of Transformer-2 protein homolog alpha RRDSYYDR
1P100012340 Serine/arginine-rich splicing factor 9 IyVGNLPTDVR
1P100032830 Isoform 1 of Oligoribonuclease, mitochondrial (Fragment) WYPEEYEFAPKK

nuclear ril K RDYDDMsPR
1P100031812 Nuclease-sensitive element-binding protein 1 YAADRNHYR
1P100418313 interleukin enhancer-binding factor 3 isoform d NADHSMNYQYR
1P100418313 interleukin enhancer-binding factor 3 isoform d GYNHGQGSYSYSNSYNSPGGGGGSDYN'
1P100218435 Isoform 2 of U4/U6 small nuclear ribonucleoprotein Prpd. KPHIyyGSLEEK
1P100015924 Isoform 1 of Tuftelin-interacting protein 11 AVSSNVGAYMQPGAR
1P100013830 SNW domain-containing protein 1 NLDKDMyGDDLEAR
1P100013830 SNW domain-containing protein 1 IKyDAIAR
1P100013830 SNW domain-containing protein 1 DMAQSIYRPSK
1P100782992 Isoform 1 of Serine/arginine repetitive matrix protein 2 SSTPPGESYFGVSSLQLK
1P100014344 Isoform Long of Dual specificity p i kinase 1A KV DYIVK
1PI00955965 Isoform 2 of Ubiquitin carboxyl-terminal hydrolase 10 KKRPPGYYSYLK
1P100477686 General transcription factor IIF subunit 2 VVTTNYKPVANHQYNIEYER
1P100396378 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1 DYFEEYGK
IPI00056880 Zinc finger protein 787 THTGEKPYTCPDCGR
1P100005978 Serine/arginine-rich splicing factor 2 RYGGGGYGR
1P100104050 Thyroid hormone receptor-associated protein 3 YYLHDDREGEGSDK
1PI00104050 Thyroid hormone receptor-associated protein 3 AEGKYKDDPVDLR

p plicing factor 8 ANPALYVLR

1P100395337 Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1 YREYAERGYER
1P100395337 Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1 YREYAER
1P100395337 Isoform 1 of Pre-mRNA 3'-end-processing factor FIP1 YRYREYAER
IPI00465294 Cell division cycle 5-iike protein ARWYEWLDPSIKK
1P100045914 Msx2-interacting protein HYDQDYYRDPR
1P100479209 CDNA FLIS4590, highly similar to KH domain-containing, RNA-binding, signaltrar EHPYGRY
1P100337315 Isoform 1 of E3 ubiquitin-protein ligase RBBPG ATYDTKRPNEETK
1P100337315 Isoform 1 of E3 ubiquitin-protein ligase RBBPG REDYVGGQSHR
1P100337315 Isoform 1 of E3 ubiquitin-protein ligase RBBPG TYVISR
1P100410040 Isoform 2 of Periphilin-1 YYSHVDYRDYDEGR
1P100410040 Isoform 2 of Periphilin-1 SHPSDGYNR
1P100220740 Tsoform 2 of Nucleophosmin ADKDYHFK
1P100007941 Protein HEXIM1 HWKPyyK
1P101010257 Similar to YLP motif containing 1 SDRPVYEGPSMFGGER
1P100017617 Probable ATP-dependent RNA helicase DDX5 DRENYDR
1P100010204 Serine/arginine-rich splicing factor 3 VyVGNLGNNGNKTELER
1PI00925601 Uncharacterized protein VVACNLYPFVK
1PI00514505 Isoform 4 of BCL-6 corepressor IANSAGYVGDR
1P100514505 Isoform 4 of BCL-6 corepressor VHLPTQPAADTYSEFHKHYAR
1P100219875 Isoform 2ABC of Catenin delta-1 HYEDGYPGGSDNYGSLSR
1P100550191 Uncharacterized protein C90rf78 ATDDYHYEKFKK
IPI00655641 Isoform 2 of Transcription elongation factor SPTS ISQGPYKGYIGWVK
1PI01011344 37 kDa protein DSYVGDEAQSK
1P101011344 37 kDa protein DSyVGDEAQSKR
1P100923436 Isoform 4 of Nuclear receptor corepressor 2 SYVEAQEDYLRR
1PI00005648 Scaffold attachment factor 82 CYGFVTMSTSDEATK
1P101010914 Rearranged L-myc fusion sequence variant (Fragment) KFyYSK
1P101010914 Rearranged L-myc fusion sequence variant (Fragment) GNLeyILNK
1P100807491 Isoform 2 of General transcription factor 3C polypeptide 1 HSSGQDKPHETYR
1P100021320 7SK SnRNA methylphosphate capping enzyme TLTETIYK
1P100024320 Putative RNA-binding protein 3 YSGGNYRDNYDN
1P100853115 NEFM protein SAKEEIAEYRR
1P100908463 CDNA FLI54451, highly similar to Stress-induced-phosphoprotein 1 KAAALEAMKDYTK
1PI00166845 Isoform 3 of Tyrosine-protein kinase Fyn GAYSLSIR
1P101011924 117 kDa protein SRYTYLEK
1P100297211 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subf. ANyAVDAYFR
1P100940851 ELAV-like protein 1 DANLYISGLPR
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18.45

1000

16334

1000

56.2

0

43.97

86.69, 99.22
43.77

262

72.58

242.17

17135

53.98

1000

21.44

53.49

105.44

133.52

19.53

61.94

0.00, 26.20
183.68

54.16

2.186
2.934
2.726
2.06
1.466
2.965
2.407
1.239
1631
2.473
2,655
3.939
2.904
1.963
2392
1.651
1.92
3.993
3.06
2.643
1.89
2.543
3.388
2537
2.549
19
1.448
1.848
2.207
2791
1.585
1.909
2.139
3.074
1.274
3.493
2335
3.005
2.814
2.383
1615
0.9872
1.99
1.68
4.374
5.103
1.755
2.129
1578
1.412
1.64
2.793
1.452
2.863
1311
3.025
1.841
2.262
2.249
1.951
2542
2.242
1.928
3.245
152
1.013
2.379
2,932
1.861
2.456
1.361
1.746
2131
2.774
1.574
2313
1.866
2.141
2.708
2.962
1.804
2.197
1.684
3.189
2.736
2.199
1.766
2.061
1.89
1.637
1.692
1.855
2.445
2.176
1385
2,609
2125

703.3072507
666.3035886
542.5896602
454.1643673
651.8087155
629.7954098
570.2875362
681.3042599
506.5722957
933.8801266
7338354489
686.9779659
707.615356
423.891357
7457112423
679.3198239
414.1963191
561.749145
7269653316
545.9402462
415.5009761
614.7506711
410.6952205
437.7109065
601.212524
837.323425
565.2160641
759.3156734
401.8165584
582.5249629
554.7344968
5165524288
652.2369381
547.2166133
547.2639767
628.6123043
527.8912349
542.9979854
404.1717525
663.8266598
556.2452999
657.7155759
415.8437496
498.8541866
1111762451
541.9002071
794.3531491
578.907043
515.2602536
688.3073727
982.4577023
726.9683834
553.9287105
630.2996821
565.7081906
624.2587276
5117143246
615.22467
529.2470089
548.781738
551.2156368
533.7216794
489.1938778
591.2910762
563.2034298
501.1982419
544.9144283
461.8652034
409.6942441
639.9199825
556.7116086
552.231506
591.2330319
621.9300533
524.198547
652.978088
695.3362424
601.7639767
637.8001094
685.2700191
568.8958126
5302769771
639.7485959
478.8682247
536.907043
888.8491208
458.2044064
587.7702634
406.1744075
524.7526852
759.2703854
477.8926693
507.2460933
473.7239682
610.243652
635.2694089
649.8109128
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-0.000916
-0.000374
-0.000596
-0.000775
0.0000795
-0.000332
0.000432
0.000368
-0.000189
-0.0032
0.00205
0.000521
-0.00174
-0.00261
0.00045
0.0012
-0.00333
-0.000352
-0.00188
0.00136
-0.00106
0.0000906
-0.00212
-0.000876
-0.000136
-0.00133
-0.000123
0.00144
-0.000933
0.000535
0.000642
-0.00169
0.00000611
-0.000837
0.000502
-0.000664
-0.000672
-0.00166
-0.00102
-0.000532
0.000723
0.000469
-0.000928
-0.000332
0.00468
-0.00129
-0.000553
0.000553
-0.000844
-0.00131
0.00205
-0.00163
0.000223
-0.00147
0.00013
-0.00152
-0.000202
0.000402
-0.00125
0.0000244
0.000602
-0.000293
-0.000575
0.000152
0.000181
0.000432
0.000408
-0.000766
-0.000663
-0.000229
-0.000834
-0.00124
-0.000419
0.000683
-0.000457
0.000487
0.000468
-0.000598
-0.000564
0.00138
0.00043
0.00105
0.00014
-0.0013
-0.000447
0.00412
-0.000739
-0.00059
-0.00197
0.000619
-0.000481
-0.000969
-0.000697
0.000185
-0.000679
0.000566
-0.000726

-0.501

.0755
-0.797
-0.109
0.634
-0.775
0.23
0.579
-1.09
0.00313
-0.51
0.459
-0.352
-0.425
-0.765
-0.842
-0.401
0.434
0.357
-0.745
-0.222

1921

218

1547

312
410

990
740

231
130
130
224
217

810

1058

212

613

115



1PI00464978

Insulin receptor substrate 2 insertion mutant (Fragment)

1P100018203 Isoform SRPS5-2 of Serine/arginine-rich splicing factor 6
1PI00909544 CDNA FLI52848, highly similar to ATP-dependent RNA helicase DDX3X
1P100026089 Splicing factor 38 subunit 1
1P100412579 605 ribosomal protein L10a
1P100019996 SAFB-like transcription modulator isoform b
1P100910763 Uncharacterized protein
1P100910763 Uncharacterized protein
1P100004273 Isoform 1 of RNA-binding protein 25
1P100004273 Isoform 1 of RNA-binding protein 25
1P100292975 RNA-binding protein 27
1P101014521 CDNA FLI56994, highly similar to Zinc finger protein 460
1PI00889541 Isoform 4 of Probable ATP-dependent RNA helicase DDX17
1P100291939 Structural maintenance of chromosomes protein 1A
1P100291939 Structural maintenance of chromosomes protein 1A
1PI00794894 Protein
1P100794894 Protein
1P100170786 WW domain-binding protein 11
RNA (o NSUN2

1P100140420 Staphylococcal nuclease domain-containing protein 1
1P100927608 Uncharacterized protein
1P100888085 Isoform 4 of Serrate RNA effector molecule homolog
1P100333010 Calcium homeostasis endoplasmic reticulum protein
1PI01015368 111 kDa protein
1P100795303 CDNA FLI50996, highly similar to 60S ribosomal protein L4
1P100294435 Pre-mRNA-splicing factor SLU7
1P100304612 605 ribosomal protein L13a
1P100742900 mitogen-activated protein kinase 3 isoform 2
1P100930688 Tubulin alpha-18 chain
1P101011129 CDNA FLI38453 fis, clone FEBRA2019663, highly similar to Homo sapiens DEAD

g cell death 6-i ing protein
1P100909998 CDNA FLI51242, moderately similar to Eukaryotic translation initiation factor 2 st
1P100555572 Isoform 1 of Apoptosis inhibitor 5
1P100337387 Isoform 3 of Pre-mRNA-processing factor 40 homolog A
1PI00010414 PDZ and LIM domain protein 1
1P100654698 Isoform 2 of Polyglutamine-binding protein 1
1PI00654698 Isoform 2 of Polyglutamine-binding protein 1
1P100965722 CDNA FLI52361, highly similar to T-complex protein 1 subunit epsilon
1P100965722 CDNA FLI52361, highly similar to T-complex protein 1 subunit epsilon
1PI00645208 RNA-binding protein FUS isoform 3
1P100645208 RNA-binding protein FUS isoform 3

or leukemia

1P100025273 Isoform Long of purine protein
1P100827541 Isoform 2 of RNA-binding protein 26
1P100465100 Isoform 2 of Zinc finger protein 574
1PI00256605 Isoform 1 of WW domain-containing adapter protein with coiled-coil
1P100017630 Nuclear fragile X mental retardation-interacting protein 1
1PI00878075 23 kDa protein
1P100980953 Uncharacterized protein
1PI00006196 Isoform 2 of Nuclear mitotic apparatus protein 1
1PI00794580 CDNA FLI54078, highly similar to Protein arginine N-methyltransferase 5
1P100297455 A-kinase anchor protein 8-like
1P100219839 Isoform 2 of Hypermethylated in cancer 2 protein
1P100002220 histone deacetylase complex subunit SAP130 isoform a
1P100022790 Microfibrillar-associated protein 1
1PI01010680 Putative uncharacterized protein DKFZp686A1782
1P100020898 Ribosomal protein 6 kinase alpha-3
1PI00013415 40 ribosomal protein S7
1PI00013415 405 ribosomal protein 57
1P100027988 Transcriptional repressor CTCF
1P100027988 Transcriptional repressor CTCF
1P100983590 origin recognition complex subunit 3 isoform 3
1P100297121 UPF0549 protein C200rf43
1P100012149 U3 small nucleolar ribonucleoprotein protein MPP10
1P100218697 Isoform 2 of Protein 4.1
1P100306446 Isoform 1 of Zinc finger protein 24
1P100334400 Isoform 2 of Plakophilin-4
1P100014474 A-kinase anchor protein 8
1PI00554560 Protein C160rf88
1PI00745955 Probable rRNA-processing protein EBP2
1P100170596 Paired amphipathic helix protein Sin3a
1PI00025176 Survival of motor neuron-related-splicing factor 30
1P100966856 Isoform 2 of Dual specificity protein kinase CLK1
1P100015973 Band 4.1-like protein 2
1P100220336 Tsoform 2 of Exosome component 10
1P100438287 Isoform 2 of Protein LAP2
1P100218624 Isoform I of Protein SON
1PI01014951 163 kDa protein
1P100220885 Isoform 2 of Death domain-associated protein &
1P100220885 Isoform 2 of Death domain-associated protein 6
1P100942141 Serine/arginine-rich splicing factor 12
1P100448515 Isoform 2 of RNA polymerase II-associated protein 3
1PI01013471 CDNA FLIS5916, highly similar to General transcription factor II-I
1P100029422 Kinesin-like protein KIF20A
1P100029422 Kinesin-like protein KIF20A
1P100479306 Proteasome subunit beta type-5
1P100290094 Splicing factor, suppressor of white-apricot homolog
1PI00744062 Tsoform 2 of Transcription elongation regulator 1
1P100027834 Heterogeneous nuclear ribonucleoprotein L
1P100016472 Isoform 2 of Zinc finger CCCH domain-containing protein 13
1PI00016472 Isoform 2 of Zinc finger CCCH domain-containing protein 13
1P100177938 Isoform 2 of Transducin-like enhancer protein 3
1P100983659 Uncharacterized protein
1P100760588 Isoform 5 of Double-stranded RNA-specific adenosine deaminase
1PI00645488 Isoform 3 of Integrator complex subunit 7
IPI00645488 Isoform 3 of Integrator complex subunit 7
1P100917728 nebulin isoform 2
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48.43

82.59
1000
70.16
0
1000
1000
21.95
90.43
48.63, 44.63
60.63
20.19
1000
43.97
1000
198.32
54.16
27.96
88.93
201.78
74.63
1000
3097
74.96
84.65
19.53
232
1000
611
1000
49.22
169.11
23.98, 61.94
21.95
1000
1000
93.62
109.69
16.25
88.8
70.57
23.98
1000
78.53
30.97, 27.96
139.97, 137.37
41.47
19.69
48.63
93.64
52.4
27.96
1000
1,000.00, 1,000.00
1000
30.97
50.19
50.19
1000
1000
20.98
79.9
1,000.00, 1,000.00
1000
83.01
60.18
27.96
1000
30.97
43.97
0
39.54
1000
6333
43.97
1000
1000
24.95
27.96
1000
86.98
30.97, 1,000.00
27.96
36.63
130.12
1000
3222
2921
74.63
202
262
1000
1000
30.97
23.19
31.30, 33.27

1.769
1.687
1.949
1.986
2342
1.864
1.929
2.233
1.799
212
2,041
4.261
1714
1.463
2,077
0.8505
3.526
2.483
1571
2.207
2333
1.408
139
2.849
2.727
2.698
3.39
2,917
1.821
1.643
3.106
1.555
2.234
236
1678
2,07
1.97
2.789
2173
1.9
2.766
1711
1.505
1.811
2.281
1.307
2.777
4.309
2.49
2.754
1717
2.489
2.768
2.375
1.565
2.159
1.784
2.384
2,033
2.047
2.014
3.475
2.434
2132
2.381
2.223
1.39
2.208
1.436
2.479
1.948
5.585
2.077
1.728
3.145
2371
1.425
1.491
3.069
3.456
1.458
1.84
2.284
2,919
2,075
2.288
1.926
1.629
2.941
2.48
4.276
1.869
2.833
1616
1.294
2.199
1171

881.8576047
628.2411496
525.2005002
449.5378414
463.5578914
553.2091061
509.6979977
602.2559811
602.3433223
629.3035884.
672.2630001
508.5141292
402.506805

511.2230526
511.9201046
432.2236934
600.8070064.
675.3109128
597.2593381
755.335693

562.9414058
577.2196042
531.7187497
635.7533566
592.2524411
869.7103267
439.5671688
751.3399044
484.2038571
522.2144161
489.4824214
492.2451473
800.8258664
671.7363888
871.4270016
466.6977231
406.5153804
489.2475276
505.2365108
5370161738
778.318481

585.2499386
490.6921078
423.5226436
458.8555904
613.7095334.
624.2575679
833.3729854
635.5452876
805.7291256
686.3038937
681.2218625
636.6192012
555.2379147
438.8529049
489.543182

653.2875363
555.2497555
619.2977902
534.856567

664.1993405
625.313232

704.7805783
563.2397457
486.5647579
600.9202877
7533136594
627.5845333
453.7100827
642.7432248
440.1875911
779.3477169
495.559753

572755676

7516646724
549.9219356
471.7077328
5257368771
558.2617183
772.8405759
531.587585

606.7344968
675.2946164
905.8427731
528.5820919
534.5757442
451.2128598
514.715759

460.1980892
698.262756

597.4881587
569.7100827
602.9775997
496.7021481
426.1762692
708.314819

435.1808773
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0.000358
-0.0000524
-0.00105
-0.00165
0.000498
-0.0000393
-0.000256
-0.000789
0.00099
-0.000111
-0.000408
-0.000185
-0.00166
-0.000819
-0.000863
-0.000796
0.000424
-0.000326
0.00172
0.00103
-0.00196
-0.000243
-0.000252
-0.000338
-0.0000694
0.00000361
-0.00107
0.00134
-0.000237
-0.00183
-0.000516
0.0000653
0.000681
0.000395
0.000652
-0.000405
-0.00124
-0.00229
-0.000244
-0.000706
-0.00143
0.0000258
-0.000436
-0.00155
-0.000905
0.000618
0.000296
-0.0000856
-0.000451
0.0005
0.00134
0.000208
0.0021
-0.000122
-0.000693
-0.0000307
0.00102
-0.00034
0.000729
-0.000172
0.0000336
-0.00138
0.00121
0.00123
-0.000503
-0.0000442
-0.000633
-0.000842
-0.000386
0.000098
0.000197
-0.00329
-0.00112
-0.0005
-0.00172
-0.00317
-0.00109
-0.000297
-0.000222
-0.0014
-0.00762
-0.000258
0.000166
-0.000136
0.00123
0.000256
-0.000532
-0.000434
-0.000809
-0.00107
-0.00337
-0.000486
0.00132
0.00118
-0.000513
0.000886
-0.0108
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0.358
-0.0355
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0.549
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0.177
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0.685
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-0.211
-0.237
-0.266
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cDNA FLI56329, highly similar to Myosin light polypeptide 6

Isoform 5 of Zinc finger protein 64 homolog, isoforms 3 and 4

Isoform 5 of Zinc finger protein 64 homolog, isoforms 3 and 4

Isoform 5 of Zinc finger protein 64 homolog, isoforms 3 and 4.

Isoform 3 of Multiple myeloma tumor-associated protein 2

Isoform 2 of DNA replication complex GINS protein PSF3

CDNA FLI52331, highly similar to Zinc finger protein 570

Isoform 3 of Nucleolar and coiled-body phosphoprotein 1

Isoform 1 of Structural maintenance of chromosomes protein 2

Cap-specific mRNA (nucleoside-2'-0-)-methyltransferase 1

nding protein

1P100386927 Uncharacterized protein
1P100980964 Isoform 4 of Roundabout homolog 1
1PI00939162 Isoform 2 of Zin finger protein 589
1P100939162 Isoform 2 of Zinc finger protein 589
1PI00796366
1P100981816 Uncharacterized protein
1P100796082
1P100796082
1P100796082
1P100328840 THO complex subunit 4
1PI00797660 zinc finger protein 295 isoform S
1P100220834 X-ray repair cross-complementing protein 5
1P100299413 GA-binding protein alpha chain
1PI00549924 Isoform 2 of Alpha-catulin
1P101015033 Putative uncharacterized protein DKFZp686A2068
1PI01015033 Putative uncharacterized protein DKFZp686A2068
1P100641287 serine/arginine-rich splicing factor 11 isoform 2
1P100059944 E3 ubiquitin-protein ligase RNF25
1PI00062037 Dynein light chain 2, cytoplasmic
1P100747877 Zinc finger protein 768
1PI00016633 F-box only protein 5
1PI00016633 F-box only protein 5
1P100010833 Zinc finger protein 148
1P100307591 Zinc finger protein 609
1P100307591 Zinc finger protein 609
1P100009146 TRAF-type zinc finger domain-containing protein 1
1P100307760 Zinc finger CCCH domain-containing protein 8
1P100909397 histone acetyltransferase MYST2 isoform 4
1PI00646155
1P100788045 Isoform 6 of Ubiquitin carboxyl-terminal hydrolase 48
1P100185097
1PI00853348 55 kDa erythrocyte membrane protein isoform 4
1P100783915
1PI00100731 SH2 domain-containing protein 4A
1PI00179465 Uncharacterized protein
1P100030313 Isoform 1 of Cyclin-T2
1P100978060 mitogen-activated protein kinase 12-like, partial
1P100983633 HSPE1-MOBKL3 protein
1P100908873
1PI00385712 Transcription termination factor 1
1P100031556 Isoform 1 of Splicing factor U2AF 65 kDa subunit
1P100221129 Homeobox protein DLX-1
1P100337565 Aiolos isoform hAio-del
1P100026559 Upstream stimulatory factor 1
1P100908950 Ribosomal protein L18
1P100761043 Isoform 2 of Nuclear receptor coactivator 7
1P100007927
1P100790098 Isoform 1 of Uncharacterized protein C30rf63
1P100941101 Histone-lysine N-methyltransferase SUV39H1
1P100657858 Isoform 1 of Shugoshin-like 2
1PI00941780 Isoform 3 of Zin finger protein 40
1P100974250 Uncharacterized protein
1P100847837 Protein
1P100013724 Isoform A of Protein ATP184
1P100023467 RNA polymerase II elongation factor ELL
1P100399306 Uncharacterized protein
1P100871780 RNA-binding protein 128

5"-hydroxy NOLS.
1P100219153 605 ribosomal protein 122
1P100927404 Protein
1P100030408 Isoform 1 of M-phase phosphoprotein 8
1P100000757 Zinc finger protein SNAIL
1P100022215 Activity-dependent neuroprotector homeobox protein
1P100395568 Isoform 1 of PHD finger protein &
1P100294742 Isoform 1 of La-related protein 7
1PI00166153
1P100400922 Protein RRPS homolog
1P100306871 Isoform 1 of Histone acetyltransferase KAT2A
1PI00007306 Isoform 1 of Craniofacial development protein 1
1P100329216 Isoform 1 of DNA (cytosine-5)-methyltransferase 3A
1P100004859 Bloom syndrome protein
1PI00062814 UPFO684 protein C50rf30
1P100305374 Isoform 1 of THO complex subunit 1
1P100045207 Nucleus accumbens-associated protein 1
1P100413860 Isoform 2 of Spermatid perinuclear RNA-
1P100787106 Zinc finger SWIM domain-containing protein &
1PI00017341 SF3A2 protein (Fragment)
1P100218606 40 ribosomal protein $23
1P100749512 Ribosomal protein S10 variant (Fragment)
1PI00878011 Protein
1P100964344 Ephrin receptor
1P100926927 Protein
1P100909623 CDNA FLI53072, highly similar to Calponin-3
1P100375358 Isoform 1 of Replication factor C subunit 1
1PI00941031 CDNA FLI12599 fis, clone NT2RM4001410
1P100303207 ATP-binding cassette sub-family E member 1
1P100147874 Sialic acid synthase
1PI00306749 Kanadaptin
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LGEGSYGSVYK
LGEGSYGSVYK
SKPPKSYSTAR
TPGSSYPR
NFGSYVTHETK
AFADSSYLLR
DCIKDYER

YDeyLQR
DKNDYLPLYSSSTK
MWTYVYPAK
AEADKIySFTDNAPSPSIGGSSR
VTPAAANYR
ELQQYIQAR
NLQSFGTEEPAYSTR
EALLAALGYK
ISHQNYIAYQK
GQASQITASNLVQNYK
KSEEDGKEYHFISTEEMTR
VHTGEKPYECIECGK
SQYHDLQAPDNQQTK
IHTGEKPYQCQYCEYR
DHyIAAQVEQQHK
QADSEMTGYWTR
HTLDGAACLLNSNKYFPSR
NKPGPYSSVPPPSAPPPK
LIyYR

YcDPDSYHRR
FQQTQYLALPER
EYNEYENIKLER
TENGGQUMYR
SQDIYLR

LIEYYLTK
MLKDYDWINAER
LLeyISLR

EQEYYLVK
CTPRYFKEPSLR
SNEEYVYVR
KATVYYQAPLEKPR
AALAAAQYK
RAPSFPYSYR
GQILQEYR
HQITYLIHQAK
AENPYLFLR
NNYENYIDIVK
ESYELR

YDDYHHER
NGDyITVK
YCNKEYLSLGALK
GHEDDSYEARK
EKPSQGIYMVYCR
CGNVVYISIPHYK
YSMyNSVSQK
ATFENTLSTYPK
ELKDPDQLYTTLK
GKEGYIER
LTFQAGDPYYISKR
AQLYTTNTVK
SLDYLNLDK
ILAPYLEMK
AEDDAYTTFISETGK
LSAFGQIYK
IVyWSFPR
FMSAYEQR
WHDKQyK
GEADRDTYRR
LSGLAAPDYTR
VLEDDPEAAYTTR
HSSGQQNLNTITYETLK
CASQAGMTAYGTRR
KEESSYKEIEPVASK
AEQQDSGRLYLENK
KSGNyFFLDD
KALERPYESK
TTSLCAGPSASKNEYEK

57.16, 64.82 1.705
30.97 2311
93.15 2,051
112.98 2.134
64.24 23

143.16 1.995
88.93 1.874
236.01 3.589
0 1276
48.15 2.116
262 1.624
79.9 1214
88.93 1616
27.96 1.756

112.70, 117.47, 135.91.507

0.00, 0.00 1623
26.20, 27.96 2912
30.97 2.116
27.96 1771
30.97 1.689
1000 175

78.8 1.973
84.46 1.156
3097 1.877
24.95 3.327
156.18 1.895
1000 1.995
24.95 2.026
1000 2.347
3038 1773
110.85 2.032
29.41 3.556
93.15 2.686
232 2.827
232 2.138
1000 2.366
27.96 1.603
232 2.002
18.95 3.578
3097 1.349
43.29 3.048
27.96 2.167
202 2.09

133.51 1.836
152.42 1.88

262 174

1000 1.995
50.64 1.568
27.96 1.588
79.09 2,031
60.18 1722
0 3.198
1000 1.887
49.9 1.082
1000 1.894
43.29 2.668
1000 1.852
105.08 1.748
3097 1537
95.84 2311
48.15 1.978
83.7 2.967
50.64 2.553
46.51 2271
70.16 1.995
60.18 2,079
3097 2.26

20.98 1773
1000 2,037
27.96 2.983
27.96 1.895
93.05 1.604
1000 1528
30.97 3.138
156.18 1132
86.89 1.957
60.18 1716
1000 1.48

0 2.495
0 2612
0 1.508
18.95 3.157
17.99 3.641
0 3.096
12.07 1.935
17.78 2.194
0 1.759
19.22 3.382

435.5043026
616.7873532
610.9152217
514.2255245
622.9357906
849.9187619
791.8087155
645.2777095
617.7408444.
422.5435482
490.728851

542.2326047
602.757507

688.8397214
7002371213
660.2536008
494.8849788
472.6977841
681.790405

611.7793576
589.7316281
549.2102658
855.884216

619.7698971
817.3673702
521740051

614.7900998
890.3840939
564.7890011
482.2258907
901.4285275
599.7572017
629.6000362
618.2671505
737.9716182
549.5824581
768.8243405
748.6809688
632.9808345
404.1938779
483.5190731
787.3753659
560.5826412
617.7502438
487.7214657
561.778381

545.2413326
559.278259

576.2553708
542.2464595
619.7586056
581.9663082
493.7396237
662.2902829
543.7533566
477.9100338
601.7846677
732.8247067
438.6787717
405.4804988
495.2212216
546.9249874
462.8488155
5709182125
543.9221798
643.7602536
732.3447262
548.6029659
516.2321164
580.278564

609.7915646
580.7659909
579.2882077
864.3558957
553.767822

574.271423

556.2178342
542.7346799
440.1900936
622.290466

780.3366086
671.9812008
537.2255245
601.9526973
577.5964351
643.2612302
424.8835445
641.6124874
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0.0007
-0.000845
-0.000642
-0.00127
0.000395
0.000407
-0.0000858
-0.00158
-0.00119
-0.000632
0.00045
-0.00124
-0.000238
0.00249
0.00383
0.00312
-0.000272
-0.000183
-0.000142
-0.0000364
-0.0000606
-0.0000853
-0.00232
-0.000157
-0.00137
0.0000504
-0.000452
0.00124
-0.000549
-0.000604
0.000603
-0.00659
0.0024
-0.00113
-0.000252
-0.0012
0.000229
-0.000135
0.000527
-0.000696
-0.000323
0.00118
0.000447
-0.000164
0.00018
0.0000105
-0.000379
0.000501
0.00029
0.000137
0.0000597
-0.000352
0.000196
-0.0159
0.000262
-0.000675
0.000384
0.000362
-0.000708
-0.00098
-0.00000833
-0.00108
-0.00203
0.000396
0.000797
-0.0000444
-0.000799
-0.000479
-0.0000188
-0.000684
-0.00192
-0.0000698
0.000264
-0.00156
-0.00101
0.000895
-0.000483
-0.000292
0.000404
0.00058
0.00217
-0.000474
-0.000768
0.000615
-0.00157
0.000309
-0.000443
0.00102

0.00937
-0.232
0.448
0.252
0.0842
0.0482
-0.202
0.199
12
0.241
-0.472
0.319
0.247
-0.808
-0.807
-0.00842
-0.659
-1.46
0.231
0.489
-0.0345
-0.546
-0.291
-0.0182
-0.394
-1.58
-0.0601
0.228
-0.903
-0.911
0.779
-0.435
-0.269
0.307
0.467
139
-0.236
-0.477
0.341
-0.908
0.24
-0.348
0.531

887
266
350

152

1782

218
897
280
361
187

1148
812

391

106
583

768
129
160
93
1793
738
274
201



