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Rank T‐lep L‐Lep RR ENL

Probe ID Gene symbol(s) PM Probe ID Gene symbol(s) PM Probe ID PM Gene symbol(s) Probe ID Gene symbol(s) PM

1 204580_at MMP12 6.15 206633_at CHRNA1 17.68 209116_x_at HBB 4.61 204475_at MMP1 39.92

2 213796_at SPRR1A 3.58 209728_at HLA‐DRB4///LOC1 16.95 211696_x_at HBB 4.09 212768_s_at OLFM4 20.10

3 209125_at KRT6A 3.30 219697_at HS3ST2 11.85 217232_x_at HBB 3.65 229947_at PI15 19.45

4 214580_x_at KRT6A///KRT6B// 2.93 216510_x_at IGHA1///IGHG1// 11.58 206799_at SCGB1D2 3.50 1556410_a_atKRTAP19‐1 15.52

5 213680_at KRT6B 2.81 209875_s_at SPP1 9.87 214414_x_at HBA1 /// H 3.01 211906_s_at SERPINB4 14.68

6 205064_at SPRR1B 2.81 219895_at FAM70A 8.16 217414_x_at HBA1 /// H 2.49 233681_at KRTAP3‐3 13.91

7 227475_at FOXQ1 2.75 214916_x_at IGHA1///IGHA2// 6.75 228581_at KCNJ10 2.41 208607_s_at SAA1///SAA2 12.99

8 220356_at CORIN 2.70 209374_s_at IGHM 6.49 219014_at PLAC8 2.33 209800_at KRT16 12.68

9 206509_at PIP 2.63 215214_at IGL@ 6.22 209458_x_at HBA1 /// H 2.07 214456_x_at SAA1///SAA2 12.57

10 206799_at SCGB1D2 2.46 211798_x_at IGLJ3 6.21 206509_at PIP 2.07 206569_at IL24 12.48

11 203824_at TSPAN8 2.41 1552365_at SCIN 5.95 1569206_at TCP11L2 2.05 202917_s_at S100A8 11.91

12 205676_at CYP27B1 2.33 204416_x_at APOC1 5.85 211745_x_at HBA1 /// H 2.04 205828_at MMP3 11.49

13 229103_at WNT3 2.33 238780_s_at ‐‐‐ 5.55 206539_s_at CYP4F12 2.00 237905_at KRT25 11.37

14 207324_s_at DSC1 2.30 211645_x_at ‐‐‐ 5.47 225571_at LIFR 1.98 209720_s_at SERPINB3 11.01

15 202597_at IRF6 2.30 219725_at TREM2 5.45 204712_at WIF1 1.97 237732_at PRR9 10.97

16 219532_at ELOVL4 2.28 220380_at DNASE2B 5.43 213674_x_at IGHD 1.97 209125_at KRT6A 10.53

17 223121_s_at SFRP2 2.22 213553_x_at APOC1 5.40 206378_at SCGB2A2 1.97 216810_at KRTAP4‐7 10.12

18 215784_at CD1E 2.18 223620_at GPR34 5.36 208792_s_at CLU 1.94 226535_at ITGB6 10.04

19 205807_s_at TUFT1 2.13 215176_x_at IGK@///IGKC 5.36 208791_at CLU 1.91 233631_x_at KRTAP9‐2///KRTA 9.73

20 206595_at CST6 2.10 206171_at ADORA3 5.18 205404_at HSD11B1 1.90 232170_at S100A7A 9.70

21 204855_at SERPINB5 2.09 211644_x_at IGK@///IGKC 4.97 205748_s_at RNF126 1.87 202376_at SERPINA3 9.68

22 235272_at SBSN 2.08 217378_x_at ‐‐‐ 4.90 41469_at PI3 1.87 234685_x_at KRTAP4‐7///KRTA 9.65

23 202311_s_at COL1A1 1.99 1555728_a_atMS4A4A 4.85 1565484_x_atEGFR 1.84 206157_at PTX3 9.53

24 217744_s_at PERP 1.98 206392_s_at RARRES1 4.84 211699_x_at HBA1 /// H 1.84 227140_at INHBA 9.22

25 204952_at LYPD3 1.98 234764_x_at IGLV1‐36 4.82 1554400_at TCTE3 1.82 213780_at TCHH 9.10

26 219010_at C1orf106 1.98 211643_x_at IGK@///IGKC///IG 4.81 1553718_at ZNF548 1.80 203691_at PI3 8.70

27 206749_at CD1B 1.97 215379_x_at IGLC7///IGLV1‐44 4.79 237753_at IL21R 1.78 205157_s_at KRT17 8.29

28 206149_at CHP2 1.97 202859_x_at IL8 4.72 219398_at CIDEC 1.76 209719_x_at SERPINB3 8.25

29 226177_at GLTP 1.96 217235_x_at IGLL5///IGLV2‐11 4.71 1565483_at EGFR 1.75 219181_at LIPG 8.25

30 202504_at TRIM29 1.96 221872_at RARRES1 4.66 1560531_at LCE1B 1.73 205207_at IL6 8.06

31 211663_x_at PTGDS 1.95 209138_x_at IGL@ 4.63 231577_s_at GBP1 1.73 220970_s_at KRTAP2‐4 8.04

32 211748_x_at PTGDS 1.95 219607_s_at MS4A4A 4.63 206149_at CHP2 1.73 207670_at KRT85 7.74

33 229396_at OVOL1 1.93 223660_at ADORA3 4.63 225646_at CTSC 1.72 214580_x_at KRT6A///KRT6B// 7.62

34 212187_x_at PTGDS 1.93 203695_s_at DFNA5 4.60 209074_s_at FAM107A / 1.70 213680_at KRT6B 7.47

35 204760_s_at NR1D1///THRA 1.93 215946_x_at IGLL3P 4.59 1567219_at ‐‐‐ 1.70 227736_at C10orf99 7.45

36 206276_at LY6D 1.90 214475_x_at CAPN3 4.50 209894_at LEPR 1.69 206561_s_at AKR1B10 7.28

37 210479_s_at RORA 1.88 201050_at PLD3 4.49 226565_at TMEM99 1.65 37892_at COL11A1 7.26

38 210426_x_at RORA 1.88 1553155_x_atATP6V0D2 4.49 241994_at XDH 1.64 206025_s_at TNFAIP6 7.17

39 236266_at RORA 1.88 206100_at CPM 4.48 1557680_at SAMD15 1.64 216921_s_at KRT35 7.16

40 205916_at S100A7 1.88 207857_at LILRA2 4.44 1556202_at SRGAP2 1.63 235568_at C19orf59 7.16

41 220414_at CALML5 1.87 204638_at ACP5 4.42 47571_at ZNF236 1.63 234772_s_at KAP2.1B///KRTAP 7.15

42 206400_at LGALS7///LGALS7 1.86 215121_x_at IGLC7///IGLV1‐44 4.38 1564333_a_atPSAPL1 1.62 204268_at S100A2 7.08

43 230835_at KRTDAP 1.84 226301_at C6orf192 4.37 203691_at PI3 1.61 201110_s_at THBS1 7.08

44 207720_at LOR 1.84 229596_at AMDHD1 4.35 239996_x_at ATP2A2 1.61 202237_at NNMT 6.93

45 206177_s_at ARG1 1.84 1553153_at ATP6V0D2 4.24 204018_x_at HBA1 /// H 1.61 210511_s_at INHBA 6.91

46 211361_s_at SERPINB13 1.83 201850_at CAPG 4.22 205819_at MARCO 1.61 204083_s_at TPM2 6.84

47 239381_at KLK7 1.83 202838_at FUCA1 4.21 202688_at TNFSF10 1.61 233640_x_at KRTAP9‐4 6.77

48 209291_at ID4 1.82 214677_x_at IGLV1‐44///LOC10 4.15 203276_at LMNB1 1.60 240287_at IRG1///LOC10051 6.74

49 206378_at SCGB2A2 1.82 217281_x_at IGHA1///IGHA2// 4.09 203290_at HLA‐DQA1 1.60 234683_at KRTAP4‐6 6.72

50 204754_at HLF 1.81 203548_s_at LPL 4.06 205676_at CYP27B1 1.59 233533_at KRTAP1‐5 6.65

51 227034_at ANKRD57 1.81 205695_at SDS 4.01 1552544_at SERPINA12 1.59 207526_s_at IL1RL1 6.64

52 209719_x_at SERPINB3 1.79 216401_x_at ‐‐‐ 4.01 229770_at GLT1D1 1.59 240967_at KRTAP19‐3 6.54

53 209720_s_at SERPINB3 1.79 1555419_a_atASAH1 3.97 225647_s_at CTSC 1.59 201109_s_at THBS1 6.48

54 231849_at KRT80 1.79 1554018_at GPNMB 3.96 227262_at HAPLN3 1.58 234639_x_at KRTAP9‐8 6.44

55 202286_s_at TACSTD2 1.78 214777_at IGKV4‐1 3.96 1552354_at C19orf26 1.58 205542_at STEAP1 6.37

56 209126_x_at KRT6B 1.78 214770_at MSR1 3.96 1559245_at ‐‐‐ 1.57 232458_at COL3A1 6.31

57 205987_at CD1C 1.78 212592_at IGJ 3.92 206140_at LHX2 1.57 229490_s_at ‐‐‐ 6.22

58 238076_at GATAD2B 1.78 211908_x_at IGKV3‐20 3.91 204754_at HLF 1.57 212012_at PXDN 6.18

59 219908_at DKK2 1.77 224404_s_at FCRL5 3.91 1564069_at HOTTIP 1.56 212236_x_at KRT17 5.95

60 235944_at HMCN1 1.77 216557_x_at IGHA1///IGHD/// 3.89 209884_s_at SLC4A7 1.56 226814_at ADAMTS9 5.90

61 214175_x_at PDLIM4 1.77 219525_at SLC47A1 3.87 209603_at GATA3 1.56 231766_s_at COL12A1 5.86

62 204653_at TFAP2A 1.76 214830_at SLC38A6 3.86 205913_at PLIN1 1.55 202238_s_at NNMT 5.79

63 222847_s_at EGLN3 1.76 211881_x_at IGLJ3 3.83 231733_at CARD18 1.55 231461_at KRT71 5.77

64 202917_s_at S100A8 1.76 206028_s_at MERTK 3.78 225575_at LIFR 1.54 209126_x_at KRT6B 5.75

65 204268_at S100A2 1.75 203382_s_at APOE 3.76 202307_s_at TAP1 1.54 212013_at PXDN 5.57

66 205363_at BBOX1 1.75 223405_at NPL 3.71 1566956_at OR7E104P 1.53 229795_at ‐‐‐ 5.57

67 219496_at ANKRD57 1.75 203979_at CYP27A1 3.69 224646_x_at H19 /// MI 1.53 213993_at SPON1 5.51

68 218186_at RAB25 1.74 211890_x_at CAPN3 3.69 240854_x_at ‐‐‐ 1.53 241994_at XDH 5.49

69 213506_at F2RL1 1.73 203549_s_at LPL 3.65 211465_x_at FUT6 1.52 233537_at KRTAP3‐1 5.34

70 204614_at SERPINB2 1.73 221210_s_at NPL 3.63 202992_at C7 1.52 227735_s_at C10orf99 5.32

71 236009_at PERP 1.73 213502_x_at LOC91316 3.62 242907_at GBP2 1.52 210413_x_at SERPINB3///SERP 5.29

72 220013_at EPHX3 1.72 214973_x_at IGHD 3.61 230813_at LEPREL1 1.52 201294_s_at WSB1 5.24

73 213929_at EXPH5 1.72 216576_x_at IGK@///IGKC///LO 3.60 1553946_at DCD 1.52 224269_at KRTAP4‐12 5.24

74 218677_at S100A14 1.72 206641_at TNFRSF17 3.55 224328_s_at LCE3D 1.52 204748_at PTGS2 5.20

75 228575_at IL20RB 1.72 1553706_at HTRA4 3.55 200986_at SERPING1 1.52 213524_s_at G0S2 5.16

76 209569_x_at D4S234E 1.72 224462_s_at CHCHD6 3.54 222062_at IL27RA 1.51 41469_at PI3 5.13

77 206134_at ADAMDEC1 1.71 212224_at ALDH1A1 3.53 1560878_at SYT15 1.50 205916_at S100A7 5.08

78 203936_s_at MMP9 1.71 227863_at LOC402778 3.53 239196_at ANKRD22 1.50 235086_at THBS1 5.03

79 231118_at ANKRD35 1.71 203457_at STX7 3.53 206978_at CCR2 1.49 226675_s_at MALAT1 5.00

80 219410_at TMEM45A 1.71 205859_at LY86 3.48 243383_at ‐‐‐ 1.49 213994_s_at SPON1 4.97

81 220428_at CD207 1.70 223344_s_at MS4A7 3.47 1557450_s_atWHAMMP 1.49 227697_at SOCS3 4.92

82 201820_at KRT5 1.70 217022_s_at IGHA1///IGHA2// 3.44 208611_s_at SPTAN1 1.48 217272_s_at SERPINB13 4.89

83 237120_at KRT77 1.69 226438_at SNTB1 3.41 206407_s_at CCL13 1.48 212942_s_at KIAA1199 4.79

84 1560531_at LCE1B 1.69 216560_x_at IGL@ 3.41 1555773_at BPIFC 1.48 206211_at SELE 4.78

85 221841_s_at KLF4 1.69 211101_x_at LILRA2 3.40 235956_at KIAA1377 1.48 237563_s_at ‐‐‐ 4.77

86 205470_s_at KLK11 1.69 217157_x_at IGK@///IGKC 3.40 1568249_at LOC388796 1.47 207714_s_at SERPINH1 4.76

87 206884_s_at SCEL 1.68 244313_at CR1 3.34 210072_at CCL19 1.47 211964_at COL4A2 4.72

88 221667_s_at HSPB8 1.68 200866_s_at PSAP 3.34 229215_at ASCL2 1.47 218186_at RAB25 4.69

89 201015_s_at JUP 1.67 208212_s_at ALK 3.33 211005_at LAT 1.46 1567107_s_at TPM4 4.62

90 238017_at SDR16C5 1.67 209616_s_at CES1 3.31 219474_at C3orf52 1.46 206026_s_at TNFAIP6 4.62

91 242204_at WFDC5 1.67 221266_s_at TM7SF4 3.30 222891_s_at BCL11A 1.46 238558_at ‐‐‐ 4.60

92 202712_s_at CKMT1A///CKMT 1.67 1554624_a_atSIRPB1 3.26 209763_at CHRDL1 1.45 222162_s_at ADAMTS1 4.58

93 204734_at KRT15 1.67 230391_at CD84 3.26 214329_x_at TNFSF10 1.45 221898_at PDPN 4.58

94 213661_at PAMR1 1.66 216984_x_at IGLV2‐23 3.25 213456_at SOSTDC1 1.45 209260_at SFN 4.56

95 207710_at LCE2B 1.66 211430_s_at IGHG1///IGHG2// 3.25 222043_at CLU 1.45 205943_at TDO2 4.47

96 1558972_s_at THEMIS 1.65 210889_s_at FCGR2B 3.24 1552807_a_atSIGLEC10 1.45 206164_at CLCA2 4.43

97 229026_at CDC42SE2 1.65 217362_x_at HLA‐DRB6 3.24 228854_at ‐‐‐ 1.45 212185_x_at MT2A 4.34

98 232202_at ‐‐‐ 1.64 216542_x_at IGHA1///IGHG1// 3.22 1558846_at PNLIPRP3 1.44 243296_at NAMPT 4.33

99 225775_at TSPAN33 1.64 201212_at LGMN 3.19 227826_s_at ‐‐‐ 1.44 203649_s_at PLA2G2A 4.31

100 223122_s_at SFRP2 1.64 219593_at SLC15A3 3.18 220091_at SLC2A6 1.44 204320_at COL11A1 4.29

Table S1: Proportional median (PM) signatures for each leprosy subtype.  PM values were 
calculated for each probe set for each leprosy subtype.   The top 250 probe sets by PM are 
provided for each subtype, along with the corresponding gene name.  Leprosy subtypes are 
abbreviated as follows: erythema nodosum leprosum (ENL), reversal reaction (RR), tuberculoid 
leprosy (T‐lep), lepromatous  leprosy (L‐lep).



101 231771_at GJB6 1.63 228167_at KLHL6 3.17 229101_at IL17RA 1.43 203535_at S100A9 4.29

102 208450_at LGALS2 1.63 202800_at SLC1A3 3.17 1567627_at CD74 1.43 211981_at COL4A1 4.27

103 235514_at ASPRV1 1.62 1554485_s_at TMEM37 3.16 229367_s_at GIMAP6 1.43 204030_s_at IQCJ‐SCHIP1///SC 4.25

104 213831_at HLA‐DQA1 1.62 203381_s_at APOE 3.14 227662_at SYNPO2 1.43 212027_at RBM25 4.23

105 219916_s_at RNF39 1.62 210944_s_at CAPN3 3.12 224462_s_at CHCHD6 1.43 222529_at SLC25A37 4.23

106 227526_at CDON 1.62 214768_x_at IGKV1‐5 3.12 202269_x_at GBP1 1.43 1552487_a_atBNC1 4.22

107 212143_s_at IGFBP3 1.61 208894_at HLA‐DRA 3.10 235229_at ‐‐‐ 1.43 235272_at SBSN 4.21

108 203240_at FCGBP 1.61 205114_s_at CCL3///CCL3L1/// 3.10 210448_s_at P2RX5 1.43 220976_s_at KRTAP1‐1 4.20

109 1556793_a_atFAM83C 1.61 207332_s_at TFRC 3.09 218820_at C14orf132 1.42 234671_at KRTAP4‐2 4.20

110 205569_at LAMP3 1.61 224357_s_at MS4A4A 3.08 210517_s_at AKAP12 1.42 235075_at DSG3 4.18

111 39248_at AQP3 1.61 214836_x_at IGK@///IGKC///IG 3.07 1552510_at SLC34A3 1.42 244579_at ‐‐‐ 4.17

112 202207_at ARL4C 1.61 211100_x_at LILRA2 3.06 219497_s_at BCL11A 1.42 205064_at SPRR1B 4.16

113 206453_s_at NDRG2 1.61 202902_s_at CTSS 3.06 223767_at GPR84 1.42 209267_s_at SLC39A8 4.15

114 231993_at ITGBL1 1.61 217148_x_at ‐‐‐ 3.06 1554966_a_atFILIP1L 1.42 234635_at KRTAP4‐1 4.15

115 227812_at TNFRSF19 1.61 1552846_s_at RAB42 3.05 206643_at HAL 1.42 227517_s_at GAS5 4.14

116 226907_at PPP1R14C 1.60 228220_at FCHO2 3.04 216535_at CADM3 1.41 224567_x_at MALAT1 4.14

117 214549_x_at SPRR1A 1.60 219892_at TM6SF1 3.04 234674_at ‐‐‐ 1.41 223278_at GJB2 4.13

118 203691_at PI3 1.60 205819_at MARCO 3.03 202910_s_at CD97 1.41 206165_s_at CLCA2 4.09

119 209576_at GNAI1 1.59 223253_at EPDR1 3.02 243041_s_at ‐‐‐ 1.41 210119_at KCNJ15 4.06

120 214321_at NOV 1.59 1569403_at ‐‐‐ 3.01 1558641_at SPATA24 1.41 229218_at COL1A2 4.04

121 212242_at TUBA4A 1.59 201847_at LIPA 2.98 232082_x_at SPRR3 1.40 216384_x_at LOC441454///LOC 4.04

122 209292_at ID4 1.59 237186_at ‐‐‐ 2.98 206192_at CDSN 1.40 224568_x_at MALAT1 4.01

123 211372_s_at IL1R2 1.58 211641_x_at IGHA1///IGHA2// 2.98 209969_s_at STAT1 1.40 226777_at ADAM12 4.00

124 202554_s_at GSTM3 1.58 221561_at SOAT1 2.96 204481_at BRPF1 1.40 242335_at SLC25A37 3.98

125 239996_x_at ATP2A2 1.57 229721_x_at DERL3 2.96 227771_at LIFR 1.40 211921_x_at PTMA 3.97

126 238096_at LOC284023 1.57 212671_s_at HLA‐DQA1///HLA 2.94 229242_at TNFSF15 1.40 225536_at TMEM54 3.97

127 226064_s_at DGAT2 1.57 202043_s_at SMS 2.93 1552620_at SPRR4 1.40 217528_at CLCA2 3.95

128 1556209_at CLEC2B 1.57 211434_s_at CCRL2 2.91 229130_at ‐‐‐ 1.40 209631_s_at GPR37 3.95

129 209211_at KLF5 1.57 210982_s_at HLA‐DRA 2.91 1556296_at ‐‐‐ 1.40 204470_at CXCL1 3.89

130 239853_at KLC3 1.57 221253_s_at MUTED///TXNDC 2.90 210130_s_at TM7SF2 1.39 211966_at COL4A2 3.88

131 1555759_a_atCCL5 1.57 216491_x_at IGHM 2.90 210029_at IDO1 1.39 229830_at PDGFA 3.87

132 208651_x_at CD24 1.56 201201_at CSTB 2.89 201487_at CTSC 1.39 213790_at ADAM12 3.87

133 204004_at PAWR 1.56 1554258_a_atDNAJC5B 2.89 1556314_a_at‐‐‐ 1.39 233534_at KRTAP3‐2 3.84

134 204519_s_at PLLP 1.56 244352_at CD84 2.89 226080_at SSH2 1.39 210869_s_at MCAM 3.83

135 212671_s_at HLA‐DQA1///HLA 1.56 205844_at VNN1 2.89 225328_at FBXO32 1.39 212110_at SLC39A14 3.83

136 205900_at KRT1 1.56 1560397_s_at KLHL6 2.88 203528_at SEMA4D 1.39 208930_s_at ILF3 3.82

137 211597_s_at HOPX 1.56 89977_at ACSM5 2.87 209569_x_at D4S234E 1.39 224917_at MIR21 3.82

138 217272_s_at SERPINB13 1.56 216207_x_at IGKC///IGKV1‐5// 2.87 226682_at RORA 1.39 239296_at ‐‐‐ 3.82

139 207861_at CCL22 1.56 208404_x_at KCNJ5 2.86 228471_at ANKRD44 1.38 228010_at PPP2R2C 3.78

140 31637_s_at NR1D1///THRA 1.56 202988_s_at RGS1 2.86 1559584_a_atC16orf54 1.38 208850_s_at THY1 3.78

141 235075_at DSG3 1.55 217227_x_at IGLV1‐40///IGLV1 2.86 203281_s_at UBA7 1.38 201505_at LAMB1 3.78

142 201286_at SDC1 1.55 205306_x_at KMO 2.86 230026_at MRPL43 1.38 205547_s_at TAGLN 3.77

143 215536_at HLA‐DQB2 1.55 226463_at ATP6V1C1 2.85 225019_at CAMK2D 1.38 221009_s_at ANGPTL4 3.76

144 240452_at GSPT1 1.55 217480_x_at IGKC 2.85 214321_at NOV 1.37 203699_s_at DIO2 3.75

145 204198_s_at RUNX3 1.55 210042_s_at CTSZ 2.84 219498_s_at BCL11A 1.37 206166_s_at CLCA2 3.75

146 207381_at ALOX12B 1.55 211138_s_at KMO 2.84 203956_at MORC2 1.37 228339_at ECSCR 3.75

147 233814_at EFNA5 1.55 202017_at EPHX1 2.82 219998_at LGALSL 1.37 232392_at SFRS3 3.74

148 227309_at YOD1 1.55 229026_at CDC42SE2 2.81 213060_s_at CHI3L2 1.37 203780_at MPZL2 3.74

149 236285_at KLHDC7B 1.55 226679_at SLC26A11 2.81 220635_at PSORS1C2 1.37 211361_s_at SERPINB13 3.73

150 204636_at COL17A1 1.55 232798_at DNAJC5B 2.79 235122_at HIVEP3 1.36 1554741_s_at FGF7///KGFLP1// 3.72

151 41577_at PPP1R16B 1.54 200736_s_at GPX1 2.77 214180_at MAN1C1 1.36 212364_at MYO1B 3.72

152 204679_at KCNK1 1.54 220088_at C5AR1 2.75 207175_at ADIPOQ 1.36 206400_at LGALS7///LGALS7 3.69

153 202489_s_at FXYD3 1.54 219452_at DPEP2 2.74 202454_s_at ERBB3 1.36 201645_at TNC 3.69

154 221215_s_at RIPK4 1.54 227961_at CTSB 2.74 230036_at SAMD9L 1.36 232202_at ‐‐‐ 3.69

155 206192_at CDSN 1.54 227969_at LOC400960 2.74 226553_at TMPRSS2 1.36 1568609_s_at FAM91A2///FLJ39 3.63

156 207547_s_at FAM107A 1.54 200766_at CTSD 2.73 219946_x_at MYH14 1.36 203256_at CDH3 3.62

157 203367_at DUSP14 1.53 205552_s_at OAS1 2.73 235278_at MACROD2 1.36 1555878_at RPS24 3.61

158 226682_at RORA 1.53 204466_s_at SNCA 2.71 204786_s_at IFNAR2 1.36 204254_s_at VDR 3.60

159 211657_at CEACAM6 1.53 217258_x_at IGLV1‐40///IGLV1 2.70 202936_s_at SOX9 1.36 1561615_s_at SLC8A1 3.60

160 219497_s_at BCL11A 1.53 204088_at P2RX4 2.69 209604_s_at GATA3 1.36 201289_at CYR61 3.58

161 220635_at PSORS1C2 1.53 217179_x_at ‐‐‐ 2.69 221856_s_at FAM63A 1.36 203650_at PROCR 3.57

162 214927_at ITGBL1 1.53 211026_s_at MGLL 2.69 230966_at IL4I1 1.35 242352_at NIPBL 3.57

163 221658_s_at IL21R 1.53 205988_at CD84 2.69 224321_at TMEFF2 1.35 222457_s_at LIMA1 3.57

164 219087_at ASPN 1.53 201266_at TXNRD1 2.69 227791_at SLC9A9 1.35 212190_at SERPINE2 3.55

165 201250_s_at SLC2A1 1.52 203153_at IFIT1 2.66 1552701_a_atCARD16 1.35 220978_at KRTAP1‐3 3.54

166 228029_at ZNF721 1.52 225847_at NCEH1 2.65 1562228_s_at PDE5A 1.35 211980_at COL4A1 3.54

167 219232_s_at EGLN3 1.52 206726_at HPGDS 2.65 225816_at PHF17 1.35 206461_x_at MT1H 3.54

168 219474_at C3orf52 1.52 206391_at RARRES1 2.64 226582_at LOC400043 1.35 213004_at ANGPTL2 3.54

169 209570_s_at D4S234E 1.52 201279_s_at DAB2 2.63 207681_at CXCR3 1.35 240652_at ‐‐‐ 3.54

170 212999_x_at HLA‐DQB1 1.52 209201_x_at CXCR4 2.63 225728_at SORBS2 1.35 208581_x_at MT1X 3.52

171 222696_at AXIN2 1.51 213566_at RNASE6 2.62 205623_at ALDH3A1 1.35 210020_x_at CALML3 3.49

172 210299_s_at FHL1 1.51 213274_s_at CTSB 2.62 1294_at UBA7 1.34 211456_x_at MT1P2 3.47

173 224328_s_at LCE3D 1.51 243403_x_at CPM 2.60 236045_x_at ‐‐‐ 1.34 205713_s_at COMP 3.46

174 210020_x_at CALML3 1.51 214500_at H2AFY 2.60 244661_at SOAT1 1.34 211340_s_at MCAM 3.43

175 238063_at TMEM154 1.51 240440_at NPL 2.60 228273_at PRR11 1.34 203325_s_at COL5A1 3.42

176 235849_at SCARA5 1.50 204787_at VSIG4 2.57 207339_s_at LTB 1.34 219630_at PDZK1IP1 3.41

177 223544_at TMEM79 1.50 226736_at CHURC1 2.57 232977_x_at MYH14 1.34 228748_at CD59 3.40

178 210095_s_at IGFBP3 1.50 220753_s_at CRYL1 2.57 210582_s_at LIMK2 1.34 204114_at NID2 3.39

179 209842_at SOX10 1.50 229307_at ‐‐‐ 2.57 203824_at TSPAN8 1.34 221731_x_at VCAN 3.37

180 236534_at BNIPL 1.50 224828_at CPEB4 2.57 212067_s_at C1R 1.34 209024_s_at SYNCRIP 3.37

181 242051_at ‐‐‐ 1.50 217983_s_at RNASET2 2.57 208451_s_at C4A /// C4B 1.33 226237_at COL8A1 3.34

182 205286_at TFAP2C 1.49 200838_at CTSB 2.56 1567913_at ‐‐‐ 1.33 216905_s_at ST14 3.34

183 243383_at ‐‐‐ 1.49 201242_s_at ATP1B1 2.54 203128_at SPTLC2 1.33 242467_at ‐‐‐ 3.33

184 213397_x_at RNASE4 1.49 239412_at IRF5 2.54 203328_x_at IDE 1.33 205559_s_at PCSK5 3.32

185 205792_at WISP2 1.49 206214_at PLA2G7 2.53 208918_s_at NADK 1.33 209796_s_at CNPY2 3.31

186 232082_x_at SPRR3 1.49 220146_at TLR7 2.53 218692_at SYBU 1.33 223940_x_at MALAT1 3.30

187 213568_at OSR2 1.49 205681_at BCL2A1 2.53 213524_s_at G0S2 1.33 1553589_a_atPDZK1IP1 3.28

188 203915_at CXCL9 1.48 244661_at SOAT1 2.53 227247_at PLEKHA8 1.33 201616_s_at CALD1 3.27

189 225613_at MAST4 1.48 203290_at HLA‐DQA1 2.51 219938_s_at PSTPIP2 1.33 202952_s_at ADAM12 3.27

190 211382_s_at TACC2 1.48 203474_at IQGAP2 2.50 204535_s_at REST 1.33 203980_at FABP4 3.26

191 1562529_s_at ‐‐‐ 1.48 209906_at C3AR1 2.50 213396_s_at AKAP10 1.33 207442_at CSF3 3.25

192 204042_at WASF3 1.48 224356_x_at MS4A6A 2.49 226317_at PPP4R2 1.33 203126_at IMPA2 3.25

193 201667_at GJA1 1.48 33646_g_at GM2A 2.48 36129_at SGSM2 1.32 203832_at SNRPF 3.24

194 228854_at ‐‐‐ 1.48 229250_at TPCN2 2.46 202270_at GBP1 1.32 212177_at SFRS18 3.24

195 220723_s_at CWH43 1.48 206420_at IGSF6 2.46 204444_at KIF11 1.32 204620_s_at VCAN 3.23

196 209905_at HOXA10///HOXA9 1.47 240873_x_at DAB2 2.46 49306_at RASSF4 1.32 225871_at STEAP2 3.22

197 225079_at EMP2 1.47 225102_at MGLL 2.46 238725_at IRF1 1.32 212950_at GPR116 3.20

198 209848_s_at SILV 1.47 219344_at SLC29A3 2.45 205021_s_at FOXN3 1.32 212952_at LOC100507328 3.18

199 236203_at HLA‐DQA1 1.47 221523_s_at RRAGD 2.45 209842_at SOX10 1.32 227860_at CPXM1 3.18

200 210105_s_at FYN 1.47 231093_at FCRL3 2.45 204284_at PPP1R3C 1.32 209094_at DDAH1 3.18

201 1558687_a_atFOXN1 1.47 202201_at BLVRB 2.44 201951_at ALCAM 1.32 243178_at ‐‐‐ 3.18

202 230769_at DENND2C 1.47 217865_at RNF130 2.44 235368_at ADAMTS5 1.32 1564637_a_atFAM98B 3.18

203 221854_at PKP1 1.46 216853_x_at IGLV3‐19 2.44 203510_at MET 1.32 201063_at RCN1 3.17

204 219998_at HSPC159 1.46 225045_at CCDC88A 2.44 1553218_a_atZNF512 1.32 206276_at LY6D 3.17

205 224329_s_at CNFN 1.46 205267_at POU2AF1 2.44 223805_at OSBPL6 1.32 201108_s_at THBS1 3.16

206 207955_at CCL27 1.46 211868_x_at IGHA1///IGHA2// 2.43 226064_s_at DGAT2 1.31 208851_s_at THY1 3.16

207 222830_at GRHL1 1.46 212884_x_at APOE 2.43 206082_at HCP5 1.31 202269_x_at GBP1 3.16

208 241994_at XDH 1.46 211637_x_at IGHA1///IGHA2// 2.43 212446_s_at CERS6 1.31 221730_at COL5A2 3.15

209 222288_at ‐‐‐ 1.46 235706_at CPM 2.43 200770_s_at LAMC1 1.31 222608_s_at ANLN 3.14

210 1569642_at F2R 1.46 202974_at MPP1 2.42 39402_at IL1B 1.31 211002_s_at TRIM29 3.13

211 210325_at CD1A 1.46 1553133_at C9orf72 2.41 213661_at PAMR1 1.31 214212_x_at FERMT2 3.13

212 225846_at ESRP1 1.46 214560_at FPR3 2.41 218987_at ATF7IP 1.31 202311_s_at COL1A1 3.13

213 221491_x_at HLA‐DRB1///HLA‐ 1.46 215949_x_at IGHM///LOC1005 2.41 227205_at TAF1 1.31 238028_at C6orf132 3.12



214 229839_at SCARA5 1.46 203167_at TIMP2 2.41 219259_at SEMA4A 1.30 228297_at ‐‐‐ 3.11

215 228698_at SOX7 1.46 223280_x_at MS4A6A 2.41 213933_at PTGER3 1.30 219869_s_at SLC39A8 3.10

216 225698_at NCRNA00219 1.46 223343_at MS4A7 2.40 225863_s_at C19orf12 1.30 213869_x_at THY1 3.10

217 238900_at HLA‐DRB1///HLA‐ 1.45 214501_s_at H2AFY 2.40 205470_s_at KLK11 1.30 208549_x_at PTMA 3.09

218 203797_at VSNL1 1.45 204467_s_at SNCA 2.40 219181_at LIPG 1.30 203324_s_at CAV2 3.09

219 226535_at ITGB6 1.45 201780_s_at RNF13 2.40 212875_s_at C2CD2 1.30 228487_s_at ‐‐‐ 3.09

220 209101_at CTGF 1.45 228624_at TMEM144 2.40 226736_at CHURC1 1.30 202458_at PRSS23 3.07

221 222891_s_at BCL11A 1.45 205801_s_at RASGRP3 2.39 226456_at RMI2 1.30 223121_s_at SFRP2 3.06

222 206165_s_at CLCA2 1.45 226867_at DENND4C 2.39 226424_at CAPS 1.30 1564803_at KRTAP11‐1 3.04

223 212294_at GNG12 1.45 209380_s_at ABCC5 2.38 225226_at FAM40A 1.30 212983_at HRAS 3.04

224 234994_at TMEM200A 1.45 219666_at MS4A6A 2.38 230413_s_at ‐‐‐ 1.30 226697_at FAM114A1 3.03

225 243041_s_at ‐‐‐ 1.45 203651_at ZFYVE16 2.38 212002_at C1orf144 1.30 212848_s_at C9orf3 3.02

226 221526_x_at PARD3 1.45 209823_x_at HLA‐DQB1 2.38 214428_x_at C4A /// C4B 1.30 219936_s_at GPR87 3.02

227 223217_s_at NFKBIZ 1.44 202741_at PRKACB 2.37 202180_s_at MVP 1.29 218468_s_at GREM1 3.02

228 220952_s_at PLEKHA5 1.44 213797_at RSAD2 2.37 210839_s_at ENPP2 1.29 216449_x_at HSP90B1 3.02

229 239155_at CXADR 1.44 204430_s_at SLC2A5 2.37 209309_at AZGP1 1.29 244107_at ‐‐‐ 3.02

230 206170_at ADRB2 1.44 201739_at SGK1 2.37 200962_at RPL31 1.29 204894_s_at AOC3 3.02

231 212573_at ENDOD1 1.44 209727_at GM2A 2.36 200860_s_at CNOT1 1.29 210423_s_at SLC11A1 3.01

232 205913_at PLIN1 1.44 209683_at FAM49A 2.35 206884_s_at SCEL 1.29 210072_at CCL19 3.01

233 224799_at NDFIP2 1.44 243882_at ‐‐‐ 2.35 212538_at DOCK9 1.29 227742_at CLIC6 3.01

234 204731_at TGFBR3 1.44 222881_at HPSE 2.35 217187_at MUC5AC 1.29 230333_at ‐‐‐ 3.01

235 234989_at ‐‐‐ 1.44 223423_at GPR160 2.34 229839_at SCARA5 1.29 204510_at CDC7 3.00

236 204712_at WIF1 1.44 242625_at RSAD2 2.34 231906_at HOXD8 1.29 1558924_s_at CLIP1 3.00

237 1552354_at C19orf26 1.44 214669_x_at IGKC 2.34 230161_at ‐‐‐ 1.29 225541_at RPL22L1 3.00

238 209309_at AZGP1 1.44 212314_at SEL1L3 2.34 217767_at C3 1.29 206932_at CH25H 2.99

239 217087_at C1orf68 1.44 200832_s_at SCD 2.33 209121_x_at NR2F2 1.28 210128_s_at LTB4R 2.99

240 200644_at MARCKSL1 1.44 204440_at CD83 2.33 205987_at CD1C 1.28 205623_at ALDH3A1 2.97

241 218898_at FAM57A 1.44 217552_x_at CR1 2.33 230381_at C1orf186 // 1.28 226179_at SLC25A37 2.97

242 232116_at GRHL3 1.44 213275_x_at CTSB 2.33 218847_at IGF2BP2 1.28 228918_at LOC100288617 2.97

243 209612_s_at ADH1B 1.44 210757_x_at DAB2 2.33 226047_at MRVI1 1.28 226930_at FNDC1 2.96

244 212236_x_at KRT17 1.43 201272_at AKR1B1 2.32 205236_x_at SOD3 1.28 242405_at ‐‐‐ 2.96

245 1565484_x_atEGFR 1.43 1559776_at ‐‐‐ 2.32 206296_x_at MAP4K1 1.28 210029_at IDO1 2.95

246 203881_s_at DMD 1.43 203932_at HLA‐DMB 2.32 207165_at HMMR 1.28 229228_at CREB5 2.94

247 238028_at C6orf132 1.43 221530_s_at BHLHE41 2.32 218645_at ZNF277 1.28 212481_s_at TPM4 2.94

248 224008_s_at KCNK7 1.43 212737_at GM2A 2.32 205529_s_at RUNX1T1 1.28 200974_at ACTA2 2.94

249 238654_at VSIG10L 1.43 220061_at ACSM5 2.30 226022_at SASH1 1.28 231771_at GJB6 2.94

250 211796_s_at TRBC1///TRBC2 1.43 201280_s_at DAB2 2.30 231513_at ‐‐‐ 1.28 203510_at MET 2.94


