S2 Table. Number of successfully docked benchmark complexes

Conformational change (A) 0-2 2-4 4-6
Number of complexes 14 13 9
PRIME 9 9 5
RPDock & DECK-RP 6 4 1

Conformational change is max RMSD between bound and unbound structure of RNA or protein
Complex is successfully docked if at least one hit with ligand RMSD <10 A is in top 100



