Name Sequence Lark TBPH Binds
Binding Binding cohesin
CG8177-1 GGAACUGUAAAUCAUUACGUUCGGAAACGUGC Yes No Yes
UGCUGCUCGGACGGAAACGCAGAAACUG
CG8177-2 ACUGCGGAUAAAAGGCGGACAAUAUUUUUAGA No No Yes
GCUCGCCAAGUUCAAGUUUGCGA
CG8177-3 UCGCCAAGUUCAAGUUUGCGACGAAACACAGA No No Yes
AAGUGGUAAACCGUACGCG
CG8177-4 AUAUACAAAAGGUUCCACCACCAACGUGCGCA No Yes Yes
CACGCAACAAUAGCAACA
CG8177-5 GCACACGCAACAAUAGCAACAACAACAAAAAAA No No Yes
AAAGCGCCGUUGUUAUUGUUGCU
CG8177-6 CGCCGUUGUUAUUGUUGCUCUUUCCUGCCAA No No Yes
UUUUAUUGUGUUUCUCCAUUGCCCUCUGC
CG8177-7 CCCUCUGCUUUAUCGUCUGUUGUUUUUAUCG Yes No Yes
ACGCGUUCGCUCCCGCGUUCUUUCUCCUU
CG8177-8 CGCGUUCUUUCUCCUUCUCCAGCCAGCGCGA Yes Yes Yes
GUGUGUGUGUGUGUGUCUCG
CG8177-9 AUAUACAAAAGGUUCCACCACCAACGUGCGCA No No Yes
CACGCAACAAUAGCAACAACAACAAAAAAAAAA
GCGCCGUUGUUAUUGUUGCUCU
CG6310-1 GCCCUGCUCCUCUAUGUCUUCGUUUUCUCCA No No No
GUGGCUATCAGAAGTACCAGAUCGAGGGC
CG6310-2 CGAGGGCAUUAUCAAGCAGAGUCAACCGGAAA No No No
AGGUCUGGGAGUAUGUGGCGGAUU
CG6310-3 AAGGUCUGGGAGUAUGUGGCGGAUUUUAAUA No No No
AGAUGCGUCUGCTCAAUCCCACCAU
CG6310-4 CCUAGCUGAUCAUGGCCACGCCCACGACUGG No No No
CGUUACACGGUGCAGUACAC
CG6310-5 UGGUCACCAAGUCAUUACCCGGAGUAUCGCC No No No
CGUGGCCUAUGCCAUUAAGU
CG6310-6 ACGUUCAGAAACUCCAAUGGUGAUACCUUUGC No No No
CCAGGAGAACAUCCAGUA
CG13089-1 GCUUUUUACAGGCGGAGUCCGUUCACAAAAAC No No No
UAUGCCCAACUAGAAGAUGGAUUCG
cut-1 CAGCAUUCGUGACUGGCAACGUCGUUUCGUU Yes No Yes
CGUCCGUCGCCGAAAGAAAUCGAGA
Notch-1 AGUGGUGUACAGUGGUCACUCAUUCAUAUUG No Yes Yes
UAUGUGUGUGUGUGUGUGUAUCGGCGUUC
trol-1 UUUGUGCCUGAAGGAGGGAGGGGUCGCUGUG Yes Yes Yes
UGUGUGUGUGCGAGUGUGUGUGUGUAUG
trol-2 UGACUCUUGGACCAAAAGCCAAACUUGAUUUA No Yes Yes
UUUCCUGUUUCUGUGUGUGUGUGCGUGUUG
rho-1 GCGACUCGAAACUGAAAUUGAAACUGAAAGAA Yes NT Yes
AGAAAUAUUCAAAUUGUCGUGUGUGUGG
rho-2 CACAAAAGCAACAACGGUGCGUGUGUGCAAUG Yes NT Yes
CGACUUGAGG
rho-3 CCCAGAAUUUCGGGCUACCCGUUCCGAUUCC No NT Yes
GUCGGAUUCGGUGCUGGUCUAU
path-1 AAGUUCCAGUUUGAAUGCCGCUUGAAUCGUU No NT Yes
CAGAACUGU
path-2 AAAACAAGAGCGCCAAUGCCGCACAACGUGAU No NT Yes
GAUUGCGUUCUUCCACAGGAUCCA
path-3 CUGCCGUUCCCGUCCAAUAGGAAAUCAACUGC No NT Yes
UCAAAGUUCGAGGCCA
path-4 GUGGCUUUGGGAUUGAUUUGCUUCAAUUGCG Yes NT Yes
UUCUAUACGAUCGCUAUUUACAUUGGGCC
path-5 CGCGAGUGUACUAAAACGUGCUAAAACGGCAU Yes NT Yes
AAUGGUGCUCGGUAGUGUGCUAC
path-6 GUGGGGCAGUUGCAUUGACGUGUGUGUGCAG Yes NT Yes
ACAGCUAUG
path-7 UCGGCCAUGUCCUUGAUGACUCAGUUCGAAU No NT Yes
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