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S2 Table: Data set for the analysis of repeatedly sampled spotted hyenas

Sample
Individual Sequence Interval Days RT-PCR

1 first 826 neg-pos
1 second
2 first 814 neg-pos
2 second
3 first 932 neg-neg
3 second
4 first 848 neg-pos
4 second
5 first 1156 pos-pos
5 second
6 first 775 pos-neg
6 second
7 first 1768 neg-pos
7 second
D first 26 neg-neg
D second 1698 neg-pos
D third
8 first 1370 pos-pos
8 second
9 first 76 pos-pos
9 second
10 first 385 neg-neg
10 second
11 first 893 neg-neg
11 second
12 first 993 neg-pos
12 second
13 first 683 pos-pos
13 second
A first 124 neg-neg
A second 10 neg-neg
A third
14 first 848 pos-neg
14 second
15 first 551 neg-pos
15 second
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68 first 106 neg-pos

68 second

69 first 120 neg-pos
69 second

70 first 5 neg-neg
70 second

71 first 755 neg-neg
71 second

72 first 41 neg-neg
72 second

73 first 64 pos-pos
73 second

74 first 129 neg-neg
74 second

75 first 189 neg-neg
75 second

G first 20 neg-neg
G second 5 neg-pos
G third

0] first 27 pos-neg
0] second 35 neg-neg
0] third 41 neg-neg
0] fourth

76 first 10 neg-pos
76 second

RT-PCR: Sapovirus RNA infection status: positive (Pos), negative (Neg). Individuals A-O the same
animals listed in Table 2. Individuals numbered 1-76 were only sampled on two occasions and are not
included in Table 2.
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