Undefined

A products 3%
Ribosomal 4%

Membrane 7%

Other 21%

S5 Fig. Bioinformatic analysis of
smORFs present in the S. coelicolor
genome. (A) Relative distribution
according to functional role of smORFs
encoding proteins with a molecular
mass less than 10 kDa. (B) Relative
distribution according to the functional
role of surrounding region (300 nt)
genes of smORF encoding proteins
with an unknown function.
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