
P-SSM2             1   ----------------------------------------------MWWMSRLTIMLTSLFLSFSLAQSAWATEVTMG-SNGNLVFEPND 43  
TrichoIMS101       1   -------------------------------------MSKISSLSKSIAILASVVMLVISSLVFSSPAEAANYKVTMG--AGGLQFAPKK 51  
AnaPCC7120         1   ------------------------------------MKLIAASLRRLSLAVLTVLLVVSSFAVFTPSASAETYTVKLGSDKGLLVFEPAK 54  
ProSS120           1   ------------------------------------------MISSLRSALSACFALLLVLAFGVASAQAKTVEVKLGTDAGMLAFEPSS 48  
ProMED4            1   ---------------------------------------------MLRSIFAGFFAIVLTLGLGISSVSAKTVEVKLGTDAGMLAFEPSS 45  
Pro9313            1   ------------------------------------------MASMLRSIAAAACALFLVIGLGVSSVQAATTEVKLGSDSGMLAFEPSS 48  
SYNWH8102          1   ------------------------------------------MRSVLRTLAAACCALLMLIGLNVGTAQAATVEVKLGTDAGMLAFEPAT 48  
SynPCC7942         1   ------------------------------------MKVLASFARRLSLFAVAAVLCVGSFFLSAAPASAQTVAIKMGADNGMLAFEPST 54  
SyncyPCC6803       1   ------------------------------------------MSKKFLTILAGLLLVVSSFFLSVSPAAAANATVKMGSDSGALVFEPST 48  
Arabidopsis        1   MAAITSATVTIPSFTGLKLAVSSKPKTLSTISRSTSATRAPPKLALKSSLKDFGVIAVATAASIVLAGNAMAMEVLLGSDDGSLAFVPSE 90  
Spinacia           1   ---MATVASSAAVAVPSFTGLKASGSIKPTTAKIIPTTTAVPRLSVKASLKNVGAAVVATAAAGLLAGNAMAVEVLLGGGDGSLAFLPGD 87  
Chlamydomonas      1   ------------------------MKATLRAPASRASAVRPVASLKAAAQRVASVAGVSVASLALTLAAHADATVKLGADSGALEFVPKT 66  
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P-SSM2             44  ITINAGDTVTFTNGALPPHNMIVKDH----------PELSHGDLAFATGDSFDVTFP---DAGDFEFQCDPHAGAGMKGVIHVQ- 114 
TrichoIMS101       52  VTVQPGDTVTFKNGMLQPHNVIFNPAKSPNA--DLSKALSHKELAYKTGESFDISIPADATAGDYEFFCTPHRGAGMVGHMIVK- 133 
AnaPCC7120         55  LTIKPGDTVEFLNNKVPPHNVVFDAALNPAKSADLAKSLSHKQLLMSPGQSTSTTFPADAPAGEYTFYCEPHRGAGMVGKITVAG 139 
ProSS120           49  VTISTGDSVKFVNNKLAPHNAVFEGH----------EELSHPDLAFAPGESWQETFT---EAGTYDYYCEPHRGAGMVGKVVVN- 119 
ProMED4            46  VTISTGDTVKFINNKLAPHNAVFDGH----------EELSHADLAFAPGESWEETFD---TAGTFDYYCEPHRGAGMVGKVIVE- 116 
Pro9313            49  ITIQEGDTIKFVNNNLAPHNAVFEGH----------DELSHSDLAFAPGESWEETFT---TAGTYDFYCEPHRGAGMVGKVTVE- 119 
SYNWH8102          49  VNIKAGDTVKFINNKLAPHNAVFDGH----------DEYSHGDLAFNPGESWEETFS---EAGTFDYYCEPHRGAGMVGKVIVE- 119 
SynPCC7942         55  IEIQAGDTVQWVNNKLAPHNVVVEGQ----------PELSHKDLAFSPGETFEATFS---EPGTYTYYCEPHRGAGMVGKIVVQ- 125 
SyncyPCC6803       49  VTIKAGEEVKWVNNKLSPHNIVFAADGVDAD---TAAKLSHKGLAFAAGESFTSTFT---EPGTYTYYCEPHRGAGMVGKVVVE- 126 
Arabidopsis        91  FTVAKGEKIVFKNNAGFPHNVVFDEDEIPSGVDASKISMDETALLNGAGETYEVTLT---EPGSYGFYCAPHQGAGMVGKLTVK- 171 
Spinacia           88  FSVASGEEIVFKNNAGFPHNVVFDEDEIPSGVDAAKISMSEEDLLNAPGETYKVTLT---EKGTYKFYCSPHQGAGMVGKVTVN- 168 
Chlamydomonas      67  LTIKSGETVNFVNNAGFPHNIVFDEDAIPSGVNA--DAISRDDYLNAPGETYSVKLT---AAGEYGYYCEPHQGAGMVGKIIVQ- 145 
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