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Sequence ID #5: LINE-1 (1 of 2) c o
Prediction: Hypomethylated ! : Unconverted CpH + : Converted CpH
Region: chrX:17,366,059-17,366,763 « (CpA, CpC, CpT) r (CPA. CPC, CpT)
Genome 301 GGGAGTGACCCAATTTTCCAGGTGCCGTCCATCACCCCTTTCTTTGACTAGGAAAGGGAA
IRRRRN
Bisulfite 1 o GTAAGGGAC
Genome 361 CTCCCTGACCCCTTGCGCTTCCCGAGTGAGGCAATGCCTCGCCCTGCTTCGGCTCGCGCA
sleae || zaea | #af e #ITLITEIT=0T e eee =] #1]: #]#]:]
Bisulfite 10 TTTTTTGMTTTTTYSTGTTTTYTGAGTGAGGTAATGTTCYGTTTTGTTCTGGTCTGTGTA
Genome 421 CGGTGCGTGCACCCACTGACCTGCGCCCACTGTCTGGCACTCCCTAGTGAGATGAACCTG
R R R R R R R R RN R R R RN A RN R RN AR AR
Bisulfite 70 CGGTGCGTGTATTTATTGATTTGCGTTTATTGTTTGGTATTTTTTAGTGAGATGAATTTG
Genome 481 GTA-CCTTAGATGGAAATGCAGAAATCACCGGTCTTCTGCGTCGCTCACGCTGGGAGCTA
FEE == DEEEEEEEEEEE = TP rr= e =1 | [= v # 1
Bisulfite 130 GTATTTTTAGATGGAAATGTAGAAATTACCGGYTTT----- TCCCSCCTCCT--—————-
Sequence ID #7: LINE-1 (2 of 2)
Prediction: Hypermethylated
Region: chr6:123,793,104-123,793,890
Genome 301 CCTCAGTCGGGAAGTGCAAGGGGTCAGGGAGTTCCCCTTCCGAGTCAAAGAAAGGGGTGA
LU L= TEEEEE b=z L= LEEE=DEEEED T T
Bisulfite 1l ——_— AGGKTTAGGGAGTTTTTTTTTYGAGTTAAAGAAA-GGGCGA
Genome 361 CGGACAGCACCTGGAAAATCGGGTCACTCCCACCCGAATACTGCGCTTTTCCGACAGGCT
R AR R R R R A R N R A S R AR ER RN N
Bisulfite 41 CGGATM-TATTTGGAAAATCAGGTTATTTTTATTCGAATATTGCGTTTTTTCGATAGG-T
Genome 421 TAAAAAACGGCGCACCACAAGATTATATCCCACACCTGGCTCGGAGGGTCCTACGCCCAC
RN N R R R RN RN AN R R N R RN R RN RN EER R IR
Bisulfite 99 TAAAAAACGGCGTATTATAAGATTATATTTTATA-TTGGTTCGGAGGGTTTTACG-TTAC
Genome 481 GGAATCTCGCTGATTGCTAGCACAGCAGTCTGAGATCAAACTGTAAGGCGGCAGC-AAGG

VLR D=0 DPEEE =P e e e PEE=DEEEEr = PEF PP EErr =1l 11: 11|

Bisulfite 157 GGAATTTCGTTGATTGTTAGTATAGTAGTTTGAGATTAAATTGTAAGGCGGTAGTAAASG

Genome 540 CTGGGGGAGGGGCGCCCGCCATTGCCCAGGCTTTCTTAGGAAAACAAAGCAGCCGGGAAG

sLLUEE T

Bisulfite 217 TTGGGGAMGGGKCC Cmmmmm oo

Sequence ID #8: LTR (1 of 2)
Prediction: Hypomethylated
Region: chr11:5,829,621-5,830,339

Genome 181 CTATCCTTCACTGGAATCGTAACTGAGGCT--CAATTCGCCTATCCTTTAGCCCCACCT-
[=] ] s et

Bisulfite 1 e GTTGGCA————————mmmmmmem TCCMATCTA

Genome 238  --GCTGGAGGCTCTTTGCATCCTTTCGCTTTGTCCACTCTGGCCGCTTCCCTCGTGGGAR
sUULEET= ] POTEef bz LTl LT e el e[ lttla]lazz #][]]]]]

Bisulfite 17 TWRTTGGAGGTTYTTTGTATTTTTTTGTTTTGTTTATTTTGGTTGTTTTTTTTGTGGGAA

Genome 296 TATTTCAGGTTCCTCTTAGCCTTGATGGCGGGTCAGCATAAACCCCTGAT-GGGACCCCC

Bisulfite 77 TATTTTAGGTTTTTTTTAGTTTTGATGGYGGGTTAGTATAAATTTTTGATKGGGATC---

.
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Sequence ID #9: LTR (2 of 2) o c
Prediction: Hypomethylated ! : Unconverted CpH + : Converted CpH
Region: chr1:89,663,480-89,664,077 c (pacpC.CD  p  (CpA Cpe.CRT)

GTTACAGGAAAGTAAACAGTACTAGGTGCAGGGGCTTTAATTCTATCA-CAAGGTGATAG

Bisulfite 129 —————————mmmmmmeo TACTA-——————m—mm TTWMWTTTAWTAWWAAGGTGATAG

Genome 352 ARGCGGGGCTTTGGGCTTTATCAACCAGACACAAACGCGGGGGGCTCTGGGTGCTGTTAA
LT TEEE=EEEEE= PP === TEr b= L0 TEOEE =t TEEEEr= 11 11

Bisulfite 158 AAGWGGGGTTTTGGGTTTTATTAATTAGATATAAATG-GGGGGGTTTTGGGTGTTGCTAA

Genome 412 CCGGGCGAAT-TCCTGGGAACTGCGGGTATGGCTTGCCACAGTACCTTATCAGTTAATTG
SN I RN R

Bisulfite 217 TTGGGYGAAYCTCCCGmmmm—m o

Sequence ID #11: LTR26C
Prediction: Hypomethylated
Region: chr19:11,848,508-11,850,380

Genome 661 ACCAGCGACCCCACACTCCAGCCGTCCCTGTCCACACCTCTAAACACCCCATCCCCAAAC

[ A ) B IEETEEEENNNE

Bisulfite 1 - CYCTATAC-CCCCCCGCYCCmmmmmm e o TTTTTTTTTTAAAT

Genome 721 CTCTCAGGGAGGCGGATCTGGGGTGTCCTCCCCTCTCCCCCATTAAACTGTTTCTGCTGC

els 1L L seleeselsleesss |12

Bisulfite 34 TTTTTTKKGRRGKGGGGTTGGGGGGKTTTTTTTTTTTTTTTATCAAATTGTTTTTGTTGT

Genome 781 AGCCTTCGGCGTCTCGGTGCAGTGACTCGGGCCGTGAACCTGTGCCGGTTACAACTGCAC

e

Bisulfite 94 AGTTTTTGGTGTTTTGGTGTAGTGATTTGGGTTGTGAATTTGTGTTGGTTATAATTGTAT

Genome 841 AATCTGGGGAGACGCGGAGCTGCGGGCGCGGAGCTGCCCAGAGAGGGCGCCGGGGCCGGG

I e e

Bisulfite 154 AATTTGGGGAGATGTGGAGTTGTGGGTGTGGAGTTGTTTAGAGAGGGTGTTGGGGTTGGG

Genome 901 GCCGCAGCGGCCGAGCAGGGACGGGACAGGACGCCCGGGGTCCCGGCTGCCGCCCCAGCC
AR R R R N RN A R R R R A A R R LA R ER N A R N

Bisulfite 214 GTTGTAGTGGTTGAGTAGGGATGGGATAGGATGTTTGGGGTTTTGGTTGTTGTTTTAG-T

Genome 961 CCATCTTGCGGCCCA-GGGGACCAAGGGCAGAGCTGCGCCAGGGGCACTGGGATTTGCAG

sl | feael | ] 0] *
Bisulfite 273 TTATTTYGYSGTTTACGCCGMCCAAMCSC-===-YYMC-—mmmm e e e e

Sequence ID #15: MIR2
Prediction: Hypermethylated
Region: chr19:47,905,568-47,906,031

Genome 1 TCTCTCTCTGGGGGGTGGAGGGGACAGAGATCTGGAAAACTGAGAACCCCAAGGGACTCA
LEEE T e AR AR AR RN RN RN R EY

Bisulfite CCTGGACGAGACCG--—-- TGGAAAATTGAGAATTTTAAGGGATTTA

Genome 61 CACTGGTTTCTGAGCCTCAGTTTTCCTAGTTACARAGGACAGCCTCTGCCTGTGATGGGC
AR R R R R R R R R R A R R A R R RN

Bisulfite 43 TATTGGTTTTTGAGTTTTAGTTTTTTTAGTTATAAAGGATAGTTTTTGTTTGTGATGGGG

Genome 121  GCTGACACACGTGGCACAGTTCCCCATGTGTCCCTCGAAATACCTCCACCATCAGCACAA
R R R R NN N RN RN A R R R R RN RN A RN

Bisulfite 103 GTTGATATACGTGGTATAGTTTTTTATGTGTTTTTCGAAATATTTTTATTATTAGTATAA

Genome 181 TCATCCTACGAGACAGGCACGGCCGCTCTCCCCATTCTCCAGATGTGGAAACCGGGGCCC

el bz LDl P Ea ULl Db ax e fefzzae PPz [OPIPTITTET =] 1] ]zze

Bisulfite 163 TTATTTTACGAGATAGGTACGGTCGTTTTTTTTATTTTTTAGATGTGGAAATCGGGGTTT

.
.

Genome 241 AGCCAGGTGAAGTCGTAA-CCCGAGGTGCCA-TAGCTGTTGCGTTCCAGAGGCGAGA-TT

AR A R A A R A NN R R R R A R A

Bisulfite 223 AGTTAGGTGAAGTCGTAATTTCGAGGTGTTATTAGTTGTTGCGTTTTAGAGGCGAGATTT

Genome 298 CAAACCC--ACGTCCGTCCGGAAGCCTTGGAAGTGAGGGTGTGCCTGCCTAACCTGCTCA

T

Bisulfite 283 TAAAWTTWAWYSTTC - ————— oo e



