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Supplementary Figure S1: Heat map of expression of differentially regulated proteins of rice
root present within each cluster.
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heat shock protein Z0
Z4_ 1 kDa heat shock protein, mitochondrial-like [Orysa brachyanthal
glyexalase I [Orysa sativa Japonica Groupl
cytorolic monodehydroarcorbateraductaxe [Orysa zariva Japonica Group]
G3H-dependent dehydroascorbatersductase 1 [0ryma sativa Japonica Groupl
monodehydroascorbatereductase [Orysa sativa Japonica Group]
Putative r30cl protein - rice [Orysa rativa Japonica Groupl
putative stress-induced protvein stil [lrysa saviva Japonica Group]l
putative stress-induced protein stil [Orysma sativa Japonica Group]
putative stress-induced protein stil [Orysma sativa Japonica Group])
heat shock protein 3TI-like [Brachypeodium distachyeonl]
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