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Supplemental Table 1

Primers used for qRT-PCR

Gene primer Sequence

APP Forward 5-TGCCGACCGAGGACTGACCAC-3
Reverse 5-CGGCGTCAACCTCCACCACAC-3¥

BACE1 Forward 5-CCCGCAGACGCTCAACATCC-3
Reverse 5-TGGCAGCAATGTTGGCACGC-3’

PSEN1 Forward 5-GACAATAGAGAACGGCAGGAGCACA-3
Reverse 5-TGGTAGCCACGACCACCACCA-3
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Used in this study

Supplemental Figure 1. Expression of gangliosides in melanoma cell lines used
in this study.



(a) Cell surface expression of the indicated gangliosides in each cell line was
examined as described in Methods.

(b) The composition of gangliosides. Cellular lipids were extracted from the indicated
cells and acidic fraction was obtained. Gangliosides were analyzed by TLC as
described in Methods. A part of the results (lanes 1 — 3) was reported previously (ref.
26).



Supplemental Figure 2
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Supplemental Figure 2. Effect of DAPT on a- and $-CTFs.

Cells expressing GM3 (M3-1), GD3 (D3-1), GD2 (D2-1), GM1 (M1-1) or GM2 (M2-1)
were incubated in the presence or absence of 1 uM DAPT for 12 h. Expression of a-
and p-CTFs were probed with anti-APP mAb Y188.
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Supplemental Figure 3. The incorporation of GD3 and GM1 added exogenously
into GM3-expressing cells.

Cells expressing GM3 (M3-2) were incubated without or with 30 uM GD3 or GM1 for
21 h. Afterward, total cell lipids were extracted and separated by TLC as described in
Methods. Gangliosides were detected by resorcinol.



