Figure S1. 'H 600 MHz metabolomic spectra of adipose tissue extracts from
the twelve BN.GK congenic strains and the BN control.

GlyceroPcholine

Taurine s
BN k7
o [}
° £ £
£ B S T
. = 2|2 o @
E 3 8\2 G 2 o 2 &
s o6z\?/ & 5% &
3 R
o\ § 252
s ? 8
Q °
£ g 2
8 T »
< s o B
> [} 2
)
) A
80 75 70 65 60 55 50 45 40 35 30 25 20 15 1.0 ppm 2
5 o
L — 8 £
Scyllo-inositol 22 S
- 35 E
BN.GK-1ens \ GlyceroPcholine BN.GK-1t EB o ‘ <
B o E o B
) =2 S
Taurine Choline £ ‘EE L
5 S
= o © =
o &% 3
) ° zo5
=3 o c
T < € =
E ZE 3
s 8§ g
> ®5
O zo
m " lendh Wil N
85 80 75 70 65 60 55 50 45 40 35 30 25 20 15 1.0 pé;m 85 80 7.5 70 65 60 55 50|45 40 35 30 255 20015 10 ppm
GlyceroPcholine
BN.GK-1d v BN.GK-1u
S0
£c
®3
EG o
2 °E £
£ £
s 3 o
< [5) 8
5
5
Ll , . ol , A M,...
85 80 75 70 65 60 55 50 45 4.0 35 30 25 2.0 15 10 ppm g5 80 75 70 65 60 55 50 45 40 35 30 25 20 156 1.0 PPM
BN.GK-1v BN.GK-1f - c
s s
£ < <} Q
23 £ T
Eg c °
™ =) o
° <
£ »
s £
< 5
@
=
=3
|
I — " A MJ)\'\.,__
" . | L,UL_ ~
80 755 70 65 60 55 50 45 40 35 30 25 20 15 10 ppm 80 75 70 65 60 55 50 45 40 35 30 25 20 15 1.0 PPM
BN.GK-1p BN.GK-1b
2
S0 g 2
£ e 3 g
joa=} < =
EB <
m
73
b}
=3
5
oo . . R I L ‘\».W._.
o
80 75 70 65 60 55 50 45 40 35 30 25 20 15 10 pim 8075 70 65 60 55 50 45 40 35 30 25 20 1.5 10 PP
BN.GK-1h BN.GK-1k
o . A Lat ) ,
85680 75 7065 60 55 50 45 40 35 306 25520 15 10 gom 85 80 75 70 65 60 55 50 45 40 35 30 25 20 15 10 ppm
BN.GK-1q
BN.GK-10
e \ " *-A-"J lew du I o
15 85 80 75 7.0 65 60 55 50 45 40 35 30 25 20 15 1‘

8’5 80 7.5 7.0 65 6.0 55 50 45 40 35 30 25 20

170 ppm



Figure S2. Score plot from O-PLS model of each BN.GK congenic strain against the BN

control and corresponding cross-validation with 200 permutations
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Fig S2 (cntd)
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Fig. S3. Loadings plots from O-PLS models performed on adipose
tissue extracts from each congenic BN.GK strain against the BN control
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Fig. S4. Score plot from O-PLS model of each region of chromsome 1 against other regions
and corresponding cross-validation with 200 permutations.
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Fig. S4 (Cntd)
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Fig . S5. Loadings plots from O-PLS models performed for each region of chromosome 1

that can be dissected in the BN.GK congenic series against the other regions.
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