Supplemental Table S1. List of primers used for gene cloning.

Fusion Construct Primer name Primer sequence (5°-3”)
SP-XbaF1 GCCTCTAGAAACAATGAAGACTAATCTTTT
_ DTZ57-SPP. TCTCTTTCTCATC
mCitrine AGAATTCGGCCGAGGATAATGATAGGA
SP-Eco-R60 G
BGpap-Kpn-F79 ATGGTACCATCGGCATCAACTATGGCCAGG
mCit-BG pBIN-SP-mCitrine-
BG_pap BGoanNotR1278 | AGCGGCCGCTTACAACCGAAGCTTGATGAT
pap GCAAAG
BIE-SPIF GGGGACAAGTTTGTACAAAAAAGCAGGCTT
pLN462-SP- AAACAATGAAGACTAATCTTTTTCTC
mCit-BG*© mCitrine-
GH 756 p BORPAD-R1044 GGGGACCACTTTGTACAAGAAAGCTGGGTT
A TTAGATCCCAAGTGAGTAAACCGGAG
BIN-SPmCitrine. | BGPap-Kpn-F1198 | AGGTACCTCCTCCGCCGGGGGAAAAG
mCit-GPI*° ?}PIBGJ’“’ © BGoanNotR1278 | AGCGGCCGCTTACAACCGAAGCTTGATGAT
pap-o GCAAAG
BGpap-Kpn-F1219 | AGGTACCAGATTCGTTGAGTGTGTGTTGTTC
mCit-TMPC pBIN-SP-mCitrine-
TMPO PP BGoanNotR1278 | AGCGGCCGCTTACAACCGAAGCTTGATGAT
pap-iot- GCAAAG
GFP-Eco-F4 ATGAATTCGTGAGCAAGGGCGAGGAGCT
GFp.GpP® | PBIN-SP-GFP-
GPIPC-P® BGpan-Not.R1278 | AGCGGCCGCTTACAACCGAAGCTTGATGAT
pap GCAAAG
BIF-SPIF GGGGACAAGTTTGTACAAAAAAGCAGGCTT
L N462-SP. AAACAATGAAGACTAATCTTTTTCTC
sec-mCitrine p Citri
e EGEP-R.B2 GGGGACCACTTTGTACAAGAAAGCTGGGTC
TTACTTGTACAGCTCGTCCATGC
BIF-mCiLF1 GGGGACAAGTTTGTACAAAAAAGCAGGCTT
A AATGGTGAGCAAGGGCGAGGAG
. GACGAATTGGAGCTACCCGCTTCCTTGTAC
N2t AGG2-mCit-R AGCTCGTCCATGCCG
mCit-AGG2 | Posmitrine:
AGG2 i AGOLF4 GGCATGGACGAGCTGTACAAGGAAGCGGG
- - TAGCTCCAATTCGTC
GGGGACCACTTTGTACAAGAAAGCTGGGTC
B2R-AGG2-R303 | 1A AAGAATGGAGCAGCCACATCG
BIF-SPIF GGGGACAAGTTTGTACAAAAAAGCAGGCTT
L N462-SP AAACAATGAAGACTAATCTTTTTCTC
mCit-CB P ey TCGGCATGGACGAGCTGTACAAGTCATGGT

mCitrine-PDCB1

mCit-PDCB-F58

GTGTGTGTAAGACAGG

PDCB-mCit-R

CTGTCTTACACACACACCATGACTTGTACA




GCTCGTCCATGCCGA

B2R-PDCB-R606

GGGGACCACTTTGTACAAGAAAGCTGGGTT
TTAGAGCATCAGGAAAGAGCAG

GCCTCTAGAAACAATGAAGACTAATCTTTT

SP-Xba-Fl TCTCTTTCTCATC
PDCBmCILR CTGTCTTACACACACACCATGACTTGTACA
pLN462-SP- GCTCGTCCATGCCGA
mCit-CB¢ mCitrine-
CBM43™! mCit-PDCB-F58 TCGGCATGGACGAGCTGTACAAGTCATGGT
GTGTGTGTAAGACAGG
PDCB-NtR3 1 AGCGGCCGCTTAAAAGGCACAACCTGTATA
ACTG
BIF-SPLF GGGGACAAGTTTGTACAAAAAAGCAGGCTT
AAACAATGAAGACTAATCTTTTTCTC
. TCGGCATGGACGAGCTGTACAAGGGAAATA
CiLGpI® | PLN462-SP- mCit-PDCB-F458 GCACAGGAGGCACC
i mCitrine-GPI"®!
: GGTGCCTCCTGTGCTATTTCCCTTGTACAGC
PDCB-FASS-mCIt | TegTecaTGeCGA
GGGGACCACTTTGTACAAGAAAGCTGGGTT
BIR-PDCBROS | TTAGAGCATCAGGAAAGAGCAG
- AGPKpn-F64 AGGTACCCAAGCCCCTGCTCCTACTCC
mCitAG | BB SPmCne s AGCGGCCGCTCAAGCCAAAACGGCGGCGT
° AC
BIN-SP-mCitrine. |AGP-Kpn-F331 AGGTACCAGCGCCGCATTCTCCAACAAG
mCit-GPI'® | PGy AGP-NoLRAOS AGCGGCCGCTCAAGCCAAAACGGCGGCGT
AC
AGP-Kpn-F319 AGGTACCTCCCCTGCCCCAAGCGCC
mCit-ABAG pBIN-SP-mCitrine-
MSAGP4 AGCGGCCGCTCAAGCCAAAACGGCGGCGT
AGP-Not-R408 N:
- AGP-Kpn-F349 AGGTACCAAGGCTTTCTTCGCCGGAACC
. AG pBIN-SP-mCitrine-
mCit-TM TMAGP4
AGP-NOLR408 ﬁgCGGCCGCTCAAGCCAAAACGGCGGCGT
BIF-SPLF GGGGACAAGTTTGTACAAAAAAGCAGGCTT
AAACAATGAAGACTAATCTTTTTCTC
. TCGGCATGGACGAGCTGTACAAGGATGAAT
Gl | PLN462-SP- mCi-LTPG-F97 GCAACCAGGATTTTC
mCitrine-LTPG1 [ oo o TTGAAAATCCTGGTTGCATTCATCCTTGTAC
AGCTCGTCCATGCCGA
GGGGACCACTTTGTACAAGAAAGCTGGGTT
B2R-LTPG-R582 TTACATCCCTAATGTGACATGTC
BIF-SPLF GGGGACAAGTTTGTACAAAAAAGCAGGCTT
AAACAATGAAGACTAATCTTTTTCTC
. TCGGCATGGACGAGCTGTACAAGGGATCAG
LCinGpllT | PLN462-SP- mCLTPGTS | CTTCAGCAAAGGATG

mCitrine-GPI-F¢!

LTPG475-mCit-R

ACCATCCTTTGCTGAAGCTGATCCCTTGTAC
AGCTCGTCCATGCCGA

B2R-LTPG-R582

GGGGACCACTTTGTACAAGAAAGCTGGGTT
TTACATCCCTAATGTGACATGTC




mCit-AGSFL
GPI®

pLN462-SP-
mCitrine-AGP42CPL
GPIPDCBI

GGGGACAAGTTTGTACAAAAAAGCAGGCTT

BIF-AGP-F AATGGGTTCCAAGATTGTCCAAG
AGP330- CCTTCAGATGCATCCCCTGCCCCATCAAGC
GPIpdcbF700 AAATTGTTCATCTGC

GPIpdcb700-AGP-
R330

GCAGATGAACAATTTGCTTGATGGGGCAGG
GGATGCATCTGA

B2R-BGpap-R1278

GGGGACCACTTTGTACAAGAAAGCTGGGTT
TTACAACCGAAGCTTGATGATGC

mCit-AG*P.CB

pLN462-SP-
mCitrine-AGP42CPL
PDCB1

B1F-AGP-F1

GGGGACAAGTTTGTACAAAAAAGCAGGCTT
AATGGGTTCCAAGATTGTCCAAG

AGP330-PDCB-F58

CTTCAGATGCATCCCCTGCCCCATCATGGTG
TGTGTGTAAGACAGG

PDCB58-AGP-R330

CCTGTCTTACACACACACCATGATGGGGCA
GGGGATGCATCTG

B2R-PDCB-R606

GGGGACCACTTTGTACAAGAAAGCTGGGTT
TTAGAGCATCAGGAAAGAGCAG

mCit-CB2PLAG

pLN462-SP-
mCitrine-
PDCB1%".AGP4

B1F-SP1F

GGGGACAAGTTTGTACAAAAAAGCAGGCTT
AAACAATGAAGACTAATCTTTTTCTC

PDCB513-AGP-F64

ATTAACCCGGATTACACGACAGACCAAGCC
CCTGCTCCTACTCC

AGP64-PDCB-R513

GTGGGAGTAGGAGCAGGGGCTTGGTCTGTC
GTGTAATCCGGGTTAATC

B2R-GPIAGP

GGGGACCACTTTGTACAAGAAAGCTGGGTT
TCAAGCCAAAACGGCGGCGTAC

mCit-GPIOBRA

pBIN-SP-mCitrine-
GPICOBRA

COB-Kpn-F1244

AGGTACCGGAGACAATTGCGTCATGCCTC

COB-Not-R1371

ATGCGGCCGCTTAGGCAGAGAAGAAGAAA
AAGACAAG




