S1 Table. Genbak ID numbers for original gene sequences and Uniprot ID numbers for amino acid sequences used in this study.
The sequence coding for the extended N-terminal part of HFBVI, presumably a cell wall binding domain (amino acids 1-179), was
not included in the coding sequence.

Protein Nucleotide (NCBI*) Peptide (Uniprot**) Reference
HFBI 68124.1 P52754 [1]
HFBII Y¥11894.1 P79073 [2]
HFBIII 18483774 GORVES [3]
HFBIV 18481287 GORHNO [4]
HFBV 18480804 GORBZ9 this study
HFBVI 18481131 GORFIS this study
HYD3 AY155498 Q6YF30 [5]
HYD4 AY155499 Q6YF29 [5]
HYD5 AY158024 Q6YD93 [5]

* http://www.ncbi.nlm.nih.gov/ ** http://www.uniprot.org/
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