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Supp. Figure 1: OsIFL is a coiled coil forming protein. (a) Secondary structure of OsIFL protein
using PSIPRED tool, showing presence of five alpha helices; (b) Probability graph made by using
Multicoil tool shows high probability of coil formation at N-terminal of OsIFL.
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Supp. Figure 2: Molecular confirmation of transgenic tobacco plants. (a) EtBr gel showing
screening of putative transgenic tobacco plants transformed with OsIFL. Positive transformants were
selected using a combination of gene specific (OsIFLNco-F) and vector specific (p)CAMBIA-R) primer
pair for the presence of 849 bp amplicon which can be seen in line L2 and L3 only (marked by arrow).
Genomic DNA from wild type (WT) plant was taken as negative control and pPCAMBIA13040s/FL
plasmid was taken as positive control; (b) EtBr gel showing RT-PCR analysis of putative transgenic
lines with OsIFL gene specific primers, an amplification of 807 bp can be seen only in L2 and L3 lines.
No band was detected in WT tobacco plants. Lower panel of EtBr gel showing RT-PCR analysis with
tobacco actin gene specific primers, a 75 bp tobacco actin gene was amplified from cDNA of WT
plants lane 2 and both transgenic lines lane 3, 4; lane 1 has 50 bp marker; (c) 30 pg genomic DNA
from both WT tobacco and transgenic tobacco lines (L2 and L3) overexpressing OsIFLwas digested
with Ncol and Spel (left panel). Southern blot showing fallout in both the transgenic lines. No fallout
was detected in WT tobacco plants (right panel). Radiolabeled OsIFL gene was used as probe; (d)
Western blot analysis of transgenic lines. Coomassie stained SDS PAGE from wild type tobacco plants
as well as OsIFL transgenic lines L2 and L3 and blotted on the nylon membrane. Western blotting was
carried out with anti-OsIFL antibodies which cross-react to give a specific band of ~30 kDa (shown by
arrow). WT, L2 and L3 represent the sample from un-stressed plants while WTS, L2S and L3S
represents the samples from salinity stressed plants.



