a. BAF plot for deletions (77) b. LRR plot for deletions (77)
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S5 Fig: B allele frequency (BAF) and Log R Ratio (LRR) plot of deleted and normal
subjects. Top panel: a. BAF plot of observed markers from 77 subjects with hemizygous
deletions b. LRR intensities for these same 77 subjects with hemizygous deletions

Bottom panel: a. BAF plot of 77 individuals called as normal diploids in this same region b.
LRR plot of 77 diploid subjects.



