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SUPPLEMENTARY FIGURES AND TABLES

Supplementary Figure S1: Somatic mutations identified by HaloPlex followed of deep-sequencing. A. Graph showing the 
mutated genes and the variant allele frequency in percentage. B. Graph shows the percentages of the type of base substitution found among 
all samples.
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Supplementary Figure S2: Images of the IGV genome browser view of the reads from the non-synonymous mutations 
identified by deep sequencing. Genes are grouped according the biological process they are involved in. Blue: genomic instability, 
Green: Cell signaling, Yellow: cell metabolism, Purple: Cytoskeleton. Grey rectangle: wild type gene.
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Supplementary Figure S3: Identified mutated genes are also mutated in cutaneous melanoma desmoplastic melanoma 
and uveal melanoma. Mutated genes identified in MABN samples at a frequency >20% were analyzed using the TCGA database 
(cBioportal for cancer genomics; http://www.cbioportal.org). Results for the different melanoma subtypes and the number of cases in each 
group are shown.
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Supplementary Figure S4: Known and predicted protein-protein interactions. Association among the mutated genes detected 
in melanoma associated to blue nevus samples (STRING, Search Tool for the Retrieval of Interacting Genes/Proteins, http://string-db.org/
newstring_cgi). This is the confidence view. Stronger associations are represented by thicker lines.
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Supplementary Figure S5: Tumors samples were stained with p53 antibody. A tumor control for the staining is showed.
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Supplementary Table S1: List of oncogene mutations evaluated by Sequenom technology
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Supplementary Table S2: Genes investigated by Haloplex exon sequencing
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Supplementary Table S3: List of genes mutated identified by haloplex-exon sequencing in blue melanocytic 
neoplasms

Variant allele frequency, nucleotide in the allele variant and polyphen are shown. Genes mutated all samples are colored in gray


