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a) a) Raw peptide

b) cysPAT Labelled peptide with 
mass difference: +165.019095

c) Spiked in tryptic BSA

d) After TiO2 enrichment
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Red: with cys modification
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Sites in green: downregulated
Sites in blue: upregulated
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1. 1. DNA replication, incl transctiption
factors, polymerases and the  
Minichromosome maintenance 
complex 

2. Pre-mRNA processing 
transportation and splicing

3. Glycolysis
4. Chromatin remodeling, incl

deacetylases and DNA 
methyltransferases

5. Cytokinesis and sister chromatid
cohesion.

6. DNA condensin complex
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Up-regulated SIA proteinsFigure 7



1.

2.

3.

4.

5.

1. Integrin signaling with the 
cytoskeleton networks

2. EGFR signaling molecules
3. tRNA synthetases
4. Protein translation; 

ribosomes, initiation and 
elongation factors

5. Ribosomal biosynthesis and  
RNA splicing

6. fatty acid-oxidation 

6.

Down-regulated SIA proteinsFigure 8


