Supplementary Material

Goel, A., et al. 2011. Genome-wide comparative in silico analysis of calcium transporters of rice
and sorghum. Genomics Proteomics Bioinformatics 9(4-5): 138-150.

DOI: 10.1016/S1672-0229(11)60017-X

Figure S1



Figure S1 Multiple sequence alignment of calcium transporter proteins in rice and sorghum.
ClustalW alignment of amino acid sequences of calcium channel (A), ATPase (B) and exchanger
(C) from rice and sorghum was indicated. The conserved signature sequences of the calcium
ATPase are boxed.
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