A. Amino acid sequence of mouse CD40 intracelular domain
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TRAFG6 TRAF2/3 Box2
(Q238A; E239A) (T255A) (Q264A)
mT6
GTCAAGAAACCAAAGGATAATGAGATCCTACCCCCTGCGGCTCGACGGCAAGATCCCCAG C mT6

GTCAAGAAACCAAAGGATAATGAGATCCTACCCCCTGCGGCTCGACGGCAAGATCCCGCG
GTCAAGAAACCAAAGGATAATGAGATCCTACCCCCTGCGGCTCGACGGCAAGATCCCCAG
GTCAAGAAACCAAAGGATAATGAGATCCTACCCCCTGCGGCTCGACGGCAAGATCCCGCG
GTCAAGAAACCAAAGGATAATGAGATCCTACCCCCTGCGGCTCGACGGCAAGATCCCGCG A TC G
GTCAAGAAACCAAAGGATAATGAGATCCTACCCCCTGCGGCTCGACGGCAAGATCCCGCG T
GTCAAGAAACCAAAGGATAATGAGATCCTACCCCCTGCGGCTCGACGGCAAGATCCCCAG
E i b b b b b b b db b db b i b b b b b b b b ab b b b b b b b b b b b b b b i b b b b b b b b b b db b d b i b i b 4 *
mT6 mT23
GAGATGGAAGATTATCCCGGTCATAACACCGCTGCTCCAGTGCAGGAGGCGCTGCACGEG D mT23
GCGATGGAAGATTATCCCGGTCATAACACCGCTGCTCCAGTGCAGGAGACGCTGCACGGG
GAGATGGAAGATTATCCCGGTCATAACACCGCTGCTCCAGTGCAGGAGACGCTGCACGGG
GCGATGGAAGATTATCCCGGTCATAACACCGCTGCTCCAGTGCAGGAGGCGCTGCACGEE L e s tecrnccelcrcectaorc s e
GCGATGGAAGATTATCCCGGTCATAACACCGCTGCTCCAGTGCAGGAGACGCTGCACGGG
GCGATGGAAGATTATCCCGGTCATAACACCGCTGCTCCAGTGCAGGAGGCGCTGCACGGG
GAGATGGAAGATTATCCCGGTCATAACACCGCTGCTCCAGTGCAGGAGACGCTGCACGGG
EEE b b b i b b b b b b b b b b b b b b b b db b i b b b b b b b b b b db b db b b b b b b b b b D b b b b b b b b b g

mTb?2
TGTCAGCCTGTCACACAGGAGGATGGTAARAGAGAGTCGCATCTCAGTGCAGGAGCGGCAG E mTb2
TGTCAGCCTGTCACACAGGAGGATGGTAAAGAGAGTCGCATCTCAGTGCAGGAGCGGCAG
TGTCAGCCTGTCACAGCGGAGGATGGTAAAGAGAGTCGCATCTCAGTGCAGGAGCGGCAG
TGTCAGCCTGTCACACAGGAGGATGGTAAAGAGAGTCGCATCTCAGTGCAGGAGCGGCAG T T
TGTCAGCCTGTCACAGCGGAGGATGGTAAAGAGAGTCGCATCTCAGTGCAGGAGCGGCAG 'TACCATCOTCCGCTGETEACAGGECTG
TGTCAGCCTGTCACAGCGGAGGATGGTAAAGAGAGTCGCATCTCAGTGCAGGAGCGGCAG ‘TT
TGTCAGCCTGTCACACAGGAGGATGGTAAAGAGAGTCGCATCTCAGTGCAGGAGCGGCAG
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