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Figure S1

GATA-4_H.sapiens            CANCQTTTTTLWRRNAEGEPVCNACGLYMKLHGVPRPLAMRKEGIQTRKRKPK
GATA-5_H.sapiens            CTNCHTTNTTLWRRNSEGEPVCNACGLYMKLHGVPRPLAMKKESIQTRKRKPK
GATA-6_H.sapiens            CANCHTTTTTLWRRNAEGEPVCNACGLYMKLHGVPRPLAMKKEGIQTRKRKPK
GATA456_S.mediterranea      CSNCKITKTSLWRRNNEGEPVCNACGLYYKLHKSLRPLSMRKEGIQTRKRKRK

GATA-4_H.sapiens            CVNCGAMSTPLWRRDGTGHYLCNACGLYHKMNGINRPLIKPQRRLSASRR----------------
GATA-5_H.sapiens            CVNCGALSTPLWRRDGTGHYLCNACGLYHKMNGVNRPLVRPQKRLSSSRR----------------
GATA-6_H.sapiens            CVNCGSIQTPLWRRDGTGHYLCNACGLYSKMNGLSRPLIKPQKRVPSSRR----------------
GATA456_S.mediterranea      CVNCGASNTQLWSRDNSGYYLCDECDRFSQNNSRNLEKLPTNQVSSSTENEFMKKSNANFQQYGKR
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N-Terminal Finger Basic Region

* * * *
C-Terminal Finger Basic Region
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