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S8 Fig. Microbial community structures in bulk soil. NMDS ordination plots (Bray-Curtis similarity) of (A) bacterial and (B) fungal
community structures in the top, middle and bottom layer of the bulk soil samples (unvegetated pot) at day 30 and day 44 after incubation.

Bacterial 16S rRNA and fungal ITS gene diversities were analyzed with T-RFLP. Data are mean NMDS scores for axes 1 and 2 £ SE (n=4).



