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Systematic large-scale meta-analysis identifies a panel of two
MRNAs as blood biomarkers for colorectal cancer detection
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Standard Curve B2M Standard Curve COL1A2
30 Q 35 . !
(o] ]
25 L 30
Q 1
25 1 151
8 20 Q §71 4
20 1 1
15 - 1
p 15
L oni mvers svwen s TP SN W PN S —— Pt L[ I O TP VPPN S DY WPEPES I WP PN WP W . S |
1 2 3 4 5 6 7 8 1 2 3 4 5 6 7 8
Log Starting Quantity Log Starting Quantity
Standard Standard
Unknown Unknown
SYBR _ E=107,1% R*2=0,984 Slope=-3,163 y-int=35,998 SYBR _ E= 93,6% R*2=0,997 Slope=-3.486 y-int=39,657 |
‘Standard Curve COL1A3 Standard Curve LGALS4
PO A MM RS MRS B MG MRS MRS & % | . ™
30 30 1
T a i
! i 25 4 €
o 251 e e 1 S
LA . 8 ! A
20+ S
I e 1
15
15 0. 1 5]
) 10 |
4 DU N I SN SN FEPDUINEPRL. % . O S S S D I S, W |
1 2 3 4 5 6 7 8 1 2 3 4 5 6 7 8
Log Starting Quantity Log Starting Quantity
"0 Standard ) Standard
Unknown Unknown
SYBR _E= 96,3% R"2=0,999 Slope=-3,413 y-int=38,754 | SYBR _E=93,6% R*2=0,098 Slope=-3,487 y-int=38,008 |
Standard Curve TSPAN8 Standard Curve EPCAM
38 frET e T -
i s 25 1
30 4 ? 1
1 Q
25 © 20
g | | g1
20 + s 1
I Q 151
15 | S !
10 e SUSS BESSN SeSs SS o D 0 e
1 2 3 4 5 6 7 8 3 4 5 6 7 8
Log Starting Quantity Log Starting Quantity
O  Standard Standard
Unknown Unknown
SYBR _E= 97,3% R"2=0,998 Slope=-3,389 y-int=37,964 SYBR _E= 99,2% R"2=0,998 Slope=-3,342 y-int=37,343 |
Standard Curve PIGR Standard Curve CEACAM6
210 20 1.9
w0 !
18 25 1 Q
g.! o g | Q
i 20 +
141 1 Q
121 I
} 15 <+ S
10 !
——————— N NN, 5 E SO S SN ST DG SN NN N |
4 5 6 7 8 e 3 4 5 6 T 8
Log Starting Quantity Log Starting Quantity
Standard Standard
Unknown Unknown

SYBR  E= 96,8% R"2=0,998 Slope=-3,402 y-int=36,072

Supplementary Figure S1: Standard curves of primers.
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Supplementary Figure S2: ROC curves of panels of the indicated marker combinations. (A) LGALS4 + CEACAMEG;
(B) TSPANS + COL1A42 + LGALS4 + CEACAMG; (C) Training/validation test for TSPANS.
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Supplementary Table S1: Pool 'A' - CRC Samples
Pool 'B' - Blood Samples

Supplementary Table S2: List of 31,804 mapped loci of Transcriptome Map Comparison of CRC vs.
Blood Cells (Pool'A' vs Pool 'B') sorted in descending order of 'A'/'B' expression value. SD = Standard
Deviation expressed as percentage of the Expression Value.

Supplementary Table S3: Primers efficiency (%)

EFFICIENCY (%) SLOPE
B2M 107.1 —3.163
COLI1A42 93.6 —3.486
COLI43 96.3 —3.413
LGALS4 93.6 —3.487
TSPANS 97.3 —3.389
CEACAM6 100.3 -3.316
EPCAM 99.2 —3.342
PIGR 96.8 -34

Supplementary Table S4: Positive predicted values (PPV) and negative predicted values (NPV) for
the indicated markers and the best panel combination.

PPV NPV
TSPANS 67.47% 78.43%
LGALS4 67.90% 77.36%
COL142 64.00% 68.97%
CEACAMG6 61.64% 63.93%
TSPANS+LGALS4 76.25% 88.85%
www.impactjournals.com/oncotarget 3 Oncotarget




