Table S3. Chromatin organization gene expression associated with HDACi mediated radiosensitisation

Log2-transformed mean expression ratios in DU 145, vorinostat treated vs control, of three independent experiments are listed.
Genes that were significantly changed in DU 145 (adj P<0.001, LIMMA) and more up- or downregulated in DU 145 than in PC-3 or
22RV1 (P < 0.05, t-test) are included.
32 shaded genes were significantly more altered in DU 145 under both normoxia and hypoxia and included in the
radiosensitisation signature.
5 genes in bold were differentially expressed in DU 145 at baseline (normoxia and hypoxia) compared with both PC-3 and
22Rv1.
Change by vorinostat

Normoxia Hypoxia
lllumina ProbelD Gene Ratio adj P Ratio adj P
ILMN_1813840 AOF2 0.43 0.00 0.23 0.05
ILMN_1797341 ARID1A -0.40 0.07 -0.66 0.00
ILMN_1773117 BCOR -0.18 0.33 -0.35 0.01
ILMN_1700915 BMI1 0.52 0.00 0.39 0.00
ILMN_1724658 BNIP3 -0.36 0.01 -0.40 0.00
ILMN_1667928 BRDT 0.23 0.08 0.35 0.01
ILMN_1790136 C200rf20 -0.72 0.00 -0.78 0.00
ILMN_1680134 CARM1 -0.44 0.00 -0.51 0.00
ILMN_1762972 CHD9 -0.35 0.09 -0.50 0.00
ILMN_1809583 CREBBP -0.69 0.00 -0.89 0.00
ILMN_1665164 CTR9 0.27 0.04 0.37 0.01
ILMN_2378952 GPX4 0.35 0.01 0.48 0.00
ILMN_1757467 H1FO 1.10 0.00 1.38 0.00
ILMN_1773964 H1FX 0.49 0.03 0.74 0.00
ILMN_1708728 H2AFJ 0.78 0.00 0.73 0.00
ILMN_1706784 H2AFV 0.37 0.03 0.49 0.00
ILMN_1705570 H2AFY2 -1.30 0.00 -1.62 0.00
ILMN_2106331 H3F3A 0.14 0.48 0.33 0.01
ILMN_1695706 H3F3B 0.80 0.00 0.77 0.00
ILMN_1727458 HDAC1 0.79 0.00 1.33 0.00
ILMN_3266186 HDAC7 -0.30 0.00 -0.25 0.01
ILMN_1757406 HIST1IH1C 1.33 0.00 0.95 0.00
ILMN_1792689 HIST1H2AC 0.80 0.00 0.65 0.07
ILMN_1680937 HIST1H2BC 0.55 0.00 0.51 0.01
ILMN_1651496 HIST1H2BD 1.54 0.00 1.16 0.00




ILMN_1687947
ILMN_1716195
ILMN_1796179
ILMN_1788489
ILMN_1726815
ILMN_1749368
ILMN_1751120
ILMN_2144426
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ILMN_1706539
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LOC646817
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ILMN_1793651
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SUPT4H1
SUV39H1
TADA3
TAF12
TLK1
TLK2
TRRAP
TSPYL1
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UBE2N
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0.10
-0.78
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